Overexpression

Accession

16XKQ3

AOA1D5RLGO;Q8BTX9

Q91YD9

Q9QXK7;A0A1Y7VLY3

P70206

G3X972;A0A286YD08;A0A286YDI
8

Q61098;A0A0A6YWA3;Q8C257

Q9WVES8;A0A2R8W654;A0A2R8
W?750;A0A338P6P7;Q3UP40

Q60596

Q00547

008842

Q6z2Q06
F7C)77;195275;195314;J9SVL3;J9T
120;19T153;Q5F456;Q5F4S7;Q5F4
$8;Q5F459;Q5F4TO
Q9D6Z1;A2APD7;EO0CXZ0;F6U250
;F6USW7;F6V095;F7CHPY;F7CHQ,
7

Q8C5U9

G3UVU2;D3YWO09;D3Z5A6

Peptide
count

11

37

»~

22

21

10

57

12

Unique Confidence
peptides

14

18

score

18,1883

40,2419

67,6549

27,5455

35,2794

239,3758

23,7481

126,6069

42,3606

110,3384

42,2543

33,7864

48,2726

399,6119

14,0532

57,8821

Anova (p)

5,51E-10

4,67E-08

1,21E-07

5,00E-07

2,28E-06

5,66E-06

5,96E-06

8,37E-06

1,33E-05

1,56E-05

2,12E-05

2,16E-05

3,41E-05

5,38E-05

6,73E-05

6,74E-05

Max fold
change

19,90824

18,95847

6,201708

12,26408

4,187967

2,879672

5,148785

3,177449

6,224797

3,717662

89,64581

2,013351

95,51781

3,201098

5,682066

3,335313

Normalized abundance

Description

Speedy/RINGO cell cycle regulator family,
member E4C 0S=Mus musculus OX=10090
GN=Spdyedc PE=2 SV=1

Inactive hydroxysteroid dehydrogenase-like
protein 1 0S=Mus musculus OX=10090
GN=HsdI1 PE=1 SV=1

Neural Wiskott-Aldrich syndrome protein
0S=Mus musculus OX=10090 GN=Was| PE=1
Sv=1

Cleavage and polyadenylation specificity factor
subunit 3 0S=Mus musculus 0X=10090
GN=Cpsf3 PE=1 SV=2

Plexin-A1 OS=Mus musculus OX=10090
GN=PIxnal PE=1 SV=1

Sec24-related gene family, member C (S.
cerevisiae) 0S=Mus musculus OX=10090
GN=Sec24c PE=1SV=1

Interleukin-18 receptor 1 0S=Mus musculus
0X=10090 GN=I118r1 PE=1 SV=1

Protein kinase C and casein kinase substrate in
neurons protein 2 0S=Mus musculus
0X=10090 GN=Pacsin2 PE=1 SV=1

DNA repair protein XRCC1 OS=Mus musculus
0X=10090 GN=Xrccl1 PE=1 SV=2

Hyaluronan mediated motility receptor
0S=Mus musculus OX=10090 GN=Hmmr PE=1
Sv=4

GDNF family receptor alpha-2 0S=Mus
musculus OX=10090 GN=Gfra2 PE=1 SV=2
Centrosomal protein of 162 kDa OS=Mus
musculus OX=10090 GN=Cep162 PE=1 SV=2
Transient receptor potential cation channel,
subfamily M, member 3 0S=Mus musculus
0X=10090 GN=Trpm3 PE=1 SV=1

Nucleolar protein 56 0S=Mus musculus
0X=10090 GN=Nop56 PE=1 SV=2

Ubiquilin-3 0S=Mus musculus OX=10090
GN=UbqIn3 PE=1 SV=1

Splicing factor 3A subunit 2 0S=Mus musculus
0OX=10090 GN=Sf3a2 PE=1 SV=1

EF-1a-1

125382,4

8505,498

72636,56

8161,847

5909,422

6071,58

3904,859

11185,27

39,68607

3369,808

4303,178

6943,551

117840,9

50365,99

3903,247

45586,85

EF-1a-2

106695

8594,172

90153,71

11840,73

6488,632

5739,105

4118,202

11304,93

105,7464

3103,303

4997,909

5219,688

65361,54

56424,97

3924,592

54381,2

EF-1a-3

95317,63

6153,311

89878,71

11450,23

5732,263

3980,266

3688,729

9238,61

40,33432

3710,463

6381,121

5317,064

121104

60694,48

5224,771

70100,2

EF-1a-4

85996,78

6001,511

59449,2

7190,569

3996,328

5229,527

3720,303

7027,133

49,04708

2074,54

3263,817

5322,487

16371,43

30797,02

3551,497

40547,19

Lv-ND2-1

44844,32

2844,95

47065

4402,225

3111,556

3032,202

1237,333

5537,024

264,6284

1759,316

880,9697

11556,21

53471,67

26776,15

2527,911

33843,21

Lv-ND2-2

43360,82

2547,024

35242,55

2815,728

2469,912

2560,841

1384,5

5441,767

441,6548

1455,45

569,2344

10031,21

22759

26092,74

1136,506

23765,06

Lv-ND2-3

35284,52

1924,077

34677,59

2248,14

2091,205

3053,615

904,4264

4276,257

267,2495

1477,119

644,2394

9468,599

8804,135

23478,37

2213,015

19515,48

Lv-ND2-4

36189,68

3413,37

36240,89

2354,606

2579,107

2819,393

2001,958

5342,994

338,1972

1454,579

782,3875

8977,159

45214,7

20839,02

1290,359

24074,71



Q5DW34;A0A0H2UH19;A0A1B0G
XE2;A2AIS5;E9Q5A3;24Y1Z7

P70352

Q8cloo

Q8C7X2;A0A1Y7VP81;Z4YJIWO

P23492;A0A2I13BQH2;A0A213BS2

2;Q543K9;Q9D8C9

Q64467;A0A0R4J0X7;S4R2G5

Q8BJWS5

QIJKV2;Q3UzZ3

Q64339

Q9JM76;A0A0G2JFK7;D3Z2F7;D3
Z2F8;H7BWZ3

A2AQB2
P01901;A0A0B4J1G3;A0A494B9G
8;A0A494BA33;A0A494BAT0;G3U
XW2;Q3THO1

Qaca47

Q9Z1T6;A0A087WQI1;D3Z5N5

D3YWT1;D3Z3N4

PODMR5

P06797

AOA571BEN1;D3YU50

P61759;Q3TIR6

18

47

12

27

13

14

48

22

13

12

18

14

92,399

32,4497

10,2842

274,7362

71,0948

104,4078

3,9587

49,4745

17,367

108,5227

226,7876

125,9615

12,525

75,7189

62,4128

10,6922

12,1054

36,1359

100,7115

7,60E-05

8,63E-05

9,88E-05

0,000105

0,000119

0,000145

0,000445

0,000601

0,000646

0,000761

0,000796

0,000825

0,000882

0,001984

0,002129

0,002145

0,002359

0,002432

0,002938

2,25311

30,10338

3,237022

1,784956

251,2039

11,93281

1,362046

7,977174

3,718721

1,120183

2,438411

1,411142

6,013698

3,095223

15,21139

2,520611

1,619653

2,112276

1,517867

Histone-lysine N-methyltransferase EHMT1
0S=Mus musculus OX=10090 GN=Ehmt1 PE=1
Sv=2

Ecto-ADP-ribosyltransferase 5 0S=Mus
musculus OX=10090 GN=Art5 PE=2 SV=3
NADPH oxidase activator 1 0S=Mus musculus
0X=10090 GN=Noxal PE=1 SV=1

ER membrane protein complex subunit 1
0S=Mus musculus OX=10090 GN=Emc1 PE=1
Sv=1

Purine nucleoside phosphorylase 0S=Mus
musculus OX=10090 GN=Pnp PE=1 SV=2
Glyceraldehyde-3-phosphate dehydrogenase,
testis-specific 0S=Mus musculus OX=10090
GN=Gapdhs PE=1 SV=1

Nucleolar protein 11 0OS=Mus musculus
0X=10090 GN=Nol11 PE=2 SV=1
Serine/threonine-protein kinase ICK OS=Mus
musculus OX=10090 GN=Cilkl PE=1 SV=2
Ubiquitin-like protein ISG15 OS=Mus musculus
0X=10090 GN=Isg15 PE=1 SV=4

Actin-related protein 2/3 complex subunit 3
0S=Mus musculus OX=10090 GN=Arpc3 PE=1
Sv=3

Nebulin 0S=Mus musculus OX=10090 GN=Neb
PE=1SV=1

H-2 class | histocompatibility antigen, K-B alpha
chain 0S=Mus musculus 0X=10090 GN=H2-K1
PE=1SVv=1

Spermatid-associated-like 0S=Mus musculus
0X=10090 GN=Spertl PE=2 SV=1
1-phosphatidylinositol 3-phosphate 5-kinase
0S=Mus musculus OX=10090 GN=Pikfyve PE=1
Sv=3

Heterogeneous nuclear ribonucleoprotein H3
0S=Mus musculus 0X=10090 GN=Hnrnph3
PE=1SV=1

TD and POZ domain-containing protein 1
0S=Mus musculus OX=10090 GN=Tdpoz1 PE=2
Sv=1

Procathepsin L 0S=Mus musculus OX=10090
GN=Ctsl PE=1 SV=2

Myosin-binding protein C, slow-type OS=Mus
musculus OX=10090 GN=Mybpcl PE=1 SV=1
Prefoldin subunit 3 0S=Mus musculus
0X=10090 GN=Vbp1 PE=1 SV=2

13592,84

192,1534

2809,74

10477,81

1030,721

730,2056

4937,034

348,7099

476,5136

4665,781

5035,186

5061,75

34,33141

1862,561

16020,99

3197,886

4506,71

641,2884

1843,898

13371,18

568,413

3075,531

9485,857

2916,355

1772,309

4251,03

545,3892

1153,035

4663,179

4233,623

5847,939

113,1096

3162,849

21141,58

2468,836

3963,726

403,8396

1335,163

13166,24

1448,228

3390,684

9718,505

2491,165

4380,647

4231,391

1535,32

1215,983

4779,736

5849,473

5089,855

80,57908

4409,739

20457,81

1672,365

3471,153

491

1444,899

12337,11

471,0212

2393,687

7867,373

1792,681

2333,254

4041,075

421,6601

798,2591

4912,169

3915,341

5044,46

63,21654

2853,362

1894,394

2479,713

3270,654

637,087

1333,657

38660,94

122,5632

1390,324

5766,278

85,94267

798,2026

6165,135

369,1826

1963,861

4671,236

2502,461

3293,189

669,1818

1258,699

9344,18

3083,631

4346,617

725,6654

1143,057

32322,53

124,678

1031,313

7185,979

161,4802

801,362

6096,595

160,8782

1077,12

4815,812

2212,593

4051,238

378,3266

1245,177

5345,289

5253,094

5287,25

735,5637

1172,612

25543,9

77,06247

1609,635

6556,434

139,0217

928,7853

6100,693

220,2431

1294,08

4846,818

4199,259

3878,933

334,9987

609,1852

4726,954

2709,095

4531,476

627,8902

890,2905

21687,4

104,9472

1940,062

6674,167

239,5822

811,9673

5419,625

245,1527

1151,861

5034,187

2771,89

3689,391

368,9019

1633,296

7776,232

2988,547

4527,488

738,2176

1093,355



Q8R570;B2FDF6;17HFU4;17HPB1;) Synaptosomal-associated protein 47 OS=Mus

31529 16 1 119,7456 0,003302 2,027237 musculus OX=10090 GN=Snap47 PE=1 SV=1 1424,31 1655,187 1128,163 939,4758 746,5227 1180,553 1178,113 1069,892
1 1 4,8577  0,003407 9,645511 Zinc finger protein GLIS3 (Fragment) 05=Mus 824,4308 918,1827 194,1697 382,4966 579,6578 148,7063 234,723 480,0527
EOCX93;Q0GE24 ! ’ ’ musculus OX=10090 GN=Glis3 PE=3 SV=1 ! ! ! ! ! ! ’ !
Sequestosome-1 OS=Mus musculus OX=10090
Q64337:D3v21 13 1 86,4872 0,003554 4,534742 GN=Sqstm1 PE=1 SV=1 535,7581 99,03914 348,9384 86,0823 475,2144 771,7317 870,3251 708,5522
73 7 518,7409 0,003665 1,438374 Alpha-actinin-3 0S=Mus musculus OX=10090 4693,159 4481,891 4919,935 4062,371 4239,842 3569,397 2823,502 3347,179
088990 ’ ’ ’ GN=Actn3 PE=2 SV=1 ’ ’ ! ! ! ! ! !
Kinesin-like protein KIF11 OS=Mus musculus
Q6PIPE 23 8 111,7936 0,003678 1,526532 OX=10090 GN=Kif11 PE=1 SV=1 5906,589 5781,881 6177,65 5608,835 4661,923 3334,764 2998,764 4828,303
Protein ELYS OS=Mus musculus OX=10090
Q8CIF7 58 7 318,2337 0,004022 1,343409 GN=Ahctfl PE=1 SV=1 6233,143 5885,992 5566,095 5677,304 5445,041 4915,232 3856,403 4461,064
7 1 50,1896 0,004086 1,726036 Dihydropyrimidinase-related protein 5 05=Mus 234,2235 261,7241 252,4925 327,2138 402,3295 589,0048 479,6005 307,0406
Q9EQF6 musculus OX=10090 GN=DpysI5 PE=1 SV=1
Rho guanine nucleotide exchange factor 12
11 1 61,7389 0,004416 3,658725 OS=Mus musculus OX=10090 GN=Arhgef12 1623,946 2856,504 747,61 1259,224 404,9642 312,0727 773,4335 282,6292
F8VQN6 PE=1SV=1
30 2 156,4967 0,004589 1,19502 Solute carrier family 12 member 2 05=Mus 2811,033 3114,346 2704,29 2772,47 2997,408 3090,205 2703,682 2574,511
P55012 ’ ’ ’ musculus OX=10090 GN=SIc12a2 PE=1 SV=2 ’ ’ ! ’ ’ ! ! !
48 12 345,8858 0,004606 1,265324 Coatomer subunit gamma-1 0S=Mus musculus 6720,009 6255,01 5654,318 5913,297 5436,52 4749,73 4338,596 4871,473
Q9QZE5;Q7TNQ1 ! ’ ’ 0X=10090 GN=Copg1l PE=1 SV=1 ’ ! ’ ! ! ’ ! !
Copine-4 0S=Mus musculus 0X=10090
Q8BLR2 3 1 12,9193 0,005352 1,669303 GN=Cpne4 PE=1 SV=1 5890,507 4802,554 4433,94 4187,194 5791,164 5801,611 4735,289 4201,875
Caldesmon 1 0S=Mus musculus OX=10090
D3Z617;F6QLPS;FERGNI 37 2 235,8786 0,00538 1,427514 GN=Cald1 PE=1 SV=1 1211,232 1166,205 1204,635 1278,186 1342,546 1622,026 1652,768 1185,08
Apoptosis-inducing factor 1, mitochondrial
33 5 204,0613 0,006349 1,792769 0OS=Mus musculus OX=10090 GN=Aifm1 PE=1  3985,847 2491,118 3987,083 3749,568 2795,075 2411,481 1850,551 2276,305
Q970X1;B1AU25 Sv=1
Sister chromatid cohesion protein PDS5
64 15 439,0185 0,006459 1,375665 homolog B OS=Mus musculus OX=10090 1682,174 1853,991 1942,074 2144,811 2058,458 2402,605 2449,747 2529,678
Q4VA53;F8WHUS5 GN=Pds5b PE=1 SV=1
Q80X50;A0A0G2JDT1;A0A0G2JD
V6;A0A0G2JE24;A0A0G2JFN7;A0
AOG2GA47:AOAOG2IGDO;AOAOH2 46 17 337,9794 0,007256 1,993152 Ubiquitin-associated protein 2-like 0S=Mus 52735,02 47513,49 40091,07 82177,57 29755,01 29476,13 25723,7 26685,98
UH17 musculus OX=10090 GN=Ubap2| PE=1 SV=1
Nucleus accumbens-associated protein 1
2 1 8,5141 0,007697 2,046196 0S=Mus musculus OX=10090 GN=Naccl PE=1 562,904 544,9683 712,2225 587,9695 506,8661 625,2606 501,482 426,5179
Q7TSZ8 Sv=1

Serine/threonine-protein phosphatase 2A 65

23 1 144,8014 0,007974 2,024989 241,2341 190,1523 115,0287 166,6053 257,4417 353,9723 399,1807 390,3017

G3UWS4;H3BKU1;H3BLE7;Q3TTF kDa regulatory subunit A beta isoform OS=Mus
6 musculus OX=10090 GN=Ppp2rlb PE=1 SV=1
A2CG49;D3Z4R2;D37532;D3Z534; Kalirin OS=Mus musculus OX=10090 GN=Kalrn
72 10 398,1417 0,008085 1,391599 15130,29 14814,78 17251,43 12219,26 17088,66 14107,08 13190,52 12380,19

D37535;F6QYT9 PE=1SV=1



P58069

Q9D1E6

P13439

Q8K4L0

Q8R1V4;Q5S5VW9

E9QM38

Q8CIHS

AOAO087WRB8
P56959;G3UXT7;G3UZD2;Q8CFQ
9;Q91vQ2
B1AVB1;A0A571BDL9;B1AVB2;B1
AVB3;B1AVB4;B1AVB5;E9Q796

Q91YJ2;A0A338P7D2

Q8CFI7
Q80WW9
A2AL36;A0A0G2JE96;A2AS42;E9
QIE7;F6QP53;R4GML3;RAGMLS
Q3UO0X6

A2A791

P62627;A2AVR9

E9Q264

P97329

Q9DOMS;D6RINS
Q972D7;A0A0N4SWAO; AOAOR4J0
AS8;Q3TU27

008663;M0QW48;MOQW69;M0
QWMS9;Q3TMN1;Q3UI133

26

16

11

29

22

26

33

15

40

143

19

26

13

32

13

24

25,3326

29,3339

183,5927

87,9337

87,6631

161,5885

139,5665

149,6038

224,5332

94,177

43,2039

233,6995

22,3347

901,6701

22,5738

98,7675

37,3199

130,2705

13,6452

62,5017

73,9762

238,1932

0,008326

0,008485

0,00878

0,008886

0,008927

0,009359

0,009715

0,009868

0,00999

0,010066

0,010184

0,010525

0,010831

0,011205

0,011572

0,011579

0,011618

0,011677

0,012014

0,012033

0,012328

0,012843

1,424808

3,41305

1,428289

3,385047

1,206743

1,174184

1,224747

1,581473

1,503794

1,748675

1,269111

1,525038

5,322492

1,295476

1,3239

1,342976

1,408428

7,944184

1,25621

1,332814

1,701972

1,297431

Ras GTPase-activating protein 2 0S=Mus
musculus OX=10090 GN=Rasa2 PE=1 SV=2
Tubulin-folding cofactor B 0S=Mus musculus
0X=10090 GN=Tbcb PE=1 SV=2

Uridine 5'-monophosphate synthase OS=Mus
musculus OX=10090 GN=Umps PE=1 SV=3
ATP-dependent RNA helicase DDX54 OS=Mus
musculus OX=10090 GN=Ddx54 PE=1 SV=1
Transmembrane emp24 domain-containing
protein 4 0S=Mus musculus OX=10090
GN=Tmed4 PE=1 SV=1

Solute carrier family 12 member 2 0S=Mus
musculus OX=10090 GN=Slc12a2 PE=1 SV=1
Amidophosphoribosyltransferase 0S=Mus
musculus OX=10090 GN=Ppat PE=1 SV=1
Dystonin (Fragment) OS=Mus musculus
0X=10090 GN=Dst PE=1 SV=1

RNA-binding protein FUS OS=Mus musculus
0X=10090 GN=Fus PE=1 SV=1

Scm polycomb group protein-like 2 0S=Mus
musculus OX=10090 GN=Scml2 PE=1 SV=1
Sorting nexin-4 OS=Mus musculus 0OX=10090
GN=Snx4 PE=1 SV=1

DNA-directed RNA polymerase Il subunit RPB2
0S=Mus musculus 0X=10090 GN=Polr2b PE=1
SvV=2

DDRGK domain-containing protein 1 0S=Mus
musculus OX=10090 GN=Ddrgk1 PE=1 SV=2
Centriolin 0S=Mus musculus OX=10090
GN=Cntrl PE=1 SV=2

Zinc finger protein 217 0S=Mus musculus
0X=10090 GN=Zfp217 PE=1 SV=1

Zinc finger MYM-type protein 4 0S=Mus
musculus OX=10090 GN=Zmym4 PE=1 SV=1
Dynein light chain roadblock-type 1 0S=Mus
musculus OX=10090 GN=Dynlrb1 PE=1 SV=3
Myosin, heavy chain 15 0S=Mus musculus
0X=10090 GN=Myh15 PE=1 SV=1

Kinesin-like protein KIF20A OS=Mus musculus
0X=10090 GN=Kif20a PE=1 SV=1

Dynein light chain 2, cytoplasmic 0S=Mus
musculus OX=10090 GN=Dynll2 PE=1 SV=1
Methyl-CpG-binding domain protein 4 0S=Mus
musculus OX=10090 GN=Mbd4 PE=1 SV=1
Methionine aminopeptidase 2 0S=Mus
musculus OX=10090 GN=Metap2 PE=1 SV=1

272,1761

419,8666

3086,294

75,11673

2379,455

533,2464

2182,97

407,0609

11148,06

650,0826

2721,481

3070,203

21,29398

2889,278

1506,94

1858,592

386,9661

71,633

2937,942

3758,849

829,9578

1765,004

310,3249

451,5094

3067,926

103,1412

2421,055

473,2626

2087,985

567,7632

8540,214

570,1367

2803,861

3101,719

47,13889

2776,47

1758,778

1776,448

416,1582

142,4278

2551,019

3325,127

773,381

1450,272

317,19

806,8757

2690,856

80,49832

2135,978

580,903

2273,511

363,4722

9176,209

450,229

2855,473

4437,692

67,71042

3054,198

1750,76

2084,664

467,3616

28,08827

2580,329

3127,308

666,412

1592,865

355,0255

257,9664

3007,296

90,87811

2161,568

508,23

2170,353

446,0964

6366,079

537,1985

2551,793

3334,974

17,40912

2301,642

1736,811

1596,376

363,8991

37,50062

2583,727

2975,612

901,7582

1391,975

505,4237

309,1866

2523,458

39,83723

2408,046

484,6811

2143,603

317,8537

11042,5

441,9213

2561,681

4773,341

25,08126

2804,941

1268,354

2220,144

313,9195

38,92195

2429,583

4283,698

487,9852

1485,344

430,6024

232,1551

2487,955

125,2756

2684,07

522,8854

1792,913

360,3086

12277,4

417,486

2269,295

4531,639

81,81635

2546,234

1307,532

2282,831

311,393

12,62142

2467,168

3731,811

316,1216

1291,087

458,9868

201,6642

2290,459

55,69444

2382,161

522,1821

1825,13

434,599

11031,84

270,9143

2214,687

4282,256

76,75589

3277,897

1116,879

1995,457

347,8021

84,88862

2458,622

4821,043

426,9019

1217,866

384,1338

172,7358

2697,487

39,72652

2384,905

524,3108

1714,179

467,55

10940,93

284,9695

2692,854

3828,017

29,10923

2914,393

1408,293

1868,044

239,8656

23,12216

2978,579

4739,126

632,4226

1233,331



Q8BG81;F6VR84;Q3UDD3

Q3UPH7

Q9QY15

A7M7S6

Q61029

Q9EQYO0

P58854

B2RT41

Q80Y17

088207;A0A5F8MQ70
Q64213;D3YVH4;D3YZC9;D3YZD0O
;E9Q4Q2;F8WHF9
F6RLI7;G3UY74,G3UZT9;Q69758

070250

Q80SU7;H3BL64;L7N451

P28474;A0A0G2JGS3

P62827;Q14AA6;061820

AOAO0G2JFV8

Q8BGW1

20

29

29

16

27

w

24

15

12

34

13

14

118,5005

18,1594

43,48

18,7384

228,1803

31,4257

27,5269

175,7028

9,3973

85,929

216,8403

16,5633

130,778

81,9021

81,5346

182,0847

28,3645

68,2325

0,012896

0,013085

0,013288

0,013337

0,013432

0,013458

0,013636

0,014311

0,014595

0,015346

0,016014

0,016359

0,016693

0,01681

0,016977

0,017536

0,017615

0,018161

1,355144

1,53473

1,38313

3,092753

1,193207

1,57647

1,266343

1,488181

1,479481

2,453634

1,481287

5,404306

1,856414

1,574927

2,564403

1,318785

1,918983

2,26966

Polymerase delta-interacting protein 3
0S=Mus musculus OX=10090 GN=Poldip3 PE=1
Sv=1

Rho guanine nucleotide exchange factor 40
0S=Mus musculus OX=10090 GN=Arhgef40
PE=1SV=1

ATP-dependent RNA helicase DDX25 OS=Mus
musculus OX=10090 GN=Ddx25 PE=1 SV=2
Hemoglobin X, alpha-like embryonic chain in
Hba complex (Fragment) OS=Mus musculus
0X=10090 GN=Hba-x PE=1 SV=1
Lamina-associated polypeptide 2, isoforms
beta/delta/epsilon/gamma 0S=Mus musculus
0X=10090 GN=Tmpo PE=1 SV=4
Serine/threonine-protein
kinase/endoribonuclease IRE1 OS=Mus
musculus OX=10090 GN=Ern1 PE=1 SV=1
Gamma-tubulin complex component 3
0S=Mus musculus OX=10090 GN=Tubgcp3
PE=1SV=2

Zinc finger, C3H1-type-containing 0S=Mus
musculus OX=10090 GN=Zfc3h1 PE=1 SV=1
Lethal(2) giant larvae protein homolog 1
0S=Mus musculus OX=10090 GN=LIgl1 PE=1
Sv=1

Collagen alpha-1(V) chain 0S=Mus musculus
0X=10090 GN=Col5al PE=1 SV=2

Splicing factor 1 0S=Mus musculus OX=10090
GN=Sf1 PE=1 SV=6

Kazrin (Fragment) OS=Mus musculus
0X=10090 GN=Kazn PE=1 SV=1
Phosphoglycerate mutase 2 0S=Mus musculus
0X=10090 GN=Pgam2 PE=1 SV=3
Interferon-induced very large GTPase 1
0S=Mus musculus 0X=10090 GN=Gvin1 PE=1
Sv=1

Alcohol dehydrogenase class-3 0S=Mus
musculus OX=10090 GN=Adh5 PE=1 SV=3
GTP-binding nuclear protein Ran OS=Mus
musculus OX=10090 GN=Ran PE=1 SV=3
Polypyrimidine tract-binding protein 2
(Fragment) OS=Mus musculus OX=10090
GN=Ptbp2 PE=1 SV=1
Alpha-ketoglutarate-dependent dioxygenase
FTO OS=Mus musculus OX=10090 GN=Fto PE=1
Sv=1

1044,199

1169,144

586,4387

870,8615

16920,69

11480,62

3470,932

2811,624

4525,541

620,8117

1976,474

17,41924

3510,384

554,718

696,7273

8241,792

1443,218

378,5715

811,986

1240,923

547,2816

1325,902

16369,87

7994,9

2751,725

2543,535

3739,861

999,1996

2362,758

28,02911

4014,952

485,8027

356,505

10386,08

2509,85

286,6616

806,5223

787,7668

642,9455

1898,152

13671,74

7089,226

3131,681

2699,188

3733,852

638,0979

2403,507

361,4961

1848,685

719,651

895,5616

8626,551

2608,406

365,3023

850,5826

1296,382

402,3134

761,8531

16513,21

6370,423

3083,065

2150,517

2574,212

1457,037

1827,075

63,26299

3077,991

515,7824

223,0354

9675,891

2009,804

348,5241

831,4953

783,336

415,8413

623,1655

16247,74

10947,44

3291,594

2481,474

2741,21

508,4881

1653,78

55,79505

3205,522

645,3927

1376,442

7996,721

1151,877

1387,523

849,1551

814,977

393,9544

616,135

17049,52

11099,57

4059,742

1637,856

2811,955

347,143

2543,312

83,02798

2921,614

571,1809

626,8657

7618,888

2104,792

667,0504

1045,401

601,5414

374,1738

293,7949

14718,97

10301,35

3561,079

1515,905

2290,885

413,2421

2493,797

110,6375

2367,184

933,2821

1238,3

5978,198

1911,23

519,2193

877,6756

728,4894

391,4281

1020,937

15432,21

9413,145

4075,013

1625,644

2744,036

245,2673

2249,242

101,1255

2648,666

763,5391

1202,38

6409,479

1471,041

556,2028



ATP-dependent 6-phosphofructokinase,
40 7 266,0357 0,018833 2,082036 muscle type 0S=Mus musculus 0X=10090 4710,642 4209,918 2389,884 2112,5 3245922 2179,337 2511,098 2051,794
P47857;A0A2R8VHV2 GN=Pfkm PE=1 SV=3
ATP-dependent RNA helicase DHX8 OS=Mus
A2A4P0;A2A4N9 17 1 91,4492 0,019294 1,824007 musculus OX=10090 GN=Dhx8 PE=2 SV=1
H-2 class | histocompatibility antigen, D-D
19 2 117,1317 0,020106 2,514859 alpha chain 0S=Mus musculus OX=10090 74,51369 131,5893 98,27332 247,0037 181,2004 425,1032 363,5545 416,785
P01900 GN=H2-D1 PE=1 SV=1

60S ribosomal protein L27a OS=Mus musculus

523,1254 907,978 578,0617 554,8484 795,9596 451,3017 529,3891 552,8795

P14115 17 7 136,2274 0,020627 1,174669 OX=10090 GN=Rpl27a PE=1 SV=5 29248,29 24149,87 25587,88 22733,82 23767,24 20990,03 20885,07 21324,6
P54099;D6RIPLF6YLNZ;F7BPAS; 16 2 110,7155 0,020955 1,625768 DNA polymerase subunit gamma-1 0S=Mus 296,9175 293,9279 444,2248 329,8549 158,9093 250,5933 308,0661 154,6526
Q75WCo ! ! ! musculus OX=10090 GN=Polg PE=1 SV=3 ! ! ! ! ! ! ! !
Q8BR86;A0A087WNM9;A0A087 Kin of IRRE-like protein 3 0S=Mus musculus
WPCO;G5ESB6 15 2 84,4774  0,02382 3,867227 OX=10090 GN=Kirrel3 PE=1 SV=1 25,33363 30,02621 61,75378 38,39445 183,1592 67,05541 240,727 110,4434
pre-mRNA 3' end processing protein WDR33
6 3 26,5078 0,023835 2,147265 0S=Mus musculus OX=10090 GN=Wdr33 PE=1 352,0756 645,4711 500,9741 290,9011 280,0524 565,6748 406,0837 231,725
Q8K4P0;A0A3Q4EGD8;Q8K1G7 Sv=1
Ubiquinone biosynthesis O-methyltransferase,
8 1 60,1859 0,024098 1,847286 mitochondrial 0S=Mus musculus OX=10090 487,8961 577,3155 403,3474 701,6096 649,5183 1294,264 947,6817 1117,459
Q8BMS4 GN=Coq3 PE=1SV=1
Q9D883;A0A140LI16;A0A494B347 13 4 106,6533 0,024363 1,468541 Splicing factor U2AF 35 kDa subunit 0S=Mus 5502,509 6109,483 5201,512 3090,342 6587,771 6808,153 8449,703 7383,99
;E9PUZ3;E9PWA1;G3UW94 ! ! ! musculus OX=10090 GN=U2af1 PE=1 SV=4 ! ! ’ ! ! ! ! !
Nucleobindin-2 0S=Mus musculus OX=10090
P81117;Q3UKNG 26 12 150,0149 0,024371 1,777021 GN=Nuch2 PE=1 SV=2 2734,954 2825,807 2862,01 2285,053 2850,011 4694,943 2734,075 1885,18
Neuromodulin 0S=Mus musculus OX=10090
PO6S37 22 11 165,8528 0,025204 1,439518 GN=Gap43 PE=1 SV=1 8030,431 8511,531 7311,551 7438,265 7433,27 4954,399 4162,829 5187,174
5 1 28,6851 0,025596 1,855925 Matrix metalloproteinase-9 0S=Mus musculus 436,9536 426,6843 516,1883 613,581 326,1391 459,805 248,4767 530,1177
P41245 ! ! ! 0X=10090 GN=Mmp9 PE=1 SV=2 ! ! ! ! ! ! ! !
P20357;A0A668KLC6;F7ALCS;G3
UZE9;G3UZK9;Q3TLQO;Q80X35;Q 69 8 427,985 0,02617 1,310793 Microtubule-associated protein 2 0S=Mus 1025,554 832,9624 1069,536 1077,735 1033,301 1332,004 1080,124 1298,762
80ZL4 musculus OX=10090 GN=Map2 PE=1 SV=2
Peptidyl-prolyl cis-trans isomerase FKBP2
10 2 80,7542 0,026412 1,384824 OS=Mus musculus OX=10090 GN=Fkbp2 PE=1  4516,137 3044,337 4314,054 3008,155 4007,185 4481,597 4139,908 4386,973
P45878 Sv=1
Transport and Golgi organization protein 1
Q8BI84;A0A0A6YX61;A0A0R4)2D 114 25 724,9388 0,026477 1,57396 homolog 0S=Mus musculus OX=10090 12884,72 11269,3 8604,33 14469,52 13045,58 13655,54 17183,18 10173,09
3 GN=Mia3 PE=1 SV=2
Ubiquitin-like modifier-activating enzyme 1
84 23 542,3737 0,027687 1,253068 OS=Mus musculus OX=10090 GN=Ubal PE=1  30423,36 25827,65 28618,09 25002,12 35159,21 29102,02 32625 26947,56
Q02053 Sv=1
31 4 196,4836 0,027975 1,189415 Exosome component 10 0S=Mus musculus 10114,63 10841,39 12286,9 11088,57 11090,5 13232,87 12553,32 12508,72
P56960;Q8K366 ! ! ! 0X=10090 GN=Exosc10 PE=1 SV=2 ! ! ! ! ! ! ! !
Spermatogenesis-associated serine-rich
Q8K1N4;A0A2R8VIN7;A0A2R8VIY 30 4 182,3617 0,028032 1,209204 protein 2 0S=Mus musculus OX=10090 2431,329 2313,533 2430,719 2444,534 2389,838 3157,175 2618,246 2839,038

7,A0A2R8W6M8;A0A2R8W6T4 GN=Spats2 PE=1 SV=1



Q91731;A0A0G2JGWO;F7C521;Q
3v328

Q6KAU4

Q9CYRO

Q8ROH9

P84084

P99028

P35546

Q69757;J3KMK0;Q3TGM7

Q80VNO

Q8BFQ4

P29391;A0A1BOGR60;A0A1BOGR
H4;A0A1Y7VNT9;P49945;Q9CPX4

Q9D8T7;F7DE82;FSWHU8
E9Q3G8;A0A286YCP2;A0A286YE2
4

P11881;A0A0ON4SWH7
Q8BML9;A0A0A6YY08;A0A140LH
B3;A0A140LHJ3;A0A140LHZ5;A0
A140LID3;A0A140LIN2;AO0A140LI
RO;AO0A140LIS6;A0A140LIH1;A0A
140LJH2;A0A140LJK5;D37158

Q8BGQ7

Q99L48

42

11

11

21

17

26

24

11

25

12

43

77

16

13

11

27

1

298,827

18,0083

85,4628

41,6904

149,4569

42,6556

89,555

161,1916

33,3997

44,5249

164,2384

62,2181

133,7953

60

333,3343

534,9106

111,234

0,028764

0,028885

0,029008

0,02915

0,029273

0,029745

0,030187

0,030648

0,030872

0,031716

0,032426

0,032539

0,032547

0,03301

0,033127

0,033127

0,033394

1,406778

3,039712

1,382881

6,704291

1,228738

1,399954

1,233007

1,858685

1,504674

3,422177

1,267157

1,549385

1,235442

2,595319

1,458927

1,223969

1,975803

Polypyrimidine tract-binding protein 2 0S=Mus
musculus OX=10090 GN=Ptbp2 PE=1 SV=2
Multivesicular body subunit 12B 0S=Mus
musculus OX=10090 GN=Mvb12b PE=1 SV=2
Single-stranded DNA-binding protein,
mitochondrial 0S=Mus musculus OX=10090
GN=Ssbpl PE=1 SV=1

ADP-ribosylation factor-binding protein GGA1
0S=Mus musculus OX=10090 GN=Ggal PE=1
Sv=1

ADP-ribosylation factor 5 0S=Mus musculus
0X=10090 GN=Arf5 PE=1 SV=2

Cytochrome b-c1 complex subunit 6,
mitochondrial 0S=Mus musculus 0X=10090
GN=Uqcrh PE=1 SV=2

Proto-oncogene tyrosine-protein kinase
receptor Ret 0S=Mus musculus OX=10090
GN=Ret PE=1 SV=2

HBS1-like protein 0S=Mus musculus OX=10090
GN=Hbs1l PE=1 SV=2

Cilia- and flagella-associated protein 100
0S=Mus musculus 0X=10090 GN=Cfap100
PE=2 SV=2

WD repeat-containing protein 82 0S=Mus
musculus OX=10090 GN=Wdr82 PE=1 SV=1

Ferritin light chain 1 0S=Mus musculus
0OX=10090 GN=Ftl1 PE=1 SV=2

SRA stem-loop-interacting RNA-binding
protein, mitochondrial 0S=Mus musculus
0X=10090 GN=Slirp PE=1 SV=2

Nucleoporin 153 0S=Mus musculus 0X=10090
GN=Nup153 PE=1 SV=1

Inositol 1,4,5-trisphosphate receptor type 1
0S=Mus musculus OX=10090 GN=Itprl PE=1
Sv=2

Glutamine--tRNA ligase 0S=Mus musculus
0X=10090 GN=Qars1 PE=1 SV=1
Alanine--tRNA ligase, cytoplasmic OS=Mus
musculus OX=10090 GN=Aars1 PE=1 SV=1
60S ribosomal export protein NMD3 OS=Mus
musculus 0X=10090 GN=Nmd3 PE=1 SV=1

15399,35

361,8917

1075,225

6,02251

2335,919

3603,236

2048,764

3725,862

1136,148

2571,443

60200,29

1824,018

19007,47

1055,734

4185,106

21530,99

452,028

18922,85

395,3262

1228,982

27,66091

2660,642

2747,248

1709,122

7056,024

983,2358

2339,023

54482,77

1609,654

17060,29

1662,366

5515,907

21264,32

255,0183

16789,15

236,8709

1164,953

25,50375

3113,92

2538,244

1577,841

5412,233

1240,426

1105,041

49480,46

1284,038

17364,31

1334,654

4183,808

22474,61

577,6788

18516,59

239,7467

1553,069

14,59072

2483,841

2426,702

1669,074

6944,779

804,2759

885,6931

42521,15

1396,184

15857,58

2167,999

3306,315

17585,25

587,8479

10765,13

259,3131

1422,645

4,264466

3622,544

2901,915

1860,85

2854,388

910,0507

1181,83

58588,94

1405,69

24017,86

259,3748

2717,846

18520,47

586,4116

17652,22

115,7218

1651,281

4,790871

2989,14

3764,163

2074,142

2493,041

862,728

954,994

51697,52

1235,114

19620,86

1306,681

3682,884

17888,84

1177,132

15090,86

152,7023

2140,602

28,37323

3350,887

2777,146

1866,877

4706,397

526,9867

278,0422

45317,99

1591,184

21110,59

1165,077

2167,865

16159,83

877,3764

14931,33

85,0145

1730,616

6,438222

3055,077

2922,907

1965,984

2395,241

538,6068

682,7748

49223,6

842,2448

20854,01

1200,902

3214,819

18280,13

1058,915



SH3 domain-containing kinase-binding protein

17 1 108,8912 0,03354 1,714657 1 0S=Mus musculus OX=10090 GN=Sh3kbp1 1440,164 818,1978 1405,509 1069,776 685,5564 874,9543 1013,535 845,1012
Q8R550;BOR0OY8;E9QOC1 PE=1SV=1
Q60605;A0A1W2P6F6;A0A1W2P Myosin light polypeptide 6 0S=Mus musculus

21 8 157,7511 0,033574 1,416167 29647,97 31830,48 33580,55 25046,1 15647,41 25581,16 21099,07 25671,42

6G5;A0A1W2P7Q9 0X=10090 GN=Myl6 PE=1 SV=3
Glycosaminoglycan xylosylkinase OS=Mus
musculus 0X=10090 GN=Fam20b PE=1 SV=1
60S ribosomal protein L4 OS=Mus musculus
0X=10090 GN=Rpl4 PE=1 SV=3
Mitotic spindle assembly checkpoint protein

13 1 68,7338 0,034861 1,760254 MAD1 0S=Mus musculus 0X=10090 606,4839 487,4521 886,1851 1016,789 1351,593 1083,386 1324,595 1515,75
Q9WTX8 GN=Mad1l1 PE=1 SV=1

39S ribosomal protein L55, mitochondrial

2 1 12,104 0,035057 1,98622 0OS=Mus musculus OX=10090 GN=Mrpl55 PE=1 5290,363 4122,066 3388,238 2577,433 4869,325 8484,878 4247,892 4569,645

QoCz83 Sv=1

6 3 37,2564 0,033938 1,217216 789,5108 922,7342 748,0447 894,7264 875,6552 1063,522 1046,531 1098,073

Q8VCs3

72 30 397,3221 0,034855 1,189181 41005,83 41361,27 34878,35 38108,97 39375,98 33471,76 36139,6 32052,32

Q9D8E6

5 2 26,5379 0,035916 1,222659 Protein NipSnap homolog 3B 0S=Mus 2057,738 2092,601 1775,781 1864,516 1792,716 2287,547 1983,963 2118,205
B1AWZ5;Q9CQE1 musculus OX=10090 GN=Nipsnap3b PE=1 SV=1

1 1 37667 0.035975 1400353 Zinc finger protein 775 (Fragment) OS=Mus
AOAON4SW47;Q8BI73 ! ’ ’ musculus OX=10090 GN=Zfp775 PE=4 SV=1

2 : 1169552 0.036057 3.959145 Collagen alpha-1(XXVII) chain 0S=Mus
Q5QNQ9;V9GXJ0O;VIGXI7 ’ ’ ! musculus OX=10090 GN=Col27al PE=2 SV=1

Acyl-coenzyme A thioesterase 2, mitochondrial
17 3 93,756  0,036286 1,798268 0S=Mus musculus OX=10090 GN=Acot2 PE=1  418,4463 368,3027 262,427 490,696 332,3479 678,8932 537,7426 529,6583

Q9QYR9 Sv=2

231,435 246,2462 234,1788 338,0216 276,9172 432,8874 368,8843 326,5264

533,8085 970,709 1317,966 150,8271 210,9441 127,5394 223,2312 189,2834

42 8 228,645 0,036665 1,388864 Isoleucine--tRNA ligase, mitochondrial 0S=Mus 1095,322 1346,324 1254,122 1080,451 1058,743 996,194 1443,737 785,085
Q8BIJ6;E9PWN2;ESPWN3 musculus OX=10090 GN=lars2 PE=1 SV=1
Arf-GAP with SH3 domain, ANK repeat and PH
10 1 49,7122 0,037362 1,611921 domain-containing protein 2 05=Mus musculus 2400,331 2783,169 1443,475 1690,117 1410,211 1971,988 1885,789 1665,411
Q7SIG6;D3YX85;E9PX52 0OX=10090 GN=Asap2 PE=1 SV=3
DNA cross-link repair 1A protein OS=Mus
Q9JIC3;S4R1IN2 2 ! 50,7405 0,038048 3,377258 musculus OX=10090 GN=Dclrela PE=1 SV=2
Cyclic AMP-dependent transcription factor ATF-
4 1 24,6848 0,038111 1,439411 7 OS=Mus musculus OX=10090 GN=Atf7 PE=1  51277,33 65171,74 54801,46 44614,34 58923,08 35241,71 39820,88 45397,38
Q3TZR9 Sv=1
Death-associated protein kinase 3 (Fragment)
AOA1W2P6J6;A0A1W2P6K3;0547 1 1 4,2883  0,041097 1,992595 OS=Mus musculus OX=10090 GN=Dapk3 PE=1 289,1678 319,0391 228,7538 178,6944 161,9202 94,98931 192,0125 60,79268
84 Sv=1
Mediator of RNA polymerase Il transcription
4 1 16,9799  0,04202 1,185956 subunit 1 0S=Mus musculus 0X=10090 488,5852 433,319 564,1942 593,6093 605,7929 573,7239 652,6566 634,2693
Q925J9 GN=Med1 PE=1 SV=2
Major intrinsically disordered Notch2-binding
6 1 38,5352 0,042636 1,359859 receptor 1 0S=Mus musculus OX=10090 1234,751 1904,116 1544,425 2022,662 1984,25 2014,087 2144,84 2278,112
AOA087WS88;Q8K3V7 GN=Minarl PE=1 SV=1

1280,07 728,784 810,1922 1422,421 601,1313 872,6042 660,1795 819,1386



Alkyldihydroxyacetonephosphate synthase,
40 3 279,7124 0,043067 1,277545 peroxisomal 0S=Mus musculus OX=10090 6000,46 5019,459 7086,769 5176,686 7061,952 5936,082 6973,046 5679,224
Q8CO0I1;H3BKN2 GN=Agps PE=1 SV=1
Protein sidekick-2 0S=Mus musculus OX=10090

Q6V4ss 13 2 58,5952  0,04321 2,923332 GN=Sdk2 PE=1 SV=1 81,95043 271,3064 202,5502 323,5305 33,90899 181,3201 60,73318 24,83757
Vesicular integral-membrane protein VIP36
27 7 159,687 0,043237 1,532106 OS=Mus musculus OX=10090 GN=Lman2 PE=1 9691,003 14636,2 11241,68 10784,43 7002,962 10473,35 5552,469 9023,227
Q9DBH5 SvV=2
Q6P9K9;A0A5F8MPQI;E9Q2X2;E Neurexin-3 0S=Mus musculus OX=10090
903Q4;08C985 14 3 67,3828 0,04403 1,81568 GN=Nrxn3 PE=1 SV=2 101,9273 67,16583 163,7092 55,21129 82,90891 83,40675 116,5499 85,32038
Acetoacetyl-CoA synthetase OS=Mus musculus
Q9D2RO 7 2 33,176  0,044656 1,177048 OX=10090 GN=Aacs PE=1 SV=1 1753,458 1594,865 1629,629 1477,151 1459,835 1293,269 1326,886 1404,155
Zinc finger CCCH domain-containing protein
16 2 95,6727 0,044819 1,36848 11A 0S=Mus musculus OX=10090 GN=Zc3h1la 1222,074 857,0417 1132,686 774,9022 1051,276 1203,07 975,3351 934,317
Q6NZF1;A0A0A6YXI9 PE=1SVv=1
cAMP-dependent protein kinase catalytic
9 1 61,7856 0,045952 1,542587 subunit alpha OS=Mus musculus OX=10090 559,3732 454,3151 368,6649 322,107 405,2477 362,322 320,7783 269,38
P05132 GN=Prkaca PE=1 SV=3
AOA1W2P710;A0A1W2P6J4;A0A1
W2P6R5;A0A1W2P6X8;A0A1W2P
7D6;A0A1W2P7E9;A0A1IW2P7K9;
AOA1W2P7P9;A0A1W2P7Q8;A0A 1 1 4,5314 0,04639 2,42041 427,4733 1280,427 496,7539 887,6913 261,9796 232,1076 271,9223 651,6663
1W2P7S7;A0A1W2P7V4;A0A1W2
P893;A0A1Y7VJB2;A0A1Y7VK9O0; Cytosolic 5'-nucleotidase 1B OS=Mus musculus
D3Z145;D6REF4;Q91YE9 0X=10090 GN=Nt5c1b PE=4 SV=1
Zinc finger protein 831 0S=Mus musculus
A2ADMS 7 1 34,3142 0,046526 2,561307 OX=10090 GN=Zfp831 PE=4 SV=1 1226,159 2274,215 2303,013 2396,746 1061,396 974,678 407,5946 757,8742
Sialoadhesin 0S=Mus musculus 0X=10090
062230;G3X8X6;HIKUZ2;HOKUZ3 10 1 56,5105 0,046899 1,225366 GN=Siglecl PE=1 SV=2 7156,521 5546,906 5418,117 6316,214 6029,77 7635,159 7146,463 7817,546
Nucleolar protein 10 0S=Mus musculus
Q5RIG1 11 1 47,6394 0,047095 1,290522 OX=10090 GN=Nol10 PE=2 SV=1 4389,457 3994,311 3709,867 4494,238 5378,557 5786,291 4170,164 6072,004
P42208;D3YV76;D3YYB1;D3YZU7;
D37151;D3Z3C0;E9Q3V6;F6UKNS 29 5 236,4821 0,047892 1,135487 Septin-2 0S=Mus musculus OX=10090 10795,92 11751,28 10958,62 10245,88 9970,693 9977,831 9066,386 9516,304
;FEWYMO GN=Septin2 PE=1 SV=2
Q60716;8002H1;8002H2;80Q2H 28 12 218,9636 0,048555 1,357721 Prolyl 4-hydroxylase subunit alpha-2 0S=Mus 14165,6 11304,85 9193,967 10260,09 8906,519 10614,31 8967,896 9056,01
3;Q55X75;Q55X76 ! ! ! musculus OX=10090 GN=P4ha2 PE=1 SV=1 ! ! ! ! ! ! ! !
Component of oligomeric Golgi complex 3
3 1 17,3686 0,049516 2,159023 OS=Mus musculus OX=10090 GN=Cog3 PE=1 20,15798 44,02831 45,51764 60,74771 74,67067 70,45745 71,14539 55,82342
E9QL65;Q8Cl04 Sv=1
Ankyrin repeat and KH domain-containing 1
20 1 117,5944 0,049751 1,621872 0S=Mus musculus 0X=10090 GN=Ankhd1 PE=1 2029,094 1360,769 1679,399 1481,419 2571,168 2985,541 2021,424 2193,373
E9PURO;ESQ1M6 Sv=1
COP9 signalosome complex subunit 6 0S=Mus
10 4 69,1641 0,049951 1,341713 2193,809 1639,736 1589,798 1476,737 1630,295 1205,536 1130,696 1176,214

088545;D3Z0F5;F6QK86 musculus 0X=10090 GN=Cops6 PE=1 SV=1



035226

Q6NXI6;A0A0G2JFN1;A0A0G2JF
W6

Q5BL07;A0A0G2JE39

008638
Q9QYCO0;E9Q1K3;F6RDRO;FEWGR
0;F8WHZ9
P61407;A0A3B2W3Z0;E9PZ50;F2
7429

Q8BHN3

Q3UKI7

Q3UH93;F6TOLS
Q8CI51;A0A0G2JEJ0;A0A0G2IGZ5
;D9J229;D9J300;D9)301;D9J302;
D9J303;E9Q8P5;F8WJI6;Q9CRA2

Q8VDM6

Q8Jzm7

P42669

Q8BVES8;D37229;D373E0;D3Z3E4;

F6Y765

P70392;F7B9R2

Q91W50;A0A0G2JDJ7;A0A0G2JE
62;A0A0G2JF72;Q8JZN2

Q8BGW6

Q8CCJ3

14

22

147

14

25

90

30

20

17

19

14

11

16

50

31

39

14

109,614

125,1715

37,5119

1139,7967

85,0834

140,6818

490,3297

191,811

116,094

97,3566

97,7731

89,0647

54,7531

79,7407

37,6893

338,1655

33,4419

177,1851

0,050117

0,050555

0,051356

0,051368

0,051799

0,052183

0,052614

0,052882

0,052925

0,05333

0,053373

0,0539

0,054292

0,054342

0,054511

0,054566

0,055305

0,055486

1,601601

1,380645

1,498047

1,734375

2,929151

1,50587

1,126064

1,266777

1,200174

2,266672

2,308417

1,417123

1,453742

1,897225

2,685086

1,235256

1,836952

1,221164

26S proteasome non-ATPase regulatory
subunit 4 0S=Mus musculus OX=10090
GN=Psmd4 PE=1 SV=1

Regulation of nuclear pre-mRNA domain-
containing protein 2 0S=Mus musculus
0X=10090 GN=Rprd2 PE=1 SV=1
Peroxisome biogenesis factor 1 0S=Mus
musculus OX=10090 GN=Pex1 PE=1 SV=2
Myosin-11 0S=Mus musculus OX=10090
GN=Myh11 PE=1 SV=1

Alpha-adducin 0S=Mus musculus 0X=10090
GN=Add1 PE=1 SV=2

Tudor domain-containing protein 6 0S=Mus
musculus OX=10090 GN=Tdrd6 PE=1 SV=1
Neutral alpha-glucosidase AB OS=Mus
musculus OX=10090 GN=Ganab PE=1 SV=1
WDA40 repeat-containing protein SMU1
0S=Mus musculus 0X=10090 GN=Smul PE=2
Sv=2

Plexin-D1 OS=Mus musculus OX=10090
GN=PIxnd1 PE=1 SV=1

PDZ and LIM domain protein 5 0S=Mus
musculus OX=10090 GN=Pdlim5 PE=1 SV=4
Heterogeneous nuclear ribonucleoprotein U-
like protein 1 0S=Mus musculus OX=10090
GN=Hnrnpull PE=1 SV=1

Parafibromin OS=Mus musculus OX=10090
GN=Cdc73 PE=1 SV=1

Transcriptional activator protein Pur-alpha
0S=Mus musculus OX=10090 GN=Pura PE=1
Sv=1

Histone-lysine N-methyltransferase NSD2
0S=Mus musculus OX=10090 GN=Nsd2 PE=1
SV=2

Ras-specific guanine nucleotide-releasing
factor 2 0S=Mus musculus OX=10090
GN=Rasgrf2 PE=1 SV=2

Cold shock domain-containing protein E1
0S=Mus musculus 0X=10090 GN=Csdel PE=1
Sv=1

Serine/threonine-protein kinase 32A OS=Mus
musculus OX=10090 GN=Stk32a PE=2 SV=1
E3 UFM1-protein ligase 1 0S=Mus musculus
0X=10090 GN=Ufl1 PE=1 SV=2

4590,349

7712,221

185,8413

415,6817

1227,137

984,393

25418,54

2723,72

8653,426

299,4863

497,5186

1227,397

2439,729

926,3725

3698,752

4424,02

45,67647

1204,183

4400,224

7194,185

181,5634

742,9307

586,7835

1337,711

22917,86

2719,674

8571,105

112,3122

464,6512

1001,379

1786,367

764,859

3724,14

3539,343

85,811

1501,924

4292,204

5966,454

102,8578

547,5991

468,7286

836,544

22930,11

2394,924

7978,861

235,7281

299,7204

1338,37

1959,656

660,2136

3821,986

3219,393

64,14396

1424,16

2204,447

6248,439

141,3103

205,226

253,7596

1208,393

23300,36

2602,228

7322,598

89,83999

772,4018

1249,543

1699,278

1171,915

565,4826

3432,835

49,05388

1257,722

3800,176

9555,346

108,5687

661,538

177,5703

906,4655

23962,99

2175,95

5686,066

76,29805

640,7053

687,9115

1830,386

902,1594

8939,788

4290,679

33,03269

939,0834

2907,996

7784,25

126,8389

829,707

358,8462

618,6395

27685,76

2898,818

6848,409

154,3249

511,4117

1268,405

1546,951

869,1036

9881,685

3898,489

71,34074

1207,375

3161,485

5551,736

145,6307

821,0655

191,5332

621,9234

23893,4

2022,026

6746,132

58,24306

617,4639

1075,66

1068,009

2133,058

4069,57

3592,086

70,57622

1203,265

3527,332

7501,906

148,1791

640,6871

262,3661

752,9833

24523,91

2312,916

7820,461

86,73265

1388,042

1111,301

978,6088

1212,824

8820,788

3763,344

48,8919

1141,502



H3BLHO;E9QAB8

Q91XY6

H3BJZ2

055135;A6PWZ2;B1AZQ4;D6RG5
3;D6RJI3

P47964

Q3TRMS;E9Q374;E9Q858

Q8VHG2;A0A067XG49;B1AXES;F

6QYS7;F6YMV1

Q7TMF3;A0A0R4J275;F6RBR6

P14069

E9Q3V9;E9Q9Q9;F6YPI2;H7BX15

;Q80TR1

AOAS5F8MPR4

Q9DBT9

P21661

A2A8L5

P14869;D3YVM5;S4R1IN1

AOAG68KLG2
Q971X4;A0A1L1SQ69;A0A1L1SQR
7;A0A1L1SR62;A0A1L1SSUS;A0AL
L1ST48;A0A1L1STE4;AOALL1SU19
;:Q45VK5

28

11

10

22

13

13

31

19

55

51

26

14

187,8343

8,4675

10,3654

105,4722

80,8693

105,2452

42,0683

78,1048

78,7431

60,7292

179,8598

27,8719

43,6745

81,4261

262,0628

4,8489

365,0911

0,056146

0,057581

0,057678

0,059242

0,059494

0,061921

0,061996

0,062225

0,062278

0,063394

0,063443

0,064001

0,064716

0,064883

0,065041

0,065536

0,066109

3,497206

1,851968

2,748246

1,191979

1,238876

1,318012

1,37616

3,404611

1,500991

3,156596

1,120008

1,552952

1,321922

1,773504

1,207255

2,319349

2,113681

Probable global transcription activator SNF2L2
0S=Mus musculus OX=10090 GN=Smarca2
PE=1SVv=1

Protocadherin gamma A2 OS=Mus musculus
0X=10090 GN=Pcdhga2 PE=1 SV=1
Cadherin-related family member 4 0S=Mus
musculus OX=10090 GN=Cdhr4 PE=1 SV=1
Eukaryotic translation initiation factor 6
0S=Mus musculus OX=10090 GN=Eif6 PE=1
SV=2

60S ribosomal protein L36 OS=Mus musculus
0X=10090 GN=Rpl36 PE=1 SV=2

Hexokinase-3 0S=Mus musculus OX=10090
GN=Hk3 PE=1 SV=2

Angiomotin OS=Mus musculus OX=10090
GN=Amot PE=1 SV=3

NADH dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 12 0S=Mus musculus
0X=10090 GN=Ndufal2 PE=1 SV=2

Protein S100-A6 OS=Mus musculus OX=10090
GN=S100a6 PE=1 SV=3

Adhesion G protein-coupled receptor L1
0S=Mus musculus OX=10090 GN=Adgrl1 PE=1
Sv=1

Xin actin-binding repeat-containing protein 2
0S=Mus musculus OX=10090 GN=Xirp2 PE=1
Sv=1

Dimethylglycine dehydrogenase, mitochondrial
0S=Mus musculus OX=10090 GN=Dmgdh PE=1
Sv=1

Neuroendocrine convertase 2 0S=Mus
musculus OX=10090 GN=Pcsk2 PE=1 SV=1
Receptor-type tyrosine-protein phosphatase F
0S=Mus musculus OX=10090 GN=Ptprf PE=1
Sv=1

60S acidic ribosomal protein PO OS=Mus
musculus OX=10090 GN=Rplp0 PE=1 SV=3
Sorbin and SH3 domain-containing protein 1
(Fragment) OS=Mus musculus OX=10090
GN=Sorbs1 PE=1 SV=1

Interleukin enhancer-binding factor 3 0S=Mus
musculus OX=10090 GN=IIf3 PE=1 SV=2

38,28456

350,8332

73,26947

2563,605

2503,655

1389,652

21424,73

205,4296

1108,105

6,904007

2388,517

265,4204

2322,342

185,9444

75214,17

52,9681

6017,294

176,4063

214,6566

156,6795

2305,371

2494,701

1646,864

18096,28

501,7982

1031,873

48,03603

2778,799

136,9207

2074,311

312,7035

64538,28

150,9492

6684,602

124,9745

145,1096

1212,056

2874,987

2538,876

1618,057

14527,56

565,8377

1503,778

36,79594

2389,88

324,1741

1732,429

384,9191

61424,17

78,44748

5763,148

17,21067

151,3914

232,943

2430,271

1951,024

1598,336

13545,69

266,5509

1316,958

73,07343

2641,573

360,2605

1683,506

271,4694

55150,52

146,5398

2196,358

201,8336

110,1938

446,6016

3085,182

3450,688

1551,194

21254,59

138,0317

1806,176

45,02296

2980,732

333,3296

1949,777

133,5538

77691,62

43,13925

4022,571

302,5486

123,3917

492,139

2654,42

2770,539

2462,931

20432,05

146,488

1388,495

40,10177

3042,012

347,888

1702,771

330,1439

62146,62

45,18148

4317,819

101,3643

147,6225

608,6354

3200,991

2549,769

1952,376

15046,05

730,35

2520,556

124,3148

2655,757

319,9749

1686,189

275,9341

66782,27

42,73338

2822,178

429,0611

143,4979

158,7086

3186,886

2983,778

2274,904

15993,33

135,3951

1730,759

158,7594

2744,201

322,4179

1407,348

184,7951

69244,33

53,87047

2393,528



P70232

Q9QXK3

Q924T3;A0A0R41024

Q99JR8;G3UXCO
Q80TK0;A0A1D5RL96;D3YUW2;Q
3TEGO
Q61464;A0A0N4SV38;A0A0N4SV
80;A0A0N4SVI8;AOAON4SVMS;E9
QKZ7;E9QML5;Q3TZK9

Q9ERU9

Q9EQ61;Q55Q20

Q6NXIJO

Q5DTT3;A0A1Y7VLA4
P42125;A0A3Q4EC00;A0A452)8A
5

Q9CQZ5;A0A2R8VIS0

Q91VN4;E9Q4M4

VOGXT3;E9Q842;VIGX91

Q8R1Q8
E9PUU4
FSVPN4
008579;B7FAUS5;I7HIS1;Q3THMS

Q6PGL7;A0AONASUJO;AOAONASY
74

43

17

70

193

21

26

35

12

10

34

43

15

23

10

35

10

35,9379

266,2634

14,6031

130,2528

66,1855

427,3299

1222,1563

141,4279

148,9131

197,0353

86,2377

70,5313

22,5487

32,3083

231,281

230,5641

35,36

105,2123

124,1773

0,066271

0,066292

0,066345

0,067611

0,070264

0,070322

0,070567

0,070992

0,071804

0,072523

0,072617

0,072694

0,07271

0,07303

0,074788

0,074861

0,074878

0,075093

0,075124

2,656757

1,268236

1,50926

1,146642

2,722961

1,325699

1,261535

2,139705

1,420957

1,217248

1,273085

1,496837

2,47171

1,763706

1,91907

1,597155

1,626443

1,353905

1,768072

Neural cell adhesion molecule L1-like protein
0S=Mus musculus OX=10090 GN=Chl1 PE=1
Sv=2

Coatomer subunit gamma-2 0S=Mus musculus
0X=10090 GN=Copg2 PE=1 SV=1

DNA repair protein XRCC4 OS=Mus musculus
0X=10090 GN=Xrcc4 PE=1 SV=1
SWI/SNF-related matrix-associated actin-
dependent regulator of chromatin subfamily D
member 2 0S=Mus musculus 0X=10090
GN=Smarcd2 PE=1 SV=2

AP2-interacting clathrin-endocytosis protein
0S=Mus musculus OX=10090 GN=Kiaa1107
PE=1SV=6

Zinc finger protein 638 0S=Mus musculus
0X=10090 GN=Znf638 PE=1 SV=2

E3 SUMO-protein ligase RanBP2 OS=Mus
musculus OX=10090 GN=Ranbp2 PE=1 SV=2
Pescadillo homolog OS=Mus musculus
0X=10090 GN=Pes1 PE=1 SV=1

Protein WWC2 0S=Mus musculus 0X=10090
GN=Wwc2 PE=1SV=1

Protein TASOR 2 0S=Mus musculus 0X=10090
GN=Tasor2 PE=1 SV=2

Enoyl-CoA delta isomerase 1, mitochondrial
0S=Mus musculus OX=10090 GN=Ecil PE=1
SvV=2

NADH dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 6 0S=Mus musculus
0X=10090 GN=Ndufa6 PE=1 SV=1

MICOS complex subunit Mic25 0S=Mus
musculus OX=10090 GN=Chchd6 PE=1 SV=2
Neuron navigator 2 0S=Mus musculus
0X=10090 GN=Nav2 PE=1 SV=1

Cytoplasmic dynein 1 light intermediate chain
1 0S=Mus musculus OX=10090 GN=Dync1lil1
PE=1SV=1

Gem-associated protein 5 0S=Mus musculus
0X=10090 GN=Gemin5 PE=1 SV=1

Glycogen debrancher OS=Mus musculus
0X=10090 GN=Ag| PE=1 SV=1

Emerin OS=Mus musculus OX=10090 GN=Emd
PE=1SV=1

WASH complex subunit 2 0S=Mus musculus
0X=10090 GN=Washc2 PE=1 SV=1

5238,411

2697,519

796,4988

34417,38

1390,234

4916,463

16021,43

44,06444

2236,27

582,593

1030,225

169,5484

19,66065

749,8615

8023,746

1766,063

541,7322

3016,304

691,5818

5010,917

2584,635

992,2102

34294,96

276,6115

4360,336

12692,22

32,42862

2503,402

644,1822

1024,324

257,949

58,98654

582,8473

10177,77

1020,165

328,8482

2766,663

871,9191

2088,674

2313,707

1314,777

32404,76

775,6614

3837,954

14529,44

755,4102

1853,512

666,1643

979,0869

372,5876

17,06981

607,7906

10257,47

861,9925

687,8638

1940,065

1127,962

5815,439

2352,929

1045,897

32334,28

658,4306

5179,158

10613,1

63,16789

1728,342

616,8979

1209,47

352,2152

49,08579

780,4025

8623,163

894,2756

278,688

2308,452

836,9543

2234,691

1681,678

1080,217

33436,93

400,0875

4390,929

17236,63

515,8209

1834,886

531,4011

744,8079

399,5933

146,9061

730,8654

4938,251

996,1525

772,1083

2103,961

647,7179

2102,643

2371,319

652,4103

33922,24

392,6659

2963,9

18672,37

167,5501

992,3808

458,4543

1024,949

427,4313

93,86085

293,747

4641,753

694,9477

745,6343

2716,341

1948,975

339,5666

1810,355

625,5843

31559,5

433,6418

3271,759

15870,66

428,9936

1217,147

578,5041

1056,513

295,984

63,04332

594,7898

4040,803

678,1304

591,8573

1798,712

962,3081

2156,033

1981,234

614,2226

30112,9

790,374

4024,243

14915,53

213,9338

1811,867

678,5371

891,0618

445,0513

54,10021

439,6833

5702,179

981,5779

621,4543

1878,832

1591,873



Q61207

Q61771

Q55Qx6;F6QD74

Q62226

P20612;Q3V3I2

Q9D952

Q8KOD5

Q9CR51

Qoz127

Q76KJ5
Q02248;D3YUH4;E9Q6A9
Q8VCG3;Q3UL50
G3X926;Q9JJ80;S4R1Y5;S4R2H5;S
4R2R2
P51150;A0A0N4SVGI;AOAON4SY
R6
Q9DOE1;A0A3Q4EHI1;A0A3Q4L2
X3;B8JK32;B8JK33;F6W322;F7C9
UE!

P83882;A0A2I3BPGY

Q8CoPO

Q9DCS9;D3YUK4

22

12

43

12

17

49

15

15

18

29

103

12

12

37

150,4923

61,418

238,8367

18,2432

70,8066

79,8931

303,4224

116,3058

115,4378

36,6261

31,5624

25,2024

138,3369

207,4922

709,8634

13,4282

37,889

84,4819

0,075468

0,076217

0,076495

0,077201

0,077947

0,078466

0,078581

0,078672

0,079314

0,079726

0,079895

0,079926

0,080337

0,080613

0,081407

0,081787

0,081803

0,08201

1,649218

1,50535

2,105666

1,72304

1,300153

1,685902

1,163994

1,296186

1,639226

1,588899

1,625889

8,504319

1,353115

1,268759

1,398553

5,415789

1,704967

1,378146

Prosaposin 0S=Mus musculus OX=10090
GN=Psap PE=1 SV=2

Kinesin-like protein KIF3B OS=Mus musculus
0X=10090 GN=Kif3b PE=1 SV=1

Cytoplasmic FMR1-interacting protein 2
0S=Mus musculus OX=10090 GN=Cyfip2 PE=1
Sv=2

Sonic hedgehog protein 0S=Mus musculus
0X=10090 GN=Shh PE=1 SV=2

Guanine nucleotide-binding protein G(t)
subunit alpha-1 0S=Mus musculus OX=10090
GN=Gnatl PE=1 SV=3

Envoplakin OS=Mus musculus OX=10090
GN=Evpl PE=1 SV=3

Elongation factor G, mitochondrial 0S=Mus
musculus OX=10090 GN=Gfm1 PE=1 SV=1
V-type proton ATPase subunit G 1 0S=Mus
musculus OX=10090 GN=Atp6vigl PE=1 SV=3
Large neutral amino acids transporter small
subunit 1 0S=Mus musculus 0X=10090
GN=SIc7a5 PE=1 SV=2

DNA-directed RNA polymerase | subunit RPA34
0S=Mus musculus OX=10090 GN=Polrlg PE=1
SV=2

Catenin beta-1 0S=Mus musculus OX=10090
GN=Ctnnbl PE=1 SV=1

WD repeat-containing protein 74 OS=Mus
musculus OX=10090 GN=Wdr74 PE=2 SV=1
Ribosome production factor 2 homolog
0S=Mus musculus OX=10090 GN=Rpf2 PE=1
Sv=1

Ras-related protein Rab-7a OS=Mus musculus
0X=10090 GN=Rab7a PE=1 SV=2
Heterogeneous nuclear ribonucleoprotein M
0S=Mus musculus OX=10090 GN=Hnrnpm
PE=1SV=3

60S ribosomal protein L36a OS=Mus musculus
0X=10090 GN=Rpl36a PE=3 SV=2
Serine/threonine-protein kinase greatwall
0S=Mus musculus OX=10090 GN=Mast| PE=2
Sv=2

NADH dehydrogenase [ubiquinone] 1 beta
subcomplex subunit 10 0S=Mus musculus
0X=10090 GN=Ndufb10 PE=1 SV=3

7639,288

264,9524

9,083888

694,2784

2293,862

290,7478

12774,19

2209,278

4129,658

429,6235

466,3194

39,39556

1033,156

8507,656

29930,4

229,5048

505,875

9379,707

281,7115

15,46616

694,1584

1811,753

196,6655

12316,09

2521,162

2654,712

678,3633

364,4604

155,2167

899,0895

6833,392

25487,77

232,4953

429,7152

5101,782

151,603

36,2379

656,3842

1593,578

394,3975

11232,79

2751,521

4071,365

577,1859

305,1491

55,51836

866,0445

6809,698

22435,93

84,8629

206,4492

436,0997

5451,273

243,8758

42,11584

355,8125

1528,393

418,0308

10493,64

1753,319

2205,619

837,0102

438,4539

735,7795

703,2687

6995,885

23258,19

0,358005

121,2587

326,4782

6018,959

236,9376

47,90352

671,014

1616,944

369,853

12529,31

2763,115

5437,322

526,2097

366,6747

72,35198

1017,554

5162,708

22195,3

155,5486

402,4558

3897,749

284,158

37,40519

740,433

1318,106

481,0803

10526,4

2254,428

5456,815

632,4939

635,6065

74,70292

1168,507

6733,715

25687,75

77,6241

114,0696

284,0561

2680,869

188,834

65,17275

513,564

1298,118

561,7072

10796,04

1798,155

2562,079

808,4259

672,88

38,01385

902,886

5455,108

12470,65

7,238841

47,46639

422,4174

4120,684

195,8961

66,19955

337,0776

1579,552

778,7656

10322,81

2195,378

6258,268

673,2197

715,7946

29,45055

820,9422

5621,017

20147,51

176,8606

146,0962

370,8324



Q99M87
AOAOR4J218;A0A0R4J223;E9PW2
4

QocQuo

P48036;A0A0G2)JGQO

Q80XJ3
E9PZ00;J3QPG5;K3W4L3;Q8BFQ1
Q922F4
Q9ERK4;E9Q1T9;E9QAX7;F6ZEW
4

Q5SXJ3

070591;F8WJ30
A2AG50;A2AG51

P62702

E9QAQ5;Q9WV60
Q91V41;A0A2R8VHW9;Q50HX3
Q62376;A0A1BOGR44;A0A1BOGR
50;A0A1BOGR69;A0A1BOGRRS;A
0A1BOGRV8;A0A1BOGSX5

P17182;80Q7L1;B1ARR6;B1ARR7;
Q6PHC1

P57680
Q8ROX7;D3YY13;D3YZT4;D37173;
D6REF7

Q5RKR3;E9Q9N7

21

34

10

25

13

22

111

61

16

20

54

19

22

26

102

11

21

18

30

143,2053

209,3441

48,0172

223,0773

61,305

144,8667

430,6077

415,3659

34,311

107,163

133,1168

306,2071

139,3158

176,8535

156,6837

602,619

62,9514

134,8013

9,1604

0,083191

0,083327

0,083466

0,083498

0,083508

0,083649

0,083827

0,08389

0,084177

0,084221

0,085748

0,085956

0,086163

0,086236

0,087167

0,087401

0,087668

0,088056

0,088158

4,255134

1,614839

1,141081

1,280829

1,423572

2,908323

1,486226

1,681665

1,163629

1,203616

1,388136

1,12807

1,13526

1,562826

1,306294

1,362399

1,480168

1,172258

1,219564

DnaJ homolog subfamily A member 3,
mitochondrial 0S=Mus musculus OX=10090
GN=Dnaja3 PE=1SV=1

Plectin (Fragment) OS=Mus musculus
0X=10090 GN=Plec PE=1 SV=1

Thioredoxin domain-containing protein 12
0S=Mus musculus 0X=10090 GN=Txndc12
PE=1SV=1

Annexin A5 OS=Mus musculus OX=10090
GN=Anxa5 PE=1 SV=1

Tetratricopeptide repeat protein 28 0S=Mus
musculus OX=10090 GN=Ttc28 PE=1 SV=3
Prosaposin 0S=Mus musculus OX=10090
GN=Psap PE=1 SV=1

Tubulin beta-6 chain 0S=Mus musculus
0X=10090 GN=Tubb6 PE=1 SV=1

Exportin-2 OS=Mus musculus OX=10090
GN=Csell PE=1 SV=1

Fanconi anemia group J protein homolog
0S=Mus musculus OX=10090 GN=Brip1 PE=2
Sv=1

Prefoldin subunit 2 0S=Mus musculus
0X=10090 GN=Pfdn2 PE=1 SV=2

MAP7 domain-containing protein 2 0S=Mus
musculus OX=10090 GN=Map7d2 PE=1 SV=1
40S ribosomal protein S4, X isoform OS=Mus
musculus OX=10090 GN=Rps4x PE=1 SV=2
Glycogen synthase kinase-3 beta 0S=Mus
musculus OX=10090 GN=Gsk3b PE=1 SV=1
Ras-related protein Rab-14 OS=Mus musculus
0X=10090 GN=Rab14 PE=1 SV=3

U1 small nuclear ribonucleoprotein 70 kDa
0S=Mus musculus OX=10090 GN=Snrnp70
PE=1SV=2

Alpha-enolase 0S=Mus musculus 0X=10090
GN=Enol PE=1SV=3

Ellis-van Creveld syndrome protein homolog
0S=Mus musculus OX=10090 GN=Evc PE=1
Sv=2

Sphingosine-1-phosphate lyase 1 0S=Mus
musculus OX=10090 GN=Sgpl1 PE=1 SV=1
Immunoglobulin superfamily containing

1476,616

333,0524

7305,825

3234,124

636,642

5,75333

1086,692

4930,771

937,3989

15970,37

4070,936

46564,63

5420,325

634,0923

13557,61

54640,92

290,2281

2443,896

leucine-rich repeat protein 2 0S=Mus musculus 9093,866

0X=10090 GN=Islr2 PE=1 SV=1

1239,832

235,4822

6262,275

2315,622

727,2355

23,27499

747,1663

9922,903

1042,562

14464,15

3330,673

42223,36

5573,327

510,2361

12853,33

54119,61

228,1968

2046,156

7421,802

804,303

272,5304

6127,462

3033,809

580,7618

36,20969

843,7532

8518,865

914,6743

14726,44

2852,025

42013,65

4997,883

475,225

11642,02

56206,12

284,2366

2776,482

7732,317

8045,669

182,8221

6375,003

3271,713

520,3304

9,621269

584,7842

7442,437

903,6882

11676,9

4951,514

41003,16

4919,667

970,6616

13511,98

49417,48

184,2435

2433,156

6828,177

1002,904

431,2805

6963,91

2637,457

872,3357

13,48613

654,6504

9808,575

900,2197

16623,14

4430,981

46113,71

6158,618

659,8905

12439,8

58293,22

312,4748

2605,89

7302,242

702,4773

274,6857

7281,492

2706,154

680,6103

28,07978

711,0369

15387,66

840,4265

14609,75

4220,907

41336,55

5071,685

1058,941

11551,47

29734,32

333,1637

2157,57

5855,213

654,5868

638,8378

6269,36

3183,354

492,7807

10,21903

514,6657

12408,98

755,8759

13947,44

4526,835

38035,7

5202,155

869,7837

9638,959

34505,18

529,9696

2499,777

6146,449

358,2583

308,6087

6624,359

3723,924

591,0325

4,585157

859,0404

6454,986

767,6832

12976,71

3438,485

38609,72

4932,194

1134,986

13617,78

34825,15

285,1772

2507,219

6177,465



SR-related and CTD-associated factor 4

3 1 17,0643 0,088304 5,281062 OS=Mus musculus OX=10090 GN=Scaf4 PE=1  111,0194 354,7995 216,7615 1245,958 138,2936 113,2623 69,65449 43,96971
Q7TSH6 Sv=1
V-type proton ATPase subunit C 1 0S=Mus
Q971G3;A0A2I3BPDO 16 3 102,5281 0,088837 1,124861 musculus OX=10090 GN=Atp6v1cl PE=1 SV=4 2106,804 2141,959 2209,936 1922,435 1707,746 2052,617 1954,496 2025,786
Q9CRB9;D3Z0L4;F6QFL0O;Q9D9P1 MICOS complex subunit Mic19 OS=Mus
:S4R238 25 4 145,8543 0,088901 1,918882 musculus OX=10090 GN=Chchd3 PE=1 SV=1 1398,933 659,6402 503,1133 1198,49 705,2243 989,2909 1148,023 1314,929
Arf-GAP with coiled-coil, ANK repeat and PH
17 2 103,0605 0,089339 1,5707 domain-containing protein 1 0S=Mus musculus 853,1969 1570,155 1545,849 1219,531 2390,791 1476,212 1592,546 1279,846
Q8K2H4 0X=10090 GN=Acap1 PE=1 SV=1
Calcium-dependent secretion activator 1
Q80TJ1;A0A286YDH6;J3QJW3;K4 18 4 86,7132  0,08949 1,091132 OS=Mus musculus OX=10090 GN=Cadps PE=1  2076,787 2229,909 1933,389 2032,117 2149,031 2447,614 2119,181 2268,057
DI76 Sv=3
P62900;A0A0A6YX26;A0A0A6YXL 60S ribosomal protein L31 OS=Mus musculus
3 30 17 100,2701 0,089813 1,230928 OX=10090 GN=Rpl31 PE=1 SV=1 8437,961 7396,763 6193,425 6992,807 7323,156 5995,457 4984,867 5695,336

Osteoclast-stimulating factor 1 0S=Mus

AOAA94BA97:Q62422 9 1 69,4248 0,09058 3,311704 musculus OX=10090 GN=Ostf1 PE=1 SV=1 123,3181 51,16454 129,1786 381,6288 101,0324 62,93214 164,3845 229,4576
Coiled-coil domain-containing protein 27
4 1 17,8548 0,090671 1,554787 OS=Mus musculus OX=10090 GN=Ccdc27 PE=2 20412,2 16107,71 15016,42 20027,91 18594,57 12064,08 6370,618 9848,068
Q3V036 Sv=1
12 1 65,706  0,091009 1,862629 Suppressor of SW14 1 homolog 0S=Mus 403,3784 612,1603 450,7222 356,7109 334,5458 588,3909 552,9757 205,662
Q91YU8 ! ! ! musculus OX=10090 GN=Ppan PE=1 SV=2 ! ! ! ! ! ! ! !
E1A-binding protein p400 OS=Mus musculus
Q8CHIS 51 4 287,6257 0,091417 1,53789 OX=10090 GN=Ep400 PE=1 SV=3 1832,092 2686,275 3507,893 1996,521 2601,737 3177,351 2127,869 1838,745
Collagen triple helix repeat-containing protein
Q9D1D6;A0A2I3BPR1;A0A2I3BR 9 2 39,0316 0,092361 1,825923 1 OS=Mus musculus OX=10090 GN=Cthrc1 316,3248 344,4823 310,8249 546,4802 109,581 322,3271 346,5875 427,2023
w6 PE=2 SV=2
Histocompatibility 2, Q region locus 1 0S=Mus
019441;E9PX63 11 1 91,3259 0,092548 1,987893 musculus OX=10090 GN=H2-Q1 PE=2 SV=1 746,9209 993,6781 759,4214 2175,386 725,4552 585,5214 739,9307 609,0212
Cytochrome b-c1 complex subunit 7 0S=Mus
Q9D855;Q9COB4 11 3 95,783  0,092775 1,173609 musculus OX=10090 GN=Ugcrb PE=1 SV=3 3891,484 3496,294 3430,256 3718,507 3743,045 4825,455 3778,409 4713,303
Aflatoxin B1 aldehyde reductase member 2
11 2 56,8061 0,093023 1,397778 0S=Mus musculus OX=10090 GN=Akr7a2 PE=1 1779,906 2375,363 1895,132 14419 2872,963 2229,186 2108,782 1873,007
Q8CG76 Sv=3
Ras-related protein Rab-3A OS=Mus musculus
P63011 13 1 90,0155 0,093126 1,666198 OX=10090 GN=Rab3a PE=1 SV=1 2165,201 1351,242 1500,717 1261,895 4285,161 1792,103 1897,558 2134,552
Nebulette 0S=Mus musculus OX=10090
Q3TR73 6 1 28,1428 0,093288 1,47222 GN=Nebl PE=1 SV=1 144,411 79,2183 99,12619 116,2731 64,62659 70,36903 81,33524 81,87755
MAM domain-containing protein 2 0S=Mus
Q8CG85;A0A0RAI0I7 3 1 18,7001 0,093303 1,734754 musculus OX=10090 GN=Mamdc2 PE=1 SV=1 563,6835 580,3632 915,04 1008,515 778,2584 1907,626 1452,15 1183,501
Ceramide synthase 2 0S=Mus musculus
Q92474 6 1 40,2879 0,093641 1,661567 OX=10090 GN=Cers2 PE=1 SV=1 539,8097 328,6831 1075,605 418,6877 796,6077 513,8025 870,9553 859,9676

Aminoacyl tRNA synthase complex-interacting
17 4 123,1491 0,093873 1,174988 multifunctional protein 2 0S=Mus musculus ~ 8332,824 7744,225 8343,913 7148,458 7005,991 7301,479 7356,307 7179,079
Q8R010;Q8R3V2 0X=10090 GN=Aimp2 PE=1 SV=2



Q8BWZ3

P17809

Q14C51;A0A0U1RQ61

Q9CZW4;D37414;E9PUC2

Q9WU40;D3YU56;E9QP59

Q9ES52

Q3THK7

Q7TNVO;D3YVI6;E9Q8Y1

Q9Cs42

P40124;B1ARSO

P11031

Q6NSW3;A0A0R4J1Y6;E9PUCA

D3Z7A6

Q9CWX9;A0A0N4SVK2;A0AON4S
VT1;A0AON4SWC5;D3YWF9;F6QK

D2

Q62418

P04223

Q9CQ79;A0A0A6YVV3;A0A0AEY

WP9;A0A0AG6YXYO

26

43

24

14

50

18

14

23

22

29

21

6

10

11

127,0452

43,9055

278,5966

154,1062

80,5584

32,804

350,065

120,0151

70,6481

183,7289

36,7057

58,4387

4,1067

177,8365

215,9107

130,2585

26,5919

0,094336

0,094392

0,094655

0,09512

0,096133

0,097151

0,097679

0,097794

0,098077

0,09822

0,098379

0,098857

0,099456

0,099927

0,100303

0,100379

0,10059

1,646598

1,314682

1,324149

1,353439

1,295468

1,717714

1,242871

1,526611

1,195806

1,370267

1,445384

1,481525

8,124369

1,408328

1,300764

1,437432

N-alpha-acetyltransferase 25, NatB auxiliary
subunit 0S=Mus musculus OX=10090
GN=Naa25 PE=1 SV=1

Solute carrier family 2, facilitated glucose
transporter member 1 0S=Mus musculus
0X=10090 GN=Slc2al PE=1 SV=4
Pentatricopeptide repeat domain-containing
protein 3, mitochondrial 0S=Mus musculus
0X=10090 GN=Ptcd3 PE=1 SV=2

Fatty acid CoA ligase Acsl3 0S=Mus musculus
0X=10090 GN=Acsl3 PE=1 SV=2

Inner nuclear membrane protein Manl
0S=Mus musculus 0X=10090 GN=Lemd3 PE=1
Sv=2

Phosphatidylinositol 3,4,5-trisphosphate 5-
phosphatase 1 0S=Mus musculus OX=10090
GN=Inpp5d PE=1 SV=2

GMP synthase [glutamine-hydrolyzing]
0S=Mus musculus OX=10090 GN=Gmps PE=1
SvV=2

Protein DEK OS=Mus musculus OX=10090
GN=Dek PE=1 SV=1

Ribose-phosphate pyrophosphokinase 2
0S=Mus musculus OX=10090 GN=Prps2 PE=1
Sv=4

Adenylyl cyclase-associated protein 1 0S=Mus
musculus OX=10090 GN=Cap1 PE=1 SV=4
Activated RNA polymerase Il transcriptional
coactivator p15 OS=Mus musculus OX=10090
GN=Sub1 PE=1 SV=3

A-kinase anchor protein SPHKAP OS=Mus
musculus OX=10090 GN=Sphkap PE=1 SV=2
Ephrin-A1 OS=Mus musculus 0X=10090
GN=Efnal PE=1SV=1

Probable ATP-dependent RNA helicase DDX47
0S=Mus musculus OX=10090 GN=Ddx47 PE=2
Sv=2

Drebrin-like protein 0S=Mus musculus
0X=10090 GN=Dbnl PE=1 SV=2

H-2 class | histocompatibility antigen, K-K alpha
chain 0S=Mus musculus OX=10090 GN=H2-K1
PE=1SV=1

Thioredoxin domain-containing protein 9

1301,039

5489,701

4394,553

1709,074

1466,022

492,972

2922,019

1662,364

955,5723

1925,124

561,8919

1441,112

1994,235

6507,255

1272,59

1,833656 OS=Mus musculus OX=10090 GN=Txndc9 PE=1 639,4864

Sv=1

1823,73

4294,78

3204,585

1289,646

1443,761

429,692

3717,495

2313,914

812,1095

2822,845

699,4521

1237,238

118,4775

1994,37

4618,718

910,2493

600,8431

1288,141

3180,224

2572,965

1066,204

1038,903

428,12

3846,69

2449,14

748,0236

2399,884

764,5057

942,2436

14,37039

1590,55

5199,292

677,8602

781,755

1330,185

4726,884

3231,316

1000,658

1367,764

288,763

3068,569

793,6176

887,9193

2078,087

697,4237

1312,962

294,3785

1564,784

7872,036

1047,332

560,3506

1894,525

3161,865

3091,216

1103,16

1077,805

870,2693

4876,714

2944,506

843,1919

1613,509

1104,936

1028,706

1046,099

5296,149

936,4702

917,633

2599,991

5434,309

4046,129

1457,154

1109,511

297,5674

3502,949

2263,307

695,6808

1927,204

694,8985

1784,308

134,5658

2070,427

4804,31

1050,668

538,7499

2114,888

4349,535

3390,274

1114,7

992,6476

459,6629

4371,278

2928,608

565,2828

1969,943

789,2879

1388,758

1540,37

4387,659

1295,226

813,5636

2847,163

4714,021

3970,996

1137,558

923,9197

505,2706

4095,894

2884,236

749,5832

1833,313

1347,054

1698,324

33,44434

1271,262

5127,115

1472,976

770,0541



P12849;D3YTM5;D37068;D320V6
Q91VH6;A0A3B2W4I2;A0A3B2W
7C9;A0A3F2YNL8

Q64355

AOAOR4J093;Q9DBP5

B1ASB6

Q8K0T2

Q99MR6;A0A0G2JDF8;A0A0G2)G
65

Q97140;Q3UYN2

Q8CH72;A2AGS1

E1U8DO;A2ACVE

Q9D824;D3Z3F1

Q91749

Q55590
Q791V5;A2AFW6;Q9D050

P46638;E9Q3P9;F8WGS1;G3UY2
9;G3UZD3;G3UZL4;P62492

G3UzJ9

Q6zQ73

P27048;A0A0G2JGN4
E9Q394;A0A140LID7;A0A140LIX0
;AOA140LJJ5

17

14

15

45

36

12

19

29

19

70

11

10

111,0769

90,2674

19,5184

93,7641

24,2784

4,664

300,7833

19,1478

18,917

183,9013

86,2571

15,1997

9,6551

82,7308

158,3305

10,64

31,6987

139,1029

381,9464

0,100616

0,101294

0,101461

0,101494

0,101641

0,103156

0,1035

0,103636

0,103774

0,104203

0,104262

0,10427

0,104988

0,105402

0,105428

0,105818

0,106087

0,10696

0,106993

1,187854

1,289115

5,154993

1,159259

1,756963

1,493071

1,295305

1,238756

1,451032

1,678962

1,446796

1,881805

1,393598

1,239201

1,184538

1,941556

1,273497

1,599192

1,608089

cAMP-dependent protein kinase type I-beta
regulatory subunit 0S=Mus musculus
0X=10090 GN=Prkarlb PE=1 SV=2

Protein MEMO1 OS=Mus musculus 0X=10090
GN=Memo1 PE=1 SV=1

Embryonal Fyn-associated substrate 0S=Mus
musculus OX=10090 GN=Efs PE=1 SV=2
UMP-CMP kinase 0S=Mus musculus 0X=10090
GN=Cmpk1 PE=1 SV=1

SPOC domain-containing protein 1 0S=Mus
musculus OX=10090 GN=Spocd1 PE=1 SV=3
Cytoplasmic dynein 2 light intermediate chain
1 0S=Mus musculus OX=10090 GN=Dync2lil1
PE=1SV=1

Serrate RNA effector molecule homolog
0S=Mus musculus OX=10090 GN=Srrt PE=1
Sv=1

Copine-6 0S=Mus musculus OX=10090
GN=Cpneb PE=1 SV=1

E3 ubiquitin-protein ligase TRIM32 0S=Mus
musculus OX=10090 GN=Trim32 PE=1 SV=2
Protein SOGA1 0S=Mus musculus OX=10090
GN=Sogal PE=1 SV=3

Pre-mRNA 3'-end-processing factor FIP1
0S=Mus musculus OX=10090 GN=Fip1l1 PE=1
Sv=1

UAP56-interacting factor 0S=Mus musculus
0X=10090 GN=Fyttd1 PE=1 SV=1
Uncharacterized protein C7orf57 homolog
0S=Mus musculus 0X=10090 GN=Gm11992
PE=1SVv=1

Mitochondrial carrier homolog 2 0S=Mus
musculus 0X=10090 GN=Mtch2 PE=1 SV=1
Ras-related protein Rab-11B OS=Mus musculus
0X=10090 GN=Rab11b PE=1 SV=3
RNA-binding motif, single-stranded-interacting
protein 3 (Fragment) OS=Mus musculus
0X=10090 GN=Rbms3 PE=1 SV=1
Cullin-associated NEDD8-dissociated protein 2
0S=Mus musculus OX=10090 GN=Cand2 PE=1
Sv=2

Small nuclear ribonucleoprotein-associated
protein B 0S=Mus musculus OX=10090
GN=Snrpb PE=1 SV=1

A-kinase anchor protein 13 0S=Mus musculus
0X=10090 GN=Akap13 PE=1 SV=1

3516,107

618,884

1,202629

1091,072

134,781

1070,498

8838,838

905,3564

2020,371

286,7284

1419,92

1365,698

1262,176

2399,792

10470,99

517,6563

1355,611

9376,334

1697,546

2998,339

679,0788

25,70478

967,5486

483,5967

613,1377

7469,016

1381,688

1184,386

264,0981

1196,527

542,1003

1603,859

3062,555

8289,09

381,1869

1776,552

5963,767

1339,078

2533,323

910,6873

69,06815

929,2073

486,0952

1006,559

6930,395

1222,784

1181,799

282,4734

1203,14

684,9726

981,396

2213,878

8486,03

436,9481

1552,837

8710,648

1636,635

2611,767

819,098

0,165801

851,174

543,465

438,3385

6775,867

1132,67

1156,941

295,5081

1196,122

308,3964

1355,37

3367,207

8450,773

196,7608

1203,423

4804,522

1301,897

3112,912

739,1673

92,36481

1005,448

435,6412

798,3791

7294,81

1390,936

1140,169

272,0428

951,3668

891,0158

1177,196

3398,402

11599,7

543,6269

1231,223

9373,725

1502,68

3368,819

907,1735

16,31858

898,3519

500,2082

974,7579

7458,279

1696,707

1235,987

332,0743

1252,09

895,3304

1055,688

3669,272

10299,9

282,8657

1234,092

6992,165

2194,026

3108,816

866,4052

97,75061

893,9611

620,476

658,2625

4523,798

1352,418

1233,941

100,0887

459,8897

290,2236

1343,514

2995,187

11481,8

210,6311

1259,009

6961,681

3697,366

2965,488

1087,322

48,93146

942,1589

436,5274

678,3912

6186,851

1217,829

1187,442

436,1256

1058,346

930,7753

865,6648

3622,172

8902,897

286,7749

899,4961

5608,11

2214,509



Q9Cz42;)13QMM7;J3QN06;J3QPU
6,K3W4m4

QO9JKX6;A0A0A6YVUT;A2ATTS

Q9R0Q7;D327C6

Q8BL66

Q80uU72

Q9JIH2

Q9JIV2;D3YWS3

Q52KI8;A2A8V8;A2A8V9;A2A983;

E9PUK6;E9QKA4;F6T4M4A

Q6NV83;A0A087WRG2

Q6PI9R1

Q6PD26

Q9D1J3;A0A1W2P6N2;A0AIW2P
7G2

Q5SWU9;A0AOR4J1S9;VOGWSO

Q3URU2

Q3V2R3;A0A0N4SVE7;D3YXQ4

P34884

070310

Q8Kov4

Q9D0D3;A0A3Q4L2Q3

17

11

68

37

21

15

18

20

22

25

83

34

136,5199

50,7726

83,6576

356,3382

186,8537

119,7899

69,2209

95,3797

114,827

112,2633

171,5055

128,8769

496,0829

22,5805

46,0168

59,323

245,343

8,0324

28,8138

0,10736

0,107452

0,108043

0,108368

0,109342

0,109582

0,109649

0,110132

0,110269

0,110377

0,110406

0,111118

0,111375

0,111755

0,112996

0,113073

0,113262

0,113563

0,114188

1,122801

1,348651

1,410164

1,208052

1,474043

1,623702

1,449636

1,146162

1,586303

1,37316

1,188432

1,372112

1,257837

3,805585

1,804247

1,394643

1,250633

1,63272

1,338761

ATP-dependent (S)-NAD(P)H-hydrate
dehydratase OS=Mus musculus OX=10090
GN=Naxd PE=1SV=1

ADP-sugar pyrophosphatase 0S=Mus musculus
0X=10090 GN=Nudt5 PE=1 SV=1
Prostaglandin E synthase 3 0S=Mus musculus
0X=10090 GN=Ptges3 PE=1 SV=1

Early endosome antigen 1 0S=Mus musculus
OX=10090 GN=Eeal PE=1 SV=2

Protein scribble homolog OS=Mus musculus
0X=10090 GN=Scrib PE=1 SV=2

Nuclear pore complex protein Nup50 OS=Mus
musculus OX=10090 GN=Nup50 PE=1 SV=3
Profilin-2 0S=Mus musculus OX=10090
GN=Pfn2 PE=1 SV=3

Serine/arginine repetitive matrix protein 1
0S=Mus musculus 0X=10090 GN=Srrm1 PE=1
SV=2

U2 snRNP-associated SURP motif-containing
protein 0S=Mus musculus OX=10090
GN=U2surp PE=1SV=3

ATP-dependent RNA helicase DDX51 OS=Mus
musculus OX=10090 GN=Ddx51 PE=1 SV=1
GPI transamidase component PIG-S OS=Mus
musculus OX=10090 GN=Pigs PE=1 SV=3

SAP domain-containing ribonucleoprotein
0S=Mus musculus OX=10090 GN=Sarnp PE=1
SvV=3

Acetyl-CoA carboxylase 1 0S=Mus musculus
0X=10090 GN=Acaca PE=1 SV=1
Paternally-expressed gene 3 protein 0S=Mus
musculus OX=10090 GN=Peg3 PE=1 SV=1
Chimaerin 0S=Mus musculus 0X=10090
GN=Chn2 PE=1SV=1

Macrophage migration inhibitory factor
0S=Mus musculus 0X=10090 GN=Mif PE=1
Sv=2

Glycylpeptide N-tetradecanoyltransferase 1
0S=Mus musculus 0X=10090 GN=Nmt1 PE=1
Sv=1

CCR4-NOT transcription complex subunit 3
0S=Mus musculus 0X=10090 GN=Cnot3 PE=1
Sv=1

Poly(A) RNA polymerase, mitochondrial
0S=Mus musculus OX=10090 GN=Mtpap PE=1
Sv=1

4373,24

1661,818

2180,693

3068,457

1008,89

551,6364

9175,428

7473,418

1427,065

984,2145

1647,508

10966,96

2726,602

19,62603

358,0921

2092,475

6220,992

715,2174

146,5218

3591,646

1527,034

3143,698

3595,127

1141,687

466,8814

4718,184

6265,326

2631,101

1121,868

1425,579

7776,807

1878,612

120,0641

100,8833

1639,986

4876,164

1499,619

230,0179

4140,316

1592,521

3707,858

2654,318

872,5872

772,6721

5330,836

5719,545

1656,73

1231,826

1309,198

6690,817

1835,281

162,232

111,344

2610,74

4291,163

1231,842

148,5357

4254,769

1309,144

2280,766

3091,819

1397,492

427,186

8935,471

6629,083

2374,471

1093,289

1388,081

9138,95

1696,014

84,8487

270,7694

1751,798

4366,89

1134,142

203,7171

4228,294

2058,337

3271,43

3620,272

683,3099

459,1587

5427,054

5882,43

1516,74

1528,684

1351,659

6935,221

2051,381

23,09403

174,2518

2452,289

6101,797

526,0579

202,2418

4467,458

1415,413

3134,358

3755,1

852,9293

716,9523

4245,919

6486,506

3255,432

1249,994

1320,472

7423,817

1818,491

57,73329

241,1011

1326,834

5723,603

1097,964

287,8804

3837,225

1540,088

3433,123

3050,052

742,4805

247,6243

4347,852

6033,566

2264,103

1926,108

1016,026

5367,776

1914,025

124,1086

122,6347

1806,696

4940,973

844,0494

256,0892

4285,355

1269,976

2556,744

3364,512

720,2804

725,3109

5404,691

5900,131

2077,144

1379,958

1209,166

5470,506

1876,5

38,75816

292,1017

2779,614

4897,403

692,2303

229,4675



Transcription intermediary factor 1-beta
42 15 265,2885 0,114382 1,327069 OS=Mus musculus OX=10090 GN=Trim28 PE=1 14313,07 16424,87 13936 8627,248 17436,2 17283,71 14382,58 13548,6
Q62318 Sv=3
008759;A0A0J9YUY4;A0A0J9YVG Ubiquitin-protein ligase E3A OS=Mus musculus
1 18 4 103,8123 0,114435 1,138568 OX=10090 GN=Ube3a PE=1 SV=2
Ribosome-releasing factor 2, mitochondrial
23 4 137,5826 0,114535 1,162892 0S=Mus musculus 0X=10090 GN=Gfm2 PE=1  512,0219 530,1467 502,9813 533,7684 570,9542 681,0904 528,0037 580,4271
Q8R2Q4;E9Q7N5;Q8C1C2 Sv=2
Proteasome activator complex subunit 4
35 8 217,5216 0,11503 1,221776 OS=Mus musculus OX=10090 GN=Psme4 PE=1 1943,383 1442,978 1725,987 1341,576 1450,035 1247,731 1443,93 1140,719
Q5SSW2;F6R7K9;Q555SW0 Sv=1
NEDDS8-activating enzyme E1 regulatory
13 2 63,2784 0,11506 1,476573 subunit 0S=Mus musculus OX=10090 GN=Nael 758,9352 543,2707 824,1469 586,4552 439,455 796,8032 898,975 655,3194
Q8VBW6;EOCZEO PE=1SV=1
Ras-related protein Rab-35 OS=Mus musculus
0X=10090 GN=Rab35 PE=1 SV=1
28S ribosomal protein S24, mitochondrial
1 1 55868 0,115384 1,309973 0S=Mus musculus OX=10090 GN=Mrps24 PE=1 4116,906 2623,747 4104,886 3661,067 4312,332 4921,893 4492,674 4079,204
Qocavs Sv=1
Beta-1,3-glucosyltransferase 0S=Mus musculus
1 1 8,1264 0,116023 1,643266 OX=10090 GN=B3glct PE=1 SV=3 71474,19 50174,35 129974,4 50795,29 110888,6 76830,63 110652,3 51930,79
Thyroid hormone receptor interactor 11
68 10 330,0616 0,116222 2,088628 OS=Mus musculus OX=10090 GN=Trip11 PE=1 10408,14 3637,868 7245,294 4874,204 4539,857 2861,088 848,258 4278,399
E9Q512;H3BJG4;Q8BVI9 Sv=1
Axonemal dynein light chain domain-
4 1 18,0397 0,117483 1,759835 containing protein 1 (Fragment) 0S=Mus 300,8931 183,2433 728,0182 288,9408 579,0365 425,1481 685,151 475,5959
J3KMJ8;A0A1D5RLLS;J3QPL7 musculus 0X=10090 GN=Axdnd1 PE=1 SV=1
P39447;A0A0U1RPB2;A0AQU1RP Tight junction protein ZO-1 0S=Mus musculus
W2;B9EH)3 42 8 242,7847 0,118214 1,305924 OX=10090 GN=Tjp1 PE=1 SV=2 2329,556 1939,173 2151,028 1757,31 1964,129 1534,22 1277,121 1486,046
Golgi resident protein GCP60 OS=Mus
Q8BMP6;A0A0R4J079 2 3 143,2035 0,118217 2,166743 musculus OX=10090 GN=Acbd3 PE=1 SV=3
Oxysterols receptor LXR-beta OS=Mus
Q8BP65;060644 2 1 9,9701  0,118297 1,501232 musculus OX=10090 GN=Nr1h2 PE=1 SV=1
28S ribosomal protein S34, mitochondrial
12 2 85,1701 0,118605 1,187696 OS=Mus musculus OX=10090 GN=Mrps34 PE=1 3079,024 2749,711 2210,077 2866,859 2759,534 3514,191 3077,442 3490,612
Q9JIK9 Sv=1
Y-box-binding protein 1 0S=Mus musculus
P62960;A2BGG7 24 ? 141,5576 0,118725 1,493254 0X=10090 GN=Ybx1 PE=1 SV=3
Pyruvate kinase PKLR OS=Mus musculus
P53657;E9Q509;G3X925 26 3 146,745 0,119567 1,26042 0X=10090 GN=PkIr PE=1 SV=1
V-type proton ATPase subunit B, kidney
22 4 152,9168 0,120053 1,452043 isoform OS=Mus musculus OX=10090 310,8463 565,4697 506,4113 637,3983 252,6408 409,0104 397,7248 433,4076
Q91YH6;A0A0U1RNU9 GN=Atp6vlbl PE=1 SV=1
Probable ubiquitin carboxyl-terminal hydrolase
73 10 442,1446 0,120113 1,502407 FAF-X 0S=Mus musculus OX=10090 GN=Usp9x 15036,76 9275,382 8457,29 6946,024 10040,31 10264,88 7332,913 6800,759
P70398;E9PWA9;G3UZS3;Q4FES6 PE=1SV=2

575,0174 654,2201 725,6548 667,1078 573,2626 622,5334 692,6126 642,3922

17 1 109,9062 0,11506 1,511945 59,8272 101,8311 72,758 135,3892 164,5165 136,7691 124,4587 133,3812

Q6PHN9

Q8BHT6

545,4267 389,2207 431,3199 184,7632 1375,761 428,5504 1107,661 448,0626

111,907 147,335 199,6853 159,3223 141,8573 224,8964 165,0786 143,0141

17039,91 14452,94 14515,36 6334,56 15125,62 13266,45 9458,71 11747,51

6942,456 6855,368 4696,702 5222,101 6088,604 6890,226 4892,534 5555,922



Q9DB25;D6RCG2

AOA338P7H5

AOA087WS25

Q62167

P16381

P47802;A0A618MWZ8;D3YVWO;D
373F4;G3UXX9;G3UYJ5;G3XA66;

G3XA75;Q8R5C0

Q9D287;D6RGAS

F8VPKO

Q7TSC1;G3UX48

A2AMC3;Q3UXG7;Q91ZW2

Q7TSI3

Q3TDN2;D3YUP4;D3Z72H4

Q91X78;E9PUH5

055131;E9Q1G8;ESQ9F5

Q5SWD9

AOAOAGYWS89

Q9ESK9;E9PX56;F7CC56

P62897

13

66

56

19

56

19

28

22

39

16

35

20

10

84,3268

49,7396

9,8393

447,1384

353,1929

69,5334

121,7383

30,9917

295,9815

50,5494

106,3243

206,0392

158,1547

233,1252

105,6121

16,5646

178,6325

122,457

0,120252

0,120652

0,121235

0,122248

0,122248

0,12293

0,123378

0,123407

0,123647

0,124009

0,124038

0,124143

0,1242

0,124357

0,124742

0,124892

0,125413

0,125467

1,252236

1,342222

1,157504

1,217839

1,217839

3,619446

1,304512

1,707911

1,338546

1,549344

1,161545

1,378447

1,323094

1,127701

4,241715

1,574284

1,213669

1,209476

Dolichyl-phosphate beta-glucosyltransferase
0S=Mus musculus OX=10090 GN=Alg5 PE=1
Sv=1

Alpha-2-HS-glycoprotein 0S=Mus musculus
0X=10090 GN=Ahsg PE=1 SV=1

DnalJ heat shock protein family (Hsp40)
member C13 (Fragment) OS=Mus musculus
0X=10090 GN=Dnajc13 PE=1 SV=1
ATP-dependent RNA helicase DDX3X OS=Mus
musculus OX=10090 GN=Ddx3x PE=1 SV=3
Putative ATP-dependent RNA helicase PI10
0S=Mus musculus OX=10090 GN=D1Pas1 PE=1
Sv=1

Metaxin-1 0S=Mus musculus OX=10090
GN=Mtx1 PE=1Sv=1

Pre-mRNA-splicing factor SPF27 OS=Mus
musculus OX=10090 GN=Bcas2 PE=1 SV=1
Tetratricopeptide repeat domain 37 0S=Mus
musculus OX=10090 GN=Ttc37 PE=1 SV=1
Protein PRRC2A 0S=Mus musculus OX=10090
GN=Prrc2a PE=1 SV=1

GDP-fucose protein O-fucosyltransferase 1
0S=Mus musculus OX=10090 GN=Pofutl PE=1
Sv=1

Serine/threonine-protein phosphatase 6
regulatory subunit 1 0S=Mus musculus
0X=10090 GN=Ppp6rl PE=1 SV=1
FAS-associated factor 2 0S=Mus musculus
0OX=10090 GN=Faf2 PE=1 SV=2

Erlin-1 OS=Mus musculus OX=10090 GN=Erlin1
PE=1 SV=2

Septin-7 0S=Mus musculus OX=10090
GN=Septin7 PE=1 SV=1

Pre-rRNA-processing protein TSR1 homolog
0S=Mus musculus OX=10090 GN=Tsr1 PE=1
Sv=1

6-phosphofructo-2-kinase/fructose-2,6-
biphosphatase 3 0S=Mus musculus 0X=10090
GN=Pfkfb3 PE=1 SV=1

RB1-inducible coiled-coil protein 1 0S=Mus
musculus OX=10090 GN=Rb1ccl PE=1 SV=3
Cytochrome c, somatic 0S=Mus musculus
0X=10090 GN=Cycs PE=1 SV=2

24318,62

5008,176

330,1213

22762,46

4097,064

931,7701

9619,707

2238,023

23238,82

179,1756

745,8085

6558,413

2474,758

4114,017

2679,516

351,1689

4502,568

19853,2

5658,417

287,2909

19755,2

3555,782

1535,291

6379,519

1772,461

19341,38

362,5423

666,9019

4462,197

2050,073

4010,745

143,9979

2113,065

295,895

3939,824

18242,41

5882,961

330,9677

16536,16

2976,379

165,209

7807,329

2102,906

20613,12

504,5019

641,9873

4403,149

2045,606

4026,881

47,14127

2528,241

305,6799

4080,965

15593,33

4846,557

288,1721

16786,3

3021,403

1117,156

8624,54

2192,483

17683,2

235,4668

569,6111

3808,132

3563,393

4382,839

13,78358

2865,488

390,488

4082,293

18989,48

5494,373

272,3662

16876,73

3037,678

50,82935

6485,575

3318,062

22050,51

484,5437

561,9738

5257,643

2229,552

4041,42

187,769

1415,679

413,2981

4521,925

18043,94

2710,994

269,4388

19748

3554,484

559,1029

8188,196

1962,433

15765,83

338,4698

516,0776

7130,011

1998,975

4376,013

161,6721

2722,844

329,6488

5497,508

16279,59

4059,186

274,5391

15693,99

2824,795

289,5683

5321,685

3690,866

10608,39

465,4193

540,9704

4608,463

2021,317

5010,71

109,113

1190,201

305,9856

3455,788

16159,06

4367,557

324,8358

15310,59

2755,785

136,4112

5661,001

3890,557

11996,41

324,4107

640,3033

4691,849

1838,476

5217,805

28,0243

1141,717

390,1436

4716,364



E3 ubiquitin-protein ligase UBR4 (Fragment)

6 1 28,4855 0,125683 1,304886 OS=Mus musculus OX=10090 GN=Ubr4 PE=1 1427,639 1071,007 926,5229 811,9084 1275,327 1389,657 1216,553 1065,215
F6SSP6;Z4YLP1 Sv=1
Cofilin-2 0S=Mus musculus OX=10090 GN=Cfl2
14 2 95,5927 0,125758 1,184869 1175,249 1158,131 1241,935 1334,493 1733,093 1383,849 1328,376 1372,162
P45591 PE=1SV=1
SWI/SNF-related matrix-associated actin-
dependent regulator of chromatin subfamily D
Q61466;A0A2R8VHB7;A0A2R8VI0 40 11 271,9849 0,126306 1,438588 member 1 0S=Mus musculus OX=10090 5965,179 3867,287 2673,7 3952,294 3840,472 5694,055 4541,17 5283,15
6;A0A2R8VI28;A0A2R8VKP3 GN=Smarcdl PE=1 SV=3
Coiled-coil-helix-coiled-coil-helix domain-
1 1 6,0491 0,126316 1,857668 containing protein 1 0S=Mus musculus 2811,654 2888,853 3702,673 3348,88 2393,812 4252,8 387,6207 1592,324
Q9CQA6 0X=10090 GN=Chchd1 PE=1 SV=1
AOA3B2WBL1;A0A3B2W820;A0A
3B2W824;A0A3B2WCA5;A0A3B2 32 1 166,9172 0,126517 4,513985 Ribosomal protein 0S=Mus musculus 32,54877 65,89842 9,997451 53,85783 72,43677 81,14075 62,36822 207,9474
WDD2;D6RE43;Q5XJF6 0X=10090 GN=Rpl10a PE=1 SV=1
Heat shock-related 70 kDa protein 2 0S=Mus
P17156 101 5 522,6133 0,127025 1,306484 musculus OX=10090 GN=Hspa2 PE=1 SV=2 105208,4 86878,86 65124,62 71517,59 75178,73 93112,74 69306,65 73755,26
Laminin subunit alpha-2 0S=Mus musculus
Q60675 38 8 170,936 0,127605 2,065674 OX=10090 GN=Lama2 PE=1 SV=2 8522,214 3024,286 8852,676 3221,722 5431,432 3785,269 3144,356 5217,153
Rho guanine nucleotide exchange factor 4
9 1 40,0973 0,127621 2,431539 0S=Mus musculus OX=10090 GN=Arhgef4 PE=1 9,889013 23,84593 38,52482 55,44586 16,99744 60,44069 43,34501 60,38364
E9PYK8 Sv=2
Methionine aminopeptidase 1 0S=Mus
Q8BP48;ADAOG2IFL1 13 1 74,7327 0,127781 1,740369 musculus OX=10090 GN=Metap1 PE=1 SV=1 668,6922 318,7458 378,5975 207,6787 797,671 284,1522 937,9043 706,2523
Microtubule-associated protein 1A 0S=Mus
Q9QYRE;A2ARPS 112 23 683,6256 0,127943 1,184094 musculus OX=10090 GN=Map1a PE=1 SV=2 15683,52 13799,28 12757,05 16046,88 13893,1 17988,76 15760,76 14747,82
Histone-lysine N-methyltransferase SETD5
5 1 18,0353 0,127996 1,241124 0S=Mus musculus OX=10090 GN=Setd5 PE=1  579,1341 582,7547 689,0814 699,6036 780,1894 717,4073 839,5154 825,0687
Q5Xiv7 Sv=2
1Q motif and SEC7 domain-containing protein 2
18 2 72,2308 0,128216 1,68078 0OS=Mus musculus OX=10090 GN=lgsec2 PE=1 528,053 388,7277 841,606 344,4504 456,9348 149,35 445,7422 199,0809
Q5DU25;D3Z7516;D3Z6V7;ESQAD8 Sv=3
Negative elongation factor B 0S=Mus musculus
Q8cay3 4 1 29,2988 0,128247 2,781388 OX=10090 GN=Nelfb PE=1 SV=2 269,6451 277,9602 143,9759 110,167 204,9419 344,1813 421,4859 307,2698
P52293;A2A600;A2A601;A2A602; Importin subunit alpha-1 0S=Mus musculus
AGPW68;F22431 45 24 298,3811 0,129011 1,220206 OX=10090 GN=Kpna2 PE=1 SV=2 36587,4 33964,78 26722,86 30031,03 39025,64 41062,94 32631,12 35696,22
Neuronal cell adhesion molecule 0S=Mus
AOALW2P7Y9:Q810U4 9 2 50,5178 0,129379 1,531932 musculus OX=10090 GN=Nrcam PE=1 SV=1 49586,61 40711,55 24906,04 43011,66 24108,51 33067,65 15279,39 30823,1
Transcription factor SOX-5 OS=Mus musculus
P35710;B2KFM9;E9PVRO;Q2TBAY 5 2 32,8473 0,130125 1,266482 OX=10090 GN=Sox5 PE=1 SV=2 423,9817 372,8305 344,0621 438,5551 286,1063 373,7819 445,5479 354,2315
Motile sperm domain-containing protein 2
2 1 9,5145 0,130228 4,642225 0S=Mus musculus OX=10090 GN=Mospd2 0 16,04422 29,0452 20,25319 0 0 16,00316 24,45894
Q9CWP6;B1AU74 PE=1SV=2
P97427;A0A0J9YTX5;A0A0J9YUZ1 40 8 275,5613 0,130257 1,279452 Dihydropyrimidinase-related protein 1 0S=Mus 19086,2 17881,64 17074,12 12725,18 17963,17 12499,19 12190,88 12671,05

;Q6P1J1;Q71H75 musculus 0X=10090 GN=Crmp1 PE=1 SV=1



NADH dehydrogenase [ubiquinone] iron-sulfur

28 5 208,9366 0,130372 1,241966 protein 2, mitochondrial 0S=Mus musculus 1423,031 1344,248 1153,05 1473,742 1204,469 1610,247 1146,474 1649,713
Q91WD5;A0A0A6YW30;D3YXTO 0X=10090 GN=Ndufs2 PE=1 SV=1
Trifunctional purine biosynthetic protein
Q64737;A0A338P676;A0A338P6X 69 17 519,3729 0,130483 1,304613 adenosine-3 0S=Mus musculus OX=10090 5925,395 7968,809 9527,714 7704,686 4585,334 6491,022 7045,729 7130,453
4;D6RCG1 GN=Gart PE=1 SV=3

CD9 antigen OS=Mus musculus OX=10090

PA0240 6 1 49,4495 0,130509 1,967067 GN=Cd9 PE=1 SV=2 131,2511 65,56547 85,73376 142,4718 89,0265 183,9368 217,8482 345,2355
101 21 725,4961 0,131632 1,227027 DNA (cytosine-5)-methyltransferase 1 05=Mus 13336,57 7855,943 9767,937 7986,231 11223,93 12368,85 11971,35 12224,5
P13864;/13QNWO0 musculus OX=10090 GN=Dnmt1 PE=1 SV=5
Vacuolar protein-sorting-associated protein 36
5 1 24,1683 0,132237 2,107966 OS=Mus musculus OX=10090 GN=Vps36 PE=1 568,0553 568,63 596,5505 292,6497 639,5476 286,1752 120,8699 173,7281
Q91XD6 Sv=1
56 13 349,803 0,132616 1,105996 Glycogen phosphorylase, brain form 0S=Mus 2566,934 2504,27 2573,842 2456,555 2398,319 2403,5 2347,413 2003,375
Q8ClI94 ! ! ! musculus OX=10090 GN=Pygb PE=1 SV=3 ! ! ! ! ! ! ! !
Centromere/kinetochore protein zw10
18 1 97,7297 0,132698 1,683757 homolog OS=Mus musculus OX=10090 808,0775 827,0138 1602,218 1039,537 716,0122 728,9774 394,3412 834,6767
054692;A0A1L1SST9 GN=Zw10 PE=1 SV=3
Q9D881;A0A0A6YVRO;F7C106;P1 11 5 81,5069 0,133058 1,179413 Cytochrome c oxidase polypeptide Vb OS=Mus 28696,01 26945,27 24411,62 23916,73 25134,56 28579,83 23123,39 22920,25
9536 musculus OX=10090 GN=Cox5b-ps PE=1 SV=1
Q05920;A0A286YCC5;A0A494B91 52 15 342,9328 0,133092 1,391354 Pyruvate carboxylase, mitochondrial 0S=Mus 2009,95 2600,238 2160,071 2399,573 1113,554 2657,235 1931,107 1659,741
2;A0A494B951;E9QPD7;G5E8R3 musculus OX=10090 GN=Pc PE=1 SV=1
Usher syndrome type-1C protein-binding
8 1 39,8521 0,134046 1,345093 protein 1 0S=Mus musculus OX=10090 689,0151 432,5094 410,9558 561,4658 772,6167 541,772 782,1371 549,7108
Q8R370 GN=Ushbp1 PE=1 SV=2
2 1 8,7125 0,134228 1,641534 Transcription factor Atoh8 OS=Mus musculus 412,7366 193,0141 324,034 186,608 253,2921 127,7551 137,5593 161,4848
Q99NA2 ! ! ! 0X=10090 GN=Atoh8 PE=1 SV=1 ! ! ! ! ! ! ! !
51 2 295,6978 0,134266 1,251052 ATP-dependent RNA helicase DDX39A OS=Mus 2355,063 1940,002 2368,84 1802,295 2804,328 2774,279 2340,011 2202,099
Q8VDWO;D6RHTS ! ! ! musculus OX=10090 GN=Ddx39a PE=1 SV=1 ! ! ! ! ! ! ! !
062108;A0A338PEES;AOA338P6I 7 2 30,4786 0,135011 1,636948 Disks large homolog 4 0S=Mus musculus 408,8162 826,9932 665,2751 795,8157 855,8218 947,0584 1508,813 754,8009
6 ! ! ! 0OX=10090 GN=DIg4 PE=1 SV=1 ! ! ! ! ! ! ! !
18 5 73,6995 0,135127 1,448855 Hemoglobin subunit alpha 0S=Mus musculus 832,8445 851,6698 987,3951 1173,538 1362,219 1207,668 924,5427 2077,067
P01942;P06467;Q91VB8 ! ! ! 0X=10090 GN=Hba PE=1 SV=2 ! ! ! ! ! ! ! !
Kinesin-like protein KIF16B OS=Mus musculus
B1AVY7;AOA1DSRMDA;E7FLYO 14 2 86,0704 0,136444 1,970367 OX=10090 GN=Kif16b PE=1 SV=1 569,1713 272,6534 436,0982 405,0225 738,8078 579,7917 967,9473 282,6154
Cell cycle and apoptosis regulator protein 2
31 4 171,9348 0,136459 1,322353 OS=Mus musculus OX=10090 GN=Ccar2 PE=1  5897,049 8346,821 5781,406 8852,226 5663,159 7511,719 5803,462 5554,964
Q8VDP4 Sv=2
Q7TMK9;A0A0R4J259;G3UWM1; Heterogeneous nuclear ribonucleoprotein Q
G3UXJ6;G3UXUS5;G3Uz48;G3UzZI2 51 9 429,8216 0,136831 1,14176 0S=Mus musculus OX=10090 GN=Syncrip PE=1 12576,92 13714,09 12641,68 12928,23 9973,736 13511,96 12354,03 12480,91
;G3V018;G3XA76 SV=2

HEAT repeat-containing protein 5A OS=Mus

10 2 61,9903 0,137835 1,363075 musculus 0X=10090 GN=Heatr5a PE=1 SV=2

QSPRFO 1764,808 3589,653 2960,177 2936,819 2740,807 4334,765 3368,002 3064,353



Q7TNH6;H9KV07

Q8BTT6;A0A0A6YWS6;A0A0R4)1
14

P97351

Q9DBL7

Q61245

Q01853

E9PVA8

P58044;G3XA48;H3BKD7;H3BLF8

;H3BLP1

Q8BVI4;A0A0G2JGJ1;A0A0G2)GY

0;D3YWR7;D3Z1A1

Q64318

Q9DOF9

Q91V55;D3YYM6;D371S8

Q9D1P4;A0A1L1SSG7;A0A1L1STQ

1;A0A1L1STZ1;A0A1L1SU22

Q6P4T2

P70279;A2ALA0

P07724

Q3UX10

P10605

P62274

17

58

106

144

10

11

14

39

133

19

24

18

10

10

23

49

37

27

101,2757

34,999

386,6454

34,6109

35,2823

641,77

881,8116

51,8452

76,3517

46,1205

90,1778

212,6394

114,4693

854,4797

125,5385

188,148

107,3498

65,9533

40,8739

0,138123

0,138759

0,138866

0,13925

0,139729

0,140214

0,140258

0,140863

0,141083

0,141111

0,141622

0,141802

0,142584

0,142753

0,143748

0,143864

0,144853

0,145508

0,145876

1,373024

2,167238

1,139935

1,140328

1,608222

1,140557

1,236059

1,359176

1,682088

1,948758

1,304312

1,274642

1,534548

1,439408

1,159385

1,294733

1,426683

1,637508

1,506223

Nephrocystin-3 0S=Mus musculus OX=10090
GN=Nphp3 PE=1 SV=2

U3 small nucleolar RNA-associated protein 25
homolog 0S=Mus musculus OX=10090
GN=Utp25 PE=1 SV=2

40S ribosomal protein S3a 0S=Mus musculus
0X=10090 GN=Rps3a PE=1 SV=3

Bifunctional coenzyme A synthase OS=Mus
musculus OX=10090 GN=Coasy PE=1 SV=2
Collagen alpha-1(XI) chain 0S=Mus musculus
0X=10090 GN=Col11al PE=1 SV=2
Transitional endoplasmic reticulum ATPase
0S=Mus musculus OX=10090 GN=Vcp PE=1
Sv=4

elF-2-alpha kinase activator GCN1 OS=Mus
musculus OX=10090 GN=Gcn1 PE=1 SV=1
Isopentenyl-diphosphate Delta-isomerase 1
0S=Mus musculus OX=10090 GN=Idi1 PE=1
Sv=1

Dihydropteridine reductase 0S=Mus musculus
0X=10090 GN=Qdpr PE=1 SV=2

Zinc finger E-box-binding homeobox 1 0S=Mus
musculus OX=10090 GN=Zeb1 PE=1 SV=1
Phosphoglucomutase-1 0S=Mus musculus
0X=10090 GN=Pgm1 PE=1 SV=4

40S ribosomal protein S5 0S=Mus musculus
0X=10090 GN=Rps5 PE=1 SV=1

Cysteine and histidine-rich domain-containing
protein 1 0S=Mus musculus OX=10090
GN=Chordc1 PE=1 SV=1

U5 small nuclear ribonucleoprotein 200 kDa
helicase 0S=Mus musculus 0X=10090
GN=Snrnp200 PE=1 SV=1

Surfeit locus protein 6 0S=Mus musculus
0OX=10090 GN=Surfé6 PE=1 SV=1

Albumin OS=Mus musculus 0X=10090 GN=Alb
PE=1SV=3

Tubulin alpha chain-like 3 0S=Mus musculus
0OX=10090 GN=Tubal3 PE=2 SV=2

Cathepsin B 0S=Mus musculus OX=10090
GN=Ctsb PE=1 SV=2

40S ribosomal protein $29 OS=Mus musculus
0X=10090 GN=Rps29 PE=1 SV=2

3530,168

167,1503

22573,28

1600,211

6268,567

26537,03

10602,29

3964,455

2570,62

263,8511

6239,262

481,7611

3589,932

25861,67

2776,326

1735,598

883,2014

570,8722

483,999

3082,854

271,2926

24559,7

1759,933

4475,767

27394,65

8454,938

3990,161

3057,912

267,9168

3894,925

344,2373

2752,76

15566,83

3006,075

1538,081

838,2654

718,0727

378,7705

2605,165

203,4596

25142,69

1584,747

2542,782

29552,67

7817,058

3254,343

2655,584

201,213

4752,708

550,547

2593,263

26812,57

3187,666

1537,363

1564,1

701,1846

509,7383

1771,235

80,76221

23829,69

1697,754

4480,539

24698,67

8938,741

2703,962

3514,617

275,8633

4491,793

360,6204

1678,108

16905,17

3224,904

1158,665

698,4264

738,6038

407,3079

2284,082

74,24541

27813,95

1984,018

2700,385

23196,09

9058,749

3700,67

2105,193

744,1861

4915,255

634,5853

3021,906

28696,36

3150,639

1721,06

1156,35

1043,146

612,4785

2391,119

240,7335

22386,52

1680,938

5013,389

25119,71

8250,447

2768,7

1713,648

279,4637

3322,334

472,1338

1538,586

30709,47

2870,042

1902,503

1154,417

921,8941

360,8983

2195,741

274,7888

23349,36

1834,797

3467,36

25507,04

7351,211

1810,751

1508,196

207,6567

3067,327

579,6412

1801,345

25687,56

2245,164

1374,869

1298,981

1577,315

845,8588

1911,586

65,61792

25826,85

1604,726

3566,315

24381,66

6155,555

2152,25

1687,298

297,8009

3552,487

527,905

1835,913

22413,23

3027,126

1204,928

884,4808

925,9656

861,5638



Q3UGM2;K3W4R8

P61458

088325

Q8BP92

Q9WUA3;D3YUA3;F6YL81;Q8C60
5

Q52KB6

Q8CBY8

035130

Q3UHD3

QOVBL3

Q80uU93

Q9CRC8;A0A0R4J0W6E

Q5SWP3;H3BKC6
Q9JHW2;A0A338P6G0;A0A338P7
Al

055125;Q55VG6

Q91VM9;D37636;G8IL76

E5FYH1

AOA140LIY9

13

11

46

13

10

47

32

26

50

20

19

15

23,5205

40,2453

86,4415

72,8524

351,6135

28,9923

73,6057

22,0448

47,8237

300,0024

202,3306

168,3619

328,9668

13,4951

124,1785

142,3381

13,8882

48,3034

0,146081

0,147109

0,148013

0,148189

0,148198

0,148654

0,150603

0,151112

0,15147

0,151516

0,15186

0,152058

0,152929

0,152971

0,153155

0,153519

0,15356

0,1536

1,429715

1,209057

1,124614

1,167847

1,154531

1,512506

1,616404

1,52083

1,375438

1,355973

1,595495

1,389389

1,286432

1,888819

1,213988

1,354174

1,343717

2,538913

Serine/threonine-protein kinase Nek10
0S=Mus musculus OX=10090 GN=Nek10 PE=2
Sv=2

Pterin-4-alpha-carbinolamine dehydratase
0S=Mus musculus 0X=10090 GN=Pcbd1 PE=1
SvV=2

Alpha-N-acetylglucosaminidase OS=Mus
musculus OX=10090 GN=Naglu PE=1 SV=1
Reticulocalbin-2 0S=Mus musculus 0X=10090
GN=Rcn2 PE=1 SV=1

ATP-dependent 6-phosphofructokinase,
platelet type OS=Mus musculus OX=10090
GN=Pfkp PE=1 SV=1

C2 domain-containing protein 3 0S=Mus
musculus OX=10090 GN=C2cd3 PE=1 SV=3
Dynactin subunit 4 0S=Mus musculus
0X=10090 GN=Dctn4 PE=1 SV=1

Ribosomal RNA small subunit
methyltransferase NEP1 OS=Mus musculus
0X=10090 GN=Emg1 PE=1 SV=1
Microtubule-associated tumor suppressor
candidate 2 homolog OS=Mus musculus
0X=10090 GN=Mtus2 PE=1 SV=1
RNA-binding protein 15 0S=Mus musculus
0X=10090 GN=Rbm15 PE=1 SV=1

Nuclear pore complex protein Nup214 OS=Mus
musculus OX=10090 GN=Nup214 PE=1 SV=2
Leucine-rich repeat-containing protein 40
0S=Mus musculus OX=10090 GN=Lrrc40 PE=1
Sv=2

NAC-alpha domain-containing protein 1
0S=Mus musculus 0X=10090 GN=Nacad PE=1
Sv=1

Omega-amidase NIT2 OS=Mus musculus
0X=10090 GN=Nit2 PE=1 SV=1

Protein NipSnap homolog 1 OS=Mus musculus
0X=10090 GN=Nipsnapl PE=1 SV=1

Inorganic pyrophosphatase 2, mitochondrial
0S=Mus musculus OX=10090 GN=Ppa2 PE=1
Sv=1

Protein TOPAZ1 OS=Mus musculus OX=10090
GN=Topazl PE=2 SV=1

Glutamine-rich protein 2 0S=Mus musculus
0X=10090 GN=Qrich2 PE=1 SV=1

116,1983

3272,923

1343,104

3063,293

15102,48

3287,146

2583,895

1471,14

2008,26

1355,942

764,8651

945,7359

2257,658

419,0586

9374,425

1282,625

1093,535

148,2904

3092,817

1266,523

2924,698

14789,16

4393,966

2754,119

2062,812

1643,766

1676,135

1361,195

1500,981

3440,025

302,2278

9554,056

1190,263

595,2714

6,797265

168,6818

2399,853

1502,999

2534,177

14152,04

3367,951

2115,996

1860,803

1007,867

1022,438

1126,329

1512,261

3096,732

597,4874

7009,515

1357,863

751,7893

0,802532

114,8507

2887,887

1544,941

2567,22

13047,4

2740,756

2364,465

2166,265

1374,72

1689,067

941,8161

1101,971

3123,842

187,4319

8148,558

1134,789

789,3426

58,01136

141,5873

2577,521

1331,162

2918,627

14545,67

4720,484

2332,864

917,5555

1657,642

1321,824

401,7296

540,4408

3230,782

372,843

8192,381

1519,156

822,8569

13,617

271,5152

3255,047

1493,875

3716,533

10328,76

3154,54

1659,006

2222,274

2419,64

908,3582

1105,883

1197,689

2349,162

672,8386

10698,64

1474,427

737,1283

64,81586

137,0657

2805,147

1552,052

3097,947

11550,81

2526,508

571,3316

1961,613

1478,097

1398,179

1130,585

1018,974

1898,875

1164,466

7747,771

1369,013

780,9049

13,87307

233,3459

3437,194

1559,742

3217,604

13024,35

2026,004

1511,067

1639,207

2437,558

1163,606

732,3755

1034,596

1785,769

634,8024

8365,43

1254,386

962,2963

26,74271



Q8R5H1
Q61831;A0A0G2JEJ8;A0A0G2)G6
9;A0A0G2JGL2;A0A5F8MP75;E9Q
N59;Q3TQZ7;Q80W80;Q8CoD4

Q3U319;A0A0U1RPJ4;A0A0X1KG
60

Q8C165

P70670;Q60817

Q8K4X7

Q99KE1

Q8C627

Q8R2U4;A0A0A6YX97;A0A0A6YX
Y1;A2APZ3

Q8BX17

Q60715;E9Q7B0

P48967;A0A494BAB9

AOA140LIX9

Q97277

Q8BHC1

Q99N87

QoCY73

20

11

103

27

10

45

23

69

16

23

20

14

1

107,6281

66,0618

17,1101

19,5965

756,0257

25,4654

188,9245

54,2551

47,8692

247,0838

149,0536

39,5078

24,9585

374,9853

131,1988

123,0843

39,7956

0,153682

0,153703

0,154087

0,154982

0,155328

0,155668

0,15582

0,156049

0,156209

0,156959

0,156976

0,157534

0,157645

0,157688

0,158355

0,158645

0,158684

1,615495

1,832963

1,429594

14,00838

1,197116

1,39874

1,31647

2,308075

1,219607

1,818837

1,289755

2,231688

1,605124

1,293135

1,738598

1,892231

3,61519

Ubiquitin carboxyl-terminal hydrolase 15

0S=Mus musculus 0X=10090 GN=Usp15 PE=1 1774,299
Sv=1
Mitogen-activated protein kinase 10 0S=Mus 69,80749
musculus OX=10090 GN=Mapk10 PE=1 SV=2
E3 ubiquitin-protein ligase BRE1B OS=Mus

434,2503

musculus OX=10090 GN=Rnf40 PE=1 SV=2
N-fatty-acyl-amino acid synthase/hydrolase
PM20D1 0S=Mus musculus OX=10090 0
GN=Pm20d1 PE=1 SV=1

Nascent polypeptide-associated complex
subunit alpha, muscle-specific form 0S=Mus
musculus OX=10090 GN=Naca PE=1 SV=2
1-acyl-sn-glycerol-3-phosphate acyltransferase
delta 0S=Mus musculus OX=10090 GN=Agpat4 721,2479
PE=1SV=1

NAD-dependent malic enzyme, mitochondrial

26796,2

0S=Mus musculus 0X=10090 GN=Me2 PE=1 2816,583
Sv=1
Protein FAM221B 0S=Mus musculus OX=10090

1487,989

GN=Fam221b PE=2 SV=1

N-terminal Xaa-Pro-Lys N-methyltransferase 1
0S=Mus musculus OX=10090 GN=Ntmt1 PE=1 889,7377
SvV=3

Gem-associated protein 5 0S=Mus musculus

0X=10090 GN=Gemin5 PE=1 SV=2 1231,924
Prolyl 4-hydroxylase subunit alpha-1 0S=Mus

256,6817
musculus OX=10090 GN=P4hal PE=1 SV=2
M-phase inducer phosphatase 3 0S=Mus

5399,769

musculus 0X=10090 GN=Cdc25c PE=2 SV=2

Cilia and flagella-associated protein 99 OS=Mus 242,0469
musculus OX=10090 GN=Cfap99 PE=1 SV=1
Tyrosine-protein kinase BAZ1B OS=Mus
musculus OX=10090 GN=Baz1b PE=1 SV=2
Ras-related protein Rab-39B OS=Mus musculus
0X=10090 GN=Rab39b PE=1 SV=1

28S ribosomal protein S5, mitochondrial
0S=Mus musculus OX=10090 GN=Mrps5 PE=1  60,42488
Sv=1

39S ribosomal protein L44, mitochondrial

0S=Mus musculus 0X=10090 GN=Mrpl44 PE=1 39,72915
Sv=3

5483,526

841,1576

2055,453

79,54221

484,9999

212,2933

24989,34

517,2078

2690,297

1024,605

783,8819

628,0699

314,2584

5871,671

239,3491

4803,497

787,4434

185,1614

279,113

2220,769

152,1405

768,0764

538,5357

25914,42

466,1309

2371,056

499,6363

862,4915

557,8924

207,2458

7236,682

216,5502

4751,558

795,9047

218,4316

453,3693

1701,674

80,4832

772,3406

120,2326

19179,58

599,8154

2460,924

435,8281

658,4685

655,2602

351,4501

4145,635

387,8674

4168,825

609,4973

142,0748

86,32906

2317,754

41,99579

614,0427

39,45606

27325,91

761,2289

2653,268

404,3347

591,8088

674,3841

368,8446

278,0572

147,3338

5190,849

1527,349

130,9258

393,2886

803,9988

35,2478

836,9991

44,72753

20238,11

949,3732

3621,212

844,4851

715,1699

563,2471

273,0884

5494,377

143,0208

5808,471

1197,948

157,3922

756,6787

433,8968

31,09093

938,5474

128,5949

24624,08

723,4222

3735,48

170,2961

811,1042

1637,432

299,4783

5333,548

156,7642

8328,992

707,5428

36,14219

38,75929

1243,001

122,5356

798,5725

15,65101

21881,59

789,2347

2245,049

198,8567

501,2686

617,0542

390,1828

3263,448

257,5118

5509,453

690,4613

99,70836

1029,007



Q6P1B1;A0A494BBG8;Q3UES2;54
R113;S4R228
P46061;A0A2R8VHK9;A0A2R8W7
53

Q61205;D372X5;D3Z7E6

FEXLV1

AOA571BGG5

070252;D3YX62

Q8R2N2

ESQAT9;Q9ERP3

Q972V5;A0A1B0GX25;B1AUAS8

A9Z1V5

B1ARD8;AO0A5H1ZRL2;E9Q0R4

Q8CbM1

Q9QXA5;A0A1B0GQZ9;A0A1BOG

RR9;D3YTP8;Q9CY46

Q80u28

Q9Cx34

P47758

Q61361

Q922R8;F7DBQO;Q3TMLO

P97315

47

14

56

17

14

35

22

31

56

11

16

19

1

273,2608

339,5941

61,7969

290,3837

9,0562

105,3707

78,6189

9,1919

28,4728

20,5832

48,0629

222,1752

50,5764

32,8912

136,3983

211,2064

24,9072

333,2428

51,7431

0,158701

0,159457

0,161019

0,162597

0,162743

0,162781

0,162784

0,16421

0,164316

0,164944

0,164987

0,165072

0,165372

0,16559

0,16561

0,165783

0,165891

0,166234

0,166398

1,183109

1,21151

1,187364

1,864905

1,774422

1,18107

1,311915

1,756227

3,237729

7,84368

1,799115

1,200066 2 0S=Mus musculus OX=10090 GN=Atad2 PE=1

1,219309

1,513722

1,301184

1,166672

2,518208

1,271374

1,888129

Xaa-Pro aminopeptidase 1 0S=Mus musculus
0X=10090 GN=Xpnpep1 PE=1 SV=1

Ran GTPase-activating protein 1 0S=Mus
musculus OX=10090 GN=Rangap1 PE=1 SV=2
Platelet-activating factor acetylhydrolase IB
subunit alphal OS=Mus musculus 0X=10090
GN=Pafah1b3 PE=1 SV=1

Ciliary rootlet coiled-coil protein 2 0S=Mus
musculus OX=10090 GN=Crocc2 PE=3 SV=2
Dystonin (Fragment) OS=Mus musculus
0X=10090 GN=Dst PE=1 SV=1

Heme oxygenase 2 0S=Mus musculus
0X=10090 GN=Hmox2 PE=1 SV=1

U3 small nucleolar RNA-associated protein 4
homolog OS=Mus musculus OX=10090
GN=Utp4 PE=2 SV=3

Tripartite motif-containing protein 54 OS=Mus

musculus OX=10090 GN=Trim54 PE=1 SV=1
Histone deacetylase 6 OS=Mus musculus
0X=10090 GN=Hdac6 PE=1 SV=3

von Willebrand factor A domain-containing
protein 5B1 OS=Mus musculus OX=10090
GN=Vwa5b1l PE=2 SV=1

Schlafen family member 8 0S=Mus musculus
0X=10090 GN=SIfn8 PE=2 SV=1

ATPase family AAA domain-containing protein

Sv=1

U6 snRNA-associated Sm-like protein LSm4
0S=Mus musculus OX=10090 GN=Lsm4 PE=1
Sv=1

MAP kinase-activating death domain protein
0S=Mus musculus 0X=10090 GN=Madd PE=1
SV=2

Protein SGT1 homolog OS=Mus musculus
0X=10090 GN=Sugtl PE=1 SV=3

Signal recognition particle receptor subunit
beta 0S=Mus musculus OX=10090 GN=Srprb
PE=1SVv=1

Brevican core protein 0S=Mus musculus
0X=10090 GN=Bcan PE=1 SV=2

Protein disulfide-isomerase A6 OS=Mus
musculus OX=10090 GN=Pdia6 PE=1 SV=3
Cysteine and glycine-rich protein 1 0S=Mus
musculus OX=10090 GN=Csrp1 PE=1 SV=3

8924,402

23303,43

7118,639

2707,522

181,6153

2493,822

1911,65

1461,322

3,162169

32,77377

306,5075

2005,012

177,2585

804,5187

10418,36

4,753921

11152,18

247,9506

9986,993

19451,88

6134,827

2097,568

436,1795

1776,261

2841,659

1173,221

22,25802

15,13157

192,9803

323,4005

2065,893

183,8614

686,9051

10401,21

11919,51

156,0979

9931,735

15975,43

5186,595

2047,006

355,0809

2403,193

2439,113

556,939

13,72939

130,3979

354,4594

267,7582

2093,464

242,6876

873,2793

7976,364

9,911104

10878,78

270,4082

8952,102

15860,03

5322,104

6782,174

251,6396

2130,021

2108,52

1194,104

4,424391

10,61522

229,2362

280,8814

2422,535

310,4898

630,0242

9776,078

14,63557

8058,6

124,0927

9969,585

21151,38

6693,166

2133,518

83,36118

2344,745

2488,162

566,3743

5,93269

6,998849

341,2385

285,3637

2989,171

183,6988

909,8096

8769,66

10,78224

9999,177

171,2972

7177,717

18592,68

7432,25

2059,721

361,5248

2521,249

1709,025

941,7754

6,26939

94,73528

394,5179

407,2994

1930,138

314,2993

733,4035

11512,07

8,410372

13067,74

152,4293

9126,934

16899,71

6250,376

2464,5

448,1774

2401,896

1474,933

371,4257

7,724332

14,23103

366,7702

278,0954

2336,997

372,1461

1334,864

8633,54

16,55071

7159,9

26,92486

8202,82

16592,48

7838,556

1997,276

386,5723

2309,575

1417,474

617,5892

6,628332

0,263841

353,7662

270,0681

2125,07

444,6339

918,6143

9095,482

15,07037

11814,27

202,7561



Protein O-glucosyltransferase 2 0S=Mus

Q9IHP7 7 2 33,0587 0,166497 1,770786 musculus OX=10090 GN=Poglut2 PE=1 SV=1 369,6279 397,3692 736,9117 603,6367 379,0626 244,8008 81,21125 485,1004
Ubiquitin carboxyl-terminal hydrolase 10
25 5 158,5491 0,166618 1,145942 OS=Mus musculus OX=10090 GN=Usp10 PE=1 4520,842 4464,396 4434,286 4138,944 4728,284 4457,54 3821,064 3946,179
P52479 Sv=3
H-2 class | histocompatibility antigen, K-W28
20 2 125,4276 0,166786 1,112146 alpha chain 0S=Mus musculus OX=10090 2525,635 2734,425 2305,168 2776,439 2267,617 2808,598 2558,969 2754,363
P03991;P14428 GN=H2-K1 PE=1 SV=2
2 1 10,7365 0,166982 1,334211 HEAT repeat-containing 4 0S=Mus musculus 96543,83 100313,2 100700,2 67958,22 106240,9 76546,07 73561,69 63265,98
ESQ357 ! ! ! 0X=10090 GN=Heatr4 PE=4 SV=2 ! ! ! ! ! ! ! !
10 6 46,4859 0,167665 1,248001 405 ribosomal protein 523 0S=Mus musculus 3528,966 3422,395 3675,729 3974,544 3702,583 2881,424 2046,707 3069,302
P62267 ! ! ! 0X=10090 GN=Rps23 PE=1 SV=3 ! ! ! ! ! ! ! !
Developmentally-regulated GTP-binding
17 4 117,1719 0,168472 1,165671 protein 2 0S=Mus musculus OX=10090 5388,35 5322,448 5405,909 4521,373 3990,819 5306,765 4207,927 4199,378
Q9QxB9 GN=Drg2 PE=1SV=1
Galactokinase OS=Mus musculus OX=10090
QIRONO 12 3 74,113  0,168844 1,212605 GN=Galk1 PE=1 SV=2 2508,214 2533,999 2238,655 2327,231 3621,087 2609,181 2515,361 2411,782
Ribosome biogenesis protein SLX9 homolog
7 1 37,9933  0,16935 1,284447 OS=Mus musculus OX=10090 GN=SIx9 PE=1 490,2997 441,2364 350,6632 429,3145 241,7396 416,7339 357,6511 316,3661
P58468 Sv=1
28 1 154,8718 0,169501 1,293934 Protein argonaute-2 0S=Mus musculus 2757,383 1626,644 1873,526 1567,149 1987,216 1256,681 1526,861 1306,882
Q8CIGO ! ! ! 0X=10090 GN=Ago2 PE=1 SV=3 ! ! ! ! ! ! ! !
Taperin 0S=Mus musculus OX=10090 GN=Tprn
A2AI08 3 1 13,8266 0,170257 1,16964 PE=1 SV=1 1050,279 808,3005 828,8782 805,0039 729,0536 894,819 714,5842 655,1259
U4/U6.U5 tri-snRNP-associated protein 2
30 9 187,1027 0,17097 1,145542 OS=Mus musculus OX=10090 GN=Usp39 PE=1 4241,912 4353,641 3460,903 3423,281 4266,3879 3872,897 3610,536 3666,166
Q3TIX9 Sv=2
Diacylglycerol kinase iota 0S=Mus musculus
D3YWQO 4 1 18,5823 0,171194 1,133943 OX=10090 GN=Dgki PE=1 SV=1 633,6586 612,5858 622,2145 750,0792 597,4316 486,2597 614,7536 610,7881
Selenocysteine-specific elongation factor
Q9JHW4;A0AON4SUV6;A0AON4S 5 1 31,0213 0,171203 2,254297 0S=Mus musculus OX=10090 GN=Eefsec PE=1  60,44576 95,84559 192,2092 3,886372 98,41599 118,6742 128,2479 226,8111
VA4 SV=2
3 1 21,7314 0,171272 1,415317 F-box only protein 2 0S=Mus musculus 1405,679 2127,371 1733,485 1943,527 1982,309 689,6051 1040,701 1381,693
Q80UW2 ! ! ! 0X=10090 GN=Fbxo02 PE=1 SV=1 ! ! ! ! ! ! ! !
6 1 50,6318 0,171412 2,25725 Replication protein A 32 kDa subunit OS=Mus 38,55753 181,8072 102,173 346,173 71,18004 283,8572 454,604 488,7731
Q62193;F6V8R7;Q3TE40 ! ! ! musculus OX=10090 GN=Rpa2 PE=1 SV=1 ! ! ! ! ! ! ! !
5 1 32,4289 0,171629 1,929481 Teashirt homolog 1 05=Mus musculus 152,239 30,98621 163,9868 243,5558 159,1216 138,0427 342,4989 404,2711
Q5DTH5;A0A494B920 ! ! ! 0X=10090 GN=Tshz1 PE=1 SV=2 ! ! ! ! ! ! ! !
Rho guanine nucleotide exchange factor 19
10 1 62,8184 0,172055 1,283404 OS=Mus musculus OX=10090 GN=Arhgef19 814,354 964,0611 904,1116 900,9488 678,3947 841,5041 716,1424 925,7846
Q8BWAS;A2A832 PE=1SVv=1
LETM1 domain-containing protein 1 0S=Mus
Q92411 26 5 178,4421 0,172156 1,455858 musculus OX=10090 GN=Letmd1 PE=1 SV=1 2056,404 2516,742 1595,56 2960,538 1273,787 2346,617 998,5508 1651,739

VPS10 domain-containing receptor SorCS2
10 3 46,1043 0,172773 1,153784 OS=Mus musculus OX=10090 GN=Sorcs2 PE=1 424,8374 444,0793 458,7599 449,3191 466,0395 319,649 458,4661 416,2505
Q9EPR5 Sv=2



E9Q7P1
AOAG6I8MWZ2;A0A087WPC7;A0A
087WQ94;A0A087WQMO;A0A08
7WQS0;A0A087WRUO;A0A1D5R
M59;E9Q0S6;Q9DBT6
035864;A0A087WQ60;A0A087W
QA8

088696

Q69776;A0A0N4SWB9;F8WJ98

Q8K114;A0A0R4J0J5

B1AR17;E9Q614;F7C528;Q3UFY8

AOA1Y7VMES

Q69798;G3UWV4;G3UXM5;G3UY

N4;G3UZ19;G3UZN4

AOA087WNN1;Q8BVM7

Q9ROMO

P62889;A0A213BQF4
Q3U1J4;A0A494B987;A0A494BAF
6;,A0A494BBJ6

Q9QZ23;A0A0N4SUHS;D32285
Q80WI7;E9PUX0;F6QFT1;F6QHD
1;F6ZQLO;F6ZSGO

Q99N32

P97493;A2A439;G3UX99;G3UZY2
088712;A0A0J9YTW3;A0A0J9YUE
2;A0A0J9YU66;A0A0J9YUM4;A0A
0J9YURS5;A0A0J9YVI3

13

16

14

72

45

10

18

59

10

34

15

10

65,9441

78,7592

26,5645

97,7719

35,9947

34,6036

482,0012

258,1167

54,9625

28,095

44,7717

93,6729

355,1886

77,893

207,9057

25,0627

37,1889

81,6949

0,173581

0,173585

0,173888

0,174474

0,175029

0,175279

0,175308

0,176539

0,177281

0,177567

0,177891

0,179061

0,179226

0,179269

0,179296

0,179358

0,179721

0,179757

1,925311

1,656732

1,446626

1,351814

1,244199

1,338028

1,711831

1,829374

1,601979

1,573985

1,294756

1,22127

1,268702

1,614997

1,574305

1,345087

1,581531

1,852791

Collagen, type XXII, alpha 1 0S=Mus musculus
0X=10090 GN=Col22a1 PE=1 SV=1

Tensin 1 0S=Mus musculus 0X=10090
GN=Tnsl1 PE=1 SV=1

COP9 signalosome complex subunit 5 0S=Mus
musculus OX=10090 GN=Cops5 PE=1 SV=3
ATP-dependent Clp protease proteolytic
subunit, mitochondrial 0S=Mus musculus
0X=10090 GN=Clpp PE=1 SV=1
Transmembrane and coiled-coil domains
protein 1 0S=Mus musculus OX=10090
GN=Tmccl PE=1 SV=2

Integrator complex subunit 9 0S=Mus
musculus OX=10090 GN=Ints9 PE=1 SV=1
DNA helicase 0S=Mus musculus 0X=10090
GN=Chd3 PE=1SV=1

Kinase D-interacting substrate 220 OS=Mus
musculus OX=10090 GN=Kidins220 PE=1 SV=1
Serine/threonine-protein kinase BRSK2
0S=Mus musculus OX=10090 GN=Brsk2 PE=1
Sv=2

Flagellum-associated coiled-coil domain-
containing protein 1 0S=Mus musculus
0OX=10090 GN=Flaccl PE=4 SV=1

Cadherin EGF LAG seven-pass G-type receptor
2 0S=Mus musculus OX=10090 GN=Celsr2 PE=1
Sv=3

60S ribosomal protein L30 OS=Mus musculus
0X=10090 GN=RplI30 PE=1 SV=2

DNA damage-binding protein 1 0S=Mus
musculus OX=10090 GN=Ddb1 PE=1 SV=2
NFU1 iron-sulfur cluster scaffold homolog,
mitochondrial 0S=Mus musculus OX=10090
GN=Nful PE=1 SV=2

Protein LYRIC OS=Mus musculus OX=10090
GN=Mtdh PE=1 SV=1

Beta-klotho OS=Mus musculus 0X=10090
GN=Klb PE=1 SV=1

Thioredoxin, mitochondrial 0S=Mus musculus
0X=10090 GN=Txn2 PE=1 SV=1

C-terminal-binding protein 1 0S=Mus musculus
0X=10090 GN=Ctbp1 PE=1 SV=2

2739,812

2479,927

349,0112

3563,079

1005,989

1009,057

1851,972

459,4206

72,72397

2991,971

3102,847

26151,87

9794,699

186,0143

3491,601

345,9679

441,2902

795,2706

1627,358

2243,525

297,6955

5513,13

1077,131

1364,667

1686,547

450,5845

91,94025

2309,88

2262,115

22384,89

9262,943

200,9526

2817,89

506,6611

674,969

552,2705

1553,885

2350,913

308,0184

6020,149

958,5626

1106,334

1934,97

184,3995

95,35597

3281,594

2112,925

23283,91

8583,28

433,3273

3788,362

443,0601

458,4656

562,0962

4981,453

2559,192

334,8804

4325,768

1374,498

1335,431

1272,161

281,5191

116,4098

1661,316

3346,913

18638,49

8559,678

364,7993

5585,36

740,283

238,3373

1261,193

2046,383

3457,091

448,2536

2166,883

1163,994

933,3999

2359,495

381,8104

21,96277

1941,284

2998,459

28034,5

9199,292

304,0277

2958,676

736,5478

490,2146

561,5922

1390,631

2850,456

280,2559

4632,824

1228,543

1299,776

1746,216

264,5801

78,24902

2164,279

2250,91

23244,51

7418,314

270,0438

2133,02

540,786

558,969

542,3473

2704,092

2890,902

665,9092

3010,316

1560,222

842,3689

5405,474

111,6294

70,19712

887,148

2246,728

26967,8

4519,012

217,9052

1990,754

526,2989

308,3669

142,3658

1601,485

6761,775

471,1584

4814,482

1541,847

939,1067

2036,232

485,6798

64,56912

1516,094

2496,959

19099,39

7396,956

266,6146

2879,541

683,8283

219,693

465,0754



Mitochondrial Rho GTPase 1 0S=Mus musculus

Q8BG51;H3BKL2;H3BL14 17 2 105,2644 0,179788 1,551647 OX=10090 GN=Rhot1 PE=1 SV=1 175,8917 101,217 342,8092 137,0956 224,1943 192,5682 136,7618 353,757
Cilia- and flagella-associated protein 43
9 1 38,2668 0,179795 2,998871 OS=Mus musculus OX=10090 GN=Cfap43 PE=1 193,8792 93,44817 511,8769 173,6852 320,0895 605,6406 31,84876 596,6197
E9Q7R9 Sv=1
Paralemmin-1 OS=Mus musculus OX=10090
Q970P4;A0AIW2P831,Q3UZP7 18 4 113,645 0,179831 1,730227 GN=Palm PE=1 SV=1 1089,604 434,727 901,1499 1334,969 510,0591 511,4882 502,6845 649,1534
ATP-binding cassette sub-family D member 3
35 11 219,7494 0,180533 1,22049 0OS=Mus musculus OX=10090 GN=Abcd3 PE=1 5627,047 5781,185 4707,422 6247,96 5303,639 6995911 5968,456 7783,438
P55096;A0A0G2JDI9 SvV=2
QBBHD7,G3UXZ8;G3UY95,G3UZ0 26 2 155,6051 0,18078 1,76479 Polypyrimidine tract-binding protein 3 05=Mus 96,16311 117,4711 106,3562 186,2056 139,6907 138,6037 368,4102 246,6249
1 ! ! ! musculus OX=10090 GN=Ptbp3 PE=1 SV=1 ! ! ! ! ! ! ! !
Unconventional myosin-lb 0S=Mus musculus
P46735;D3YV80;Q7TQD7 62 1 345,2303 0,181414 1,496848 OX=10090 GN=Myo1b PE=1 SV=3 453,2726 444,1989 269,5455 421,4294 538,2545 539,5268 452,134 407,6516
QBCB54;A2ATPS;AZATPE;FEXIAL; 36 15 250,7108 0,181501 1,172047 Myelin expression factor 2 0S=Mus musculus 18543,42 16840,73 13307,8 17302,22 19529,61 20661,08 17156,59 17071,51
G8JL68 ! ! ! 0X=10090 GN=Myef2 PE=1 SV=1 ! ! ! ! ! ! ! !
9 1 48,7645 0,181974 1,312176 Lysine-specific demethylase 38 OS=Mus 3344,252 3027,443 2278,769 3292,049 2506,271 3032,04 3644,994 4146,296
Q6ZPY7 ! ! ! musculus OX=10090 GN=Kdm3b PE=1 SV=3 ! ! ! ! ! ! ! !
Serine/threonine-protein phosphatase 2A 56
15 3 81,1915 0,182203 1,399431 kDa regulatory subunit 0S=Mus musculus 629,1855 609,7615 813,9243 890,392 355,0521 763,4152 596,154 713,6113
Q91V89;Q7TNL5 0X=10090 GN=Ppp2r5d PE=1 SV=1
Kinesin-like protein KIF20B OS=Mus musculus
Q80WE4;A0A286YCY3 19 1 90,6912 0,182861 2,277879 OX=10090 GN=Kif20b PE=1 SV=3 39,09557 126,7164 216,1397 280,1987 55,62126 344,3435 275,8128 384,8536
Actin-related protein 2/3 complex subunit 5-
4 1 17,313  0,183221 1,211012 like protein 0S=Mus musculus OX=10090 18966,98 11829,15 11785,56 13047,34 14330,39 19827,95 17108,45 16100,65
Q9oD898 GN=Arpc5| PE=1 SV=1
AOAOU1RQ57;A0A0U1RNI6;A0AC CDP-diacylglycerol--inositol 3-
U1RP13;A0A0U1RP60;A0AOU1RP 5 2 14,828  0,183779 1,252941 phosphatidyltransferase 0S=Mus musculus 157,623 207,2359 178,8172 260,9313 200,8872 263,1805 252,9371 291,121
V3;Q8VDP6 0X=10090 GN=Cdipt PE=1 SV=1
Vesicle transport protein SEC20 OS=Mus
Q6QD59;B81)14;F7C279 8 1 37,8384 0,184183 4,657068 musculus OX=10090 GN=Bnip1 PE=1 SV=1 3662,661 275,3614 318,5016 852,7478 136,7726 309,5126 191,4962 459,3192
Cleavage stimulation factor subunit 2
5 1 35,915 0,184257 2,024799 (Fragment) OS=Mus musculus OX=10090 322,6729 276,3877 300,7759 1051,302 265,3736 264,4483 243,7698 190,0294
A2AEK3;F6ZKC7 GN=Cstf2 PE=1 SV=1
Succinate--CoA ligase [ADP/GDP-forming]
25 5 153,8187 0,185071 1,641399 subunit alpha, mitochondrial 0S=Mus 3686,092 1234,92 1837,898 1118,96 2143,429 3021,435 5373,184 2392,678
Q9WUMS5;A0A0N4SVU4 musculus OX=10090 GN=Suclgl PE=1 SV=4
Hephaestin 0S=Mus musculus OX=10090
Q97074;A2A162 3 1 14,1778 0,18525 1,386014 GN=Heph PE=1 SV=3 1763,28 1025,792 976,3216 1521,376 1029,191 1028,443 934,8159 821,9192
NADH dehydrogenase (ubiquinone) complex |,
4 1 24,3308 0,185326 1,479187 assembly factor 6 0S=Mus musculus OX=10090 811,4839 974,3668 1500,359 888,5268 851,6601 1492,44 1484,222 1279,464
A2AIL4 GN=Ndufaf6 PE=1 SV=1
Importin-4 OS=Mus musculus OX=10090
17 5 93,3498 0,185675 1,224793 2074,511 2284,283 1765,434 1698,819 2415,818 1993,255 2034,706 2345,12

Q8VI175;Q5U4C5 GN=lpo4 PE=1 SV=1



Q9CYH6

Q6PGH2

Q8CFX3;E0CXD4

A2AG30

P08122

Q6NWV3;E9Q9G8;S4R282

Q8BzQ7

088271

Q6P5F9;A2AKT6;FEYALL

Q8K3X4

QoJjus
E9Q7G0;A0A1BOGSH2;A0A1B0OGS
W3;A0A1B0OGT38;A0A1BOGT61;F
6ZQA3

P53994;G3UXQ7;G3V022
Q9DAV6

P35762;A0A140LJLO

Q9D7M1

P49717;A0A2R8VHP7

Q62095

32

23

33

16

17

49

170

22

55

60

12

30

15

211,6995

21,1336

130,2412

9,8494

184,6774

81,8274

52,6385

93,0704

410,1951

29,3271

10,625

1117,9441

166,9429

24,1519

22,6077

24,3137

372,5753

375,4297

0,18579

0,186136

0,18635

0,187204

0,187437

0,187898

0,188216

0,188434

0,188514

0,188524

0,188579

0,18874

0,188875

0,189184

0,189322

0,189465

0,189815

0,19007

1,109857

1,38361

1,310893

1,509685

1,229474

1,698971

2,15083

1,797813

1,155152

1,926992

1,20756

1,82791

1,106167

5,687223

1,176327

1,305776

1,190307

1,183271

Ribosome biogenesis regulatory protein
homolog OS=Mus musculus OX=10090
GN=Rrs1 PE=1 SV=1

Jupiter microtubule associated homolog 2
0S=Mus musculus OX=10090 GN=Jpt2 PE=1
Sv=1

Protocadherin 1 0S=Mus musculus 0X=10090
GN=Pcdh1 PE=1 SV=1

DnaJ homolog subfamily B member 5 0S=Mus
musculus OX=10090 GN=Dnajb5 PE=1 SV=1
Collagen alpha-2(1V) chain 0S=Mus musculus
0X=10090 GN=Col4a2 PE=1 SV=4
Intraflagellar transport protein 122 homolog
0S=Mus musculus OX=10090 GN=Ift122 PE=1
Sv=1

Anaphase-promoting complex subunit 2
0S=Mus musculus OX=10090 GN=Anapc2 PE=1
SvV=2

Craniofacial development protein 1 0S=Mus
musculus OX=10090 GN=Cfdp1 PE=1 SV=1
Exportin-1 OS=Mus musculus OX=10090
GN=Xpol PE=1 SV=1

Probable E3 ubiquitin-protein ligase IRF2BPL
0S=Mus musculus OX=10090 GN=Irf2bpl PE=1
Sv=1

SH3 domain-binding glutamic acid-rich-like
protein 0OS=Mus musculus OX=10090
GN=Sh3bgrl PE=1 SV=1

Nuclear mitotic apparatus protein 1 0S=Mus
musculus OX=10090 GN=Numal PE=1 SV=1
Ras-related protein Rab-2A OS=Mus musculus
0X=10090 GN=Rab2a PE=1 SV=1

R86 OS=Mus musculus OX=10090
GN=Serpinb9b PE=1 SV=1

CD81 antigen 0S=Mus musculus 0X=10090
GN=Cd81 PE=1 SV=2

Glucose-induced degradation protein 8
homolog OS=Mus musculus OX=10090
GN=Gid8 PE=1 SV=1

DNA replication licensing factor MCM4
0S=Mus musculus 0X=10090 GN=Mcm4 PE=1
Sv=1

ATP-dependent RNA helicase DDX3Y OS=Mus
musculus OX=10090 GN=Ddx3y PE=1 SV=2

3509,812

822,5772

2340,978

2461,17

1145,019

97,01749

126,7839

187,6922

13119,72

51,38803

1744,335

14495,66

3802,77

1840,619

2519,174

13619,89

2525,598

3262,054

587,4255

2843,202

2058,378

866,0737

93,36896

73,16808

122,6236

14566,8

169,5492

2445,469

5382,427

3153,573

46,34085

1928,985

2961,988

10715,33

2203,53

2905,521

343,6444

2692,985

1286,419

814,4517

368,7691

46,84692

135,4728

11436,96

169,1122

2506,953

5862,855

3219,18

149,3074

1781,574

2699,378

11086,71

1956,285

3057,082

548,7336

3210,415

1738,228

822,9838

74,67787

152,7276

281,0485

12732,47

161,7453

2601,317

5630,369

3269,119

3,112301

1748,647

2360,916

8941,194

1898,117

3217,909

850,581

2230,601

1792,219

641,4159

244,4736

115,3183

233,816

15346,34

71,8589

2502,979

4722,765

3520,542

1559,966

2949,295

11332,87

1936,151

3391,337

580,9104

1458,997

1476,006

960,7541

145,0894

32,51335

143,8587

14815,22

59,59207

2006,312

4688,962

4165,93

2076,874

1862,036

8947,419

2329,255

2874,194

835,7089

2243,372

1088,197

648,9813

372,6442

19,15789

498,2869

12497,58

64,80434

2583,094

3223,156

3672,038

22,12294

1367,518

2240,414

9264,064

1870,318

2849,655

697,0356

2525,066

799,3264

716,3998

115,1026

51,35792

353,2245

12569,59

90,095

2656,459

4527,511

3513,508

18,90449

1521,325

2018,275

8562,709

1787,082



Interferon regulatory factor 2-binding protein 2

22 4 139,5047 0,190729 1,368005 OS=Mus musculus OX=10090 GN=Irf2bp2 PE=1 2255,209 1906,747 1512,048 1284,106 2026,966 1780,737 2741,338 1530,183
E9Q1P8 Sv=1

36 7 265,1827 0,191664 1,250512 26S proteasome regulatory subunit 6B 0S=Mus 8161,785 6406,498 6173,241 4786,718 4799,837 5987,91 4942,224 4684,263
P54775;A0A140LIZ5 musculus 0X=10090 GN=Psmc4 PE=1 SV=2

Fascin-2 0S=Mus musculus OX=10090
GN=Fscn2 PE=2 Sv=1
Heterogeneous nuclear ribonucleoprotein AO
18 5 132,1586 0,193346 1,569871 OS=Mus musculus OX=10090 GN=Hnrnpa0 6317,101 2867,706 3089,951 5927,396 4632,448 2979,88 3127,896 2637,286
Q9CX86 PE=1SV=1
Ras GTPase-activating protein-binding protein
41 13 305,7592 0,193556 1,245201 1 0S=Mus musculus OX=10090 GN=G3bp1 42040 34716,88 33930,6 32226,14 34785,01 30164,48 21031,2 28790,82
P97855 PE=1SV=1
Family with sequence similarity 184, member A
62 3 343,8561 0,193598 1,31617 0OS=Mus musculus OX=10090 GN=Fam184a 920,6528 737,9043 857,2201 636,744 849,9152 476,9133 622,1791 446,216
E9PW83;F6R487;F6RSY8;F6TU77 PE=1SV=1
Structural maintenance of chromosomes
flexible hinge domain-containing protein 1
0S=Mus musculus 0X=10090 GN=Smchd1
Q6P5D8 PE=1 SV=2
Lysophosphatidylserine lipase ABHD12
10 1 60,961 0,194478 1,669597 OS=Mus musculus OX=10090 GN=Abhd12 PE=1 1688,247 1825,131 861,7131 899,6226 1487,046 1765,856 3269,05 1260,138
Q99LR1;D6RFU2;F7BHMS8 Sv=2
Kallikrein-11 OS=Mus musculus OX=10090
GN=Klk11 PE=2 SV=1
Transmembrane protein 43 OS=Mus musculus
0X=10090 GN=Tmem43 PE=1 SV=1
39S ribosomal protein L14, mitochondrial
5 3 33,9777 0,195686 1,853276 0S=Mus musculus OX=10090 GN=Mrpl14 PE=1 89,22862 313,0243 364,5734 362,1821 131,4868 451,1606 442,398 351,7505
Q9D116 Sv=1
Signal recognition particle subunit SRP68
46 6 301,1627 0,195835 1,149211 OS=Mus musculus OX=10090 GN=Srp68 PE=1  6557,953 7417,035 5794,289 6902,933 7736,38 6813,799 7323,17 7073,976
Q8BMAG6;A2AAN2 Sv=2
Thioredoxin 0S=Mus musculus OX=10090
GN=Txn PE=1 SV=3

5 2 29,521 0,191978 1,75568 56,32676 44,37685 42,96954 28,72364 43,78785 52,79126 130,8299 75,26466

Q32M02

103 15 647,637 0,193785 1,978627 7534,213 6965,643 5659,995 5013,004 7116,648 6422,219 12713,69 5203,525

2 2 9,0196  0,194633 1,825019 2089,78 35443,74 31779,02 6685,928 16027,83 42130,79 43728,03 23095,87

Q9QYN3

14 1 75,9974 0,194874 1,446787 9090,177 6380,806 5990,057 4563,155 5639,228 6037,153 3887,863 3588,876

Q9DBS1

10 1 87,0453 0,196551 1,674076 225,2927 103,8655 711,9859 238,3262 577,1105 320,1477 486,2438 692,484

P10639

10 2 56,3858 0,19681 1,685137 Exosome complex exonuclease RRP42 0S=Mus 156,978 131,6139 231,064 195,5304 71,11191 180,8001 298,3675 265,0373
Q9DOMO musculus OX=10090 GN=Exosc7 PE=1 SV=2
Stomatin OS=Mus musculus OX=10090
GN=Stom PE=1 SV=3
Xaa-Pro dipeptidase OS=Mus musculus
0X=10090 GN=Pepd PE=1 SV=3
Heme-binding protein 1 0S=Mus musculus

Q9R257;A0A140T8)4 12 1 90,5804 0,197856 3,678304 0X=10090 GN=Hebp1 PE=1 SV=2 0 105,9681 188,1559 14,22049 63,98077 77,15127 92,31567 33,12426

28 13 153,9756 0,197011 1,257547 11699,7 9164,79 7551,285 7305,255 11224,07 10981,21 13861,96 8853,645

P54116

5 1 32,0037 0,197735 1,397189 2374939 3566,5 1962,21 2633,011 3131,7 1558,807 1473,131 2080,531

Q11136



C-1-tetrahydrofolate synthase, cytoplasmic

Q922D8;A0A1W2P733;A0A1W2P 53 11 395,7505 0,198203 1,275468 0S=Mus musculus OX=10090 GN=Mthfd1 PE=1 7306,968 6680,23 7256,683 7543,456 6126,88 6449,929 4519,007 8080,69
7L5 Ssv=4
40S ribosomal protein S25 0S=Mus musculus
AOALLISQAS;P62852 21 9 100,5704 0,198342 1,146758 OX=10090 GN=Rps25 PE=1 SV=1 3829,495 3756,708 3503,663 4056,476 3838,862 3210,902 4319,291 4260,385
Sodium/potassium-transporting ATPase
56 6 401,5544 0,199496 1,275451 subunit alpha-3 0S=Mus musculus OX=10090  3535,379 4083,488 2769,353 2541,573 3145,222 2608,469 2132,052 2251,682
Q6PIC6;A0A0G2JGX4;Q8VCEOD GN=Atpla3 PE=1SV=1
E9QK39;A2CEE5;A2CEE6;A2CEE7; Ribosomal protein S6 kinase 0S=Mus musculus
E9PUP0;Q7TPSO 10 1 54,9721 0,199849 1,134998 OX=10090 GN=Rps6ka6 PE=1 SV=1 2909,337 3845,357 3774,332 3491,499 4072,012 4189,046 3519,08 3515,948
Neuropilin-1 0S=Mus musculus 0X=10090
97333 21 3 121,7512 0,200123 1,449515 GN=Nrp1 PE=1 SV=2 220,8575 141,9268 246,1377 374,0674 277,3408 318,9553 289,288 249,1129
Small nuclear ribonucleoprotein E 0S=Mus
P62305;E9Q0WS;E9Q4F4 8 4 31,958 0,200176 1,225612 musculus OX=10090 GN=Snrpe PE=1 SV=1 419,7849 386,5487 559,1682 581,6261 420,4342 614,8041 587,7853 467,3145
A2AJ72;A0A0A6YVV5;A0A0A6YX7 Far upstream element (FUSE)-binding protein 3
6;A0A0A6YY39;A2A)71;F7AMA43; 39 5 228,0085 0,20079 1,332468 OS=Mus musculus OX=10090 GN=Fubp3 PE=1 8748,536 9062,987 6631,435 10330,4 5883,67 8285,129 6015,476 5912,688
Q3TIX6 Sv=1
Q8R3Y5;A0A087WRI8;A0AOR4J2B Uncharacterized protein C190rf47 homolog
5.GSESE3 8 1 36,427 0,201234 1,631338 0S=Mus musculus OX=10090 PE=1 SV=2 784,8106 208,302 307,9526 321,4898 639,1856 515,1893 1064,207 428,3532
P80318;E9Q133;F6Q609;F6ZVGS; T-complex protein 1 subunit gamma 0S=Mus
Q3U0I3 83 28 581,9774 0,201845 1,165893 musculus OX=10090 GN=Cct3 PE=1 SV=1 56910,06 55531,37 53616,04 49419,48 65215,68 45293,78 44436,42 52303,49
Q6ZPR5;A0A338P695;A0A338P6S Sphingomyelin phosphodiesterase 4 0S=Mus
3.A0A338P735;A0A338P7L1 14 1 81,2318 0,202107 1,109568 musculus OX=10090 GN=Smpd4 PE=1 SV=2 2026,459 1798,334 2230,997 1831,76 2288,197 2172,423 2225,551 2065,599
P80314;A0A1W2P6Q3;A0A1W2P
7B7;A0A1W2P828;A0A1W2P871; 82 37 619,8706 0,202223 1,130869 T-complex protein 1 subunit beta 0S=Mus 40514,72 49617,69 49818,28 46314,92 44216,89 37908,16 41077,32 41507,83
AOA1W2P8B6 musculus OX=10090 GN=Cct2 PE=1 SV=4
Ras-related protein Rab-3D OS=Mus musculus
P35276,D3YW33;D3YWLL 23 4 147,7555 0,202589 1,253071 OX=10090 GN=Rab3d PE=1 SV=1 1354,606 1366,973 1722,482 1288,649 1485,372 955,9556 959,1717 1174,428

Chromobox protein homolog 5 0S=Mus

Q61686 14 4 109,218 0,203411 1,257151 musculus OX=10090 GN=Cbx5 PE=1 SV=1 1103,059 1022,951 1136,844 1297,704 1226,547 985,4979 1885,015 1261,747
2 1 13,8533 0,203547 2,146418 Interferon regulatory factor 3 0S=Mus 1141,988 755,6051 1146,381 306,3366 1150,533 2144,185 840,5775 763,6646
P70671 ’ ’ ’ musculus OX=10090 GN=Irf3 PE=1 SV=1 ’ ! ’ ! ! ! ! !
Ubiquitin recognition factor in ER-associated
8 1 41,8328 0,20415 1,611646 degradation protein 1 0S=Mus musculus 17,62297 36,53831 30,42987 115,1057 35,60704 76,97617 118,6651 84,09389
P70362 0X=10090 GN=Ufd1 PE=1 SV=2
Complex | assembly factor ACAD9,
Q8JZN5;A0A0G2JDY4;A0A0G2JF2 26 4 167,2625 0,204358 1,262273 mitochondrial 0S=Mus musculus OX=10090 376,3758 439,1668 416,2861 391,2778 490,4282 425,15 633,4633 499,7623
5 GN=Acad9 PE=1 SV=2
TRAF3-interacting JNK-activating modulator
7 1 50,0158 0,205225 1,303242 0S=Mus musculus OX=10090 GN=Traf3ip3 5246,537 3858,777 2380,125 3552,96 3585,466 3943,796 4049,405 3574,053
Q8C0G2;G3X949 PE=1 SV=2

Serine/threonine-protein phosphatase 2A 55
kDa regulatory subunit B beta isoform 0S=Mus
Q6ZWR4;A0A668KLA9 musculus 0X=10090 GN=Ppp2r2b PE=1 SV=1

16 1 109,7879 0,206297 1,789723 144,2411 370,7286 280,8681 312,7783 13,6821 120,4713 220,9403 264,3408



Polyamine-modulated factor 1-binding protein

17 3 93,1529 0,206952 1,338451 1 0S=Mus musculus OX=10090 GN=Pmfbp1 4007,778 2667,019 2392,854 3069,246 5363,096 4009,329 3459,363 3412,848
QowvQo PE=2 SV=1
CAP-Gly domain-containing linker protein 1
37 3 200,1289 0,207495 1,095035 (Fragment) 0S=Mus musculus OX=10090 3058,868 2812,476 2652,83 2564,64 3098,319 3148,42 2898,825 2997,072
F7CB97 GN=Clip1 PE=1 SV=1

Predicted gene 382 OS=Mus musculus

B1AXN3 6 1 28,6093 0,20762 1,498592 OX=10090 GN=Gm382 PE=4 SV=1 3393,138 3151,759 2878,792 1429,052 3203,789 1903,269 689,8847 1505,064
Q80W21;D3YVP5;D3YVP6;D3YZ2 Glutathione S-transferase Mu 7 0S=Mus
9;E9QAC8 10 1 93,2158 0,207945 1,870239 musculus OX=10090 GN=Gstm7 PE=1 SV=1 87,563 184,3321 369,3691 222,4277 265,7677 337,2928 80,31287 395,6962
12 3 68,9641 0,209694 1,458822 Cytochrome c oxidase subunit 681 0S=Mus 12093,23 7229,698 9314,713 5989,095 10829,39 15283,81 11817,65 12583,41
P56391;A0A140LIU3 ! ! ! musculus OX=10090 GN=Cox6b1 PE=1 SV=2 ! ! ! ! ! ! ! !
22 1 126,6763 0,209708 1,995598 Cleavage stimulation factor subunit 2 0S=Mus 2691,778 2260,646 2383,693 8643,075 1979,858 2357,064 1960,852 1709,447
Q8BIQ5;A2AEJ8;A2AEK1 ! ! ! musculus OX=10090 GN=Cstf2 PE=1 SV=2 ! ! ! ! ! ! ! !
F-actin-capping protein subunit alpha-2
19 7 156,9955 0,210145 1,116441 OS=Mus musculus OX=10090 GN=Capza2 PE=1 11946,61 12751,02 10737,62 10547,94 13256,91 13531,43 11176,09 12285,07
P47754;A0A0N4SVMO;D6RCW7 Sv=3
Q8BMJ2;A0A494BA98;A0A494BB Leucine--tRNA ligase, cytoplasmic OS=Mus
F9 73 18 546,3785 0,21015 1,562589 musculus OX=10090 GN=Lars1 PE=1 SV=2 26509,06 17855,82 30979,26 24417,54 20378,04 11206,09 12363,87 12277,31
Q9CQC6;A0A087WPF9;A0A087W elF5-mimic protein 2 0S=Mus musculus
as2 23 5 131,1197 0,210277 1,538642 OX=10090 GN=Bzw1 PE=1 SV=1 1433,77 1041,674 2107,955 1208,857 1294,629 1431,577 1207,476 868,5985
25 2 193,0243 0,210697 1,307583 Alpha-soluble NSF attachment protein 0S=Mus 3726,426 3363,267 2707,912 2913,472 3103,156 3190,999 5239,899 3383,024
Q9DBO5 musculus OX=10090 GN=Napa PE=1 SV=1
19 3 181,6258 0,211161 1,538457 Farnesyl pyrophosphate synthase OS=Mus 9934,463 11395,71 7607,489 18117,16 10224,12 6723,328 11156,08 5661,025
Q920E5;A0A0G2JE82 ! ! ! musculus OX=10090 GN=Fdps PE=1 SV=1 ! ! ! ! ! ! ! !
Protein FAM217A OS=Mus musculus 0X=10090
AOA286YDES 7 1 34,9543 0,211253 1,235623 GN=Fam217a PE=4 SV=1 11964,47 12053,51 14530,9 15317,34 14085,78 14691,07 13341,21 16810,65
Transmembrane protein 87A 0S=Mus
A2AQ)7 3 1 19,853  0,212259 1,64032 musculus OX=10090 GN=Tmem87a PE=1 SV=1 143,9296 292,3042 654,3228 408,1411 243,7354 557,9733 523,3271 518,8929
Lipid droplet-regulating VLDL assembly factor
1 1 51654 0,212636 1,402796 AUP1 0S=Mus musculus OX=10090 GN=Aupl  1398,846 952,1916 627,8327 871,5578 709,5793 1142,831 807,886 796,5533
P70295;A0A0N4SVA6;Q3U3K9 PE=1SV=1
N-chimaerin (Fragment) 0S=Mus musculus
B2FDI2;A7VK13:Q91V57 5 1 30,3418 0,212719 1,362872 OX=10090 GN=Chn1 PE=1 SV=1 401,2398 604,6657 863,0689 878,6294 626,9407 972,9405 1149,416 975,5204
NADPH--cytochrome P450 reductase OS=Mus
P37040;E9PVTI;E9Q997:Q05DV1 50 20 343,398 0,213032 1,239091 musculus OX=10090 GN=Por PE=1 SV=2 13291,32 12457,96 8102,671 10995,07 11204,31 14388,13 11358,99 10699,78
Acetyl-CoA acetyltransferase, cytosolic
10 1 54,6675 0,213044 1,161531 OS=Mus musculus OX=10090 GN=Acat2 PE=1 446,332 405,7873 478,3752 421,6207 319,9291 434,3221 403,3875 428,3735
Q8CAY6;A0A3B2WALS8;G3XA25 SvV=2
Guanine nucleotide-binding protein G(o)
31 4 208,6532 0,213165 1,130534 subunit alpha 0S=Mus musculus OX=10090 4495,969 4731,014 4115,267 4261,465 4364,368 5410,414 5248,286 4495,239
P18872;D322M7;F7BLT7 GN=Gnaol PE=1 SV=3
Peptidyl-prolyl cis-trans isomerase B 0S=Mus
P24369 40 18 210,9862 0,213665 1,141197 musculus OX=10090 GN=Ppib PE=1 SV=2 20871,74 19022,37 15453,43 16162,39 18710,75 19138,22 18202,77 18631,32



Qoczcs

Q69769

AOA140LIV1

Q571C7;F8VQC2

Q9QXL1;E9Q0A4;F6ZSF2;F8VQE2

008911

Q6P2L6

P31254

P68181;A0A0G2JFT9;H6TMF5
P80317;Q52KG9
Q9WUP7;A0A087WP81;A0A087

WRL3

E9Q8I7;E9PZNO;E9Q3K1
Q80796;A0A0H2UH25;E0CX72;F7
BWIJO;Q3UXU7

AOA2I3BQAS5

D3YX07

P97346

Q8QzY9

F6QRES

EOCY84;Q7TPQ9

20

15

47

11

60

19

15

17

17

19,5822

18,5198

121,7626

74,7872

24,9511

16,2032

22,1861

291,6954

79,9808

375,1772

152,139

32,9044

19,7843

75,5363

10,0723

62,3566

73,0116

88,0075

14,8931

0,21387

0,213996

0,214224

0,214299

0,21434

0,214496

0,215419

0,215705

0,21658

0,216664

0,217045

0,217133

0,217247

0,21738

0,217658

0,217785

0,217867

0,217922

0,218875

1,169835

2,104714

2,580384

1,747354

1,273631

1,906528

2,47811

1,232622

1,60202

1,142264

1,179256

1,259047

1,243724

3,63603

48,27767

2,342611

1,623272

1,516884

1,320524

Secernin-1 0S=Mus musculus OX=10090
GN=Scrnl PE=1 SV=1

N-acetyltransferase ESCO1 OS=Mus musculus
0X=10090 GN=Escol PE=2 SV=2

Sperm flagellar protein 2 0S=Mus musculus
0X=10090 GN=Spef2 PE=1 SV=1

Transcription factor TFIlIB component B"
homolog 0S=Mus musculus OX=10090
GN=Bdp1 PE=2 SV=2

Kinesin-like protein KIF21B OS=Mus musculus
0X=10090 GN=Kif21b PE=1 SV=2
Mitogen-activated protein kinase 12 OS=Mus
musculus OX=10090 GN=Mapk12 PE=1 SV=1
Histone-lysine N-methyltransferase NSD3
0S=Mus musculus OX=10090 GN=Nsd3 PE=1
SV=2

Ubiquitin-like modifier-activating enzyme 1Y
0S=Mus musculus OX=10090 GN=Ubaly PE=1
Sv=2

cAMP-dependent protein kinase catalytic
subunit beta 0S=Mus musculus OX=10090
GN=Prkacb PE=1 SV=2

T-complex protein 1 subunit zeta 0S=Mus
musculus OX=10090 GN=Cct6a PE=1 SV=3
Ubiquitin carboxyl-terminal hydrolase isozyme
L5 OS=Mus musculus OX=10090 GN=Uchl5
PE=1 SV=2

Nuclear transcription factor, X-box-binding-like
1 0S=Mus musculus OX=10090 GN=NfxI1 PE=1
Sv=1

Vang-like protein 1 0S=Mus musculus
0X=10090 GN=Vangl1 PE=1 SV=2

Leucine-rich repeat and guanylate kinase
domain-containing protein 0S=Mus musculus
0X=10090 GN=Lrguk PE=4 SV=1
Histone-lysine N-methyltransferase SETD1A
(Fragment) OS=Mus musculus OX=10090
GN=Setdla PE=1SV=8

Nucleoredoxin 0S=Mus musculus OX=10090
GN=Nxn PE=1 SV=1

Splicing factor 3B subunit 4 0S=Mus musculus
0X=10090 GN=Sf3b4 PE=1 SV=1
Glutamate-rich 3 0S=Mus musculus 0X=10090
GN=Erich3 PE=1 SV=3

Arrestin domain-containing protein 3 0S=Mus
musculus OX=10090 GN=Arrdc3 PE=3 SV=1

4432,359

402,0905

26,03146

790,1803

1431,397

41,65069

148,0696

8056,334

1547,5

21071,21

2190,522

902,2246

1033,928

215,4332

8,860706

230,2075

40,3536

2606,284

1029,428

4516,705

906,2298

15,68837

2187,924

1373,731

221,163

33,31247

7306,678

1298,519

26985,72

1987,895

769,6278

924,6337

185,4794

132,4753

983,3907

162,1686

1559,324

1122,635

3890,208

352,0969

162,6224

3376,005

786,4516

66,93066

47,02786

8553,878

1051,769

26876,12

1979,523

701,4025

699,7715

235,9428

6,746894

1195,051

162,5422

2364,584

1276,311

3790,741

196,7294

23,48877

2699,08

1189,866

281,5877

10,64842

5664,379

924,3745

22840,81

1873,68

1031,327

825,6899

438,3226

558,2661

832,9705

93,61137

2896,105

776,208

4729,863

166,9495

73,36689

2783,262

943,948

218,2586

26,73532

8035,188

2390,045

24409,79

2068,306

742,3586

1194,221

323,0785

31,77333

141,1412

2574,887

889,7335

5538,885

185,5811

18,38644

1332,519

1031,821

144,7709

158,3192

10479,94

1066,835

20689,91

1803,511

949,9097

952,7538

194,5315

9,189519

593,3073

163,7691

1115,03

1033,529

4201,136

264,5998

1949,687

930,2479

400,5162

195,9754

7829,104

954,99

20799,72

1939,63

656,69

970,1037

2609,58

5,437544

776,2199

246,8841

1479,367

1330,365

3949,831

265,2443

149,8943

1753,216

1088,117

401,9758

104,6127

7209,937

772,0563

19697,16

1545,685

812,9949

770,4552

679,1104

0,003906

410,0294

192,7613

1044,968

1330,07



Vacuolar protein sorting-associated protein 29

3 1 12,1184 0,219228 2,074437 (Fragment) 0S=Mus musculus OX=10090 170,9941 185,0732 271,8481 467,0996 202,0829 344,3718 1046,069 679,0159
D3YYD5 GN=Vps29 PE=1 SV=1
Putative RNA-binding protein Luc7-like 1
Q9CY14;A0A0R4J047;D3Z765;D6R 24 4 177,8636 0,21933 1,321135 OS=Mus musculus OX=10090 GN=Luc7| PE=1 ~ 2804,111 1783,568 1944,42 1558,855 1800,232 1943,568 1626,949 1937,274
GP6 Sv=2
AOAQJOYTYO;A0A0J9YUL3;A0A0JS Septin 0S=Mus musculus OX=10090
YUV6;A0AQI9YVAG;Q8C1B7 25 5 169,5208 0,220319 1,381864 GN=Septin11 PE=1 SV=1 455,8669 901,9909 1119,214 972,4382 794,5372 801,3304 1264,697 945,087
Set1/Ash2 histone methyltransferase complex
11 1 59,4304 0,220458 1,344256 subunit ASH2 0S=Mus musculus OX=10090 4175,554 3471,314 2630,83 2151,947 2603,434 2902,204 2002,263 2731,486
D3YYAO GN=Ash2| PE=1 SV=1
Serine/threonine-protein kinase 26 0S=Mus
Q99JT2;A2AD84 4 1 23,7293 0,220464 1,31436 musculus OX=10090 GN=Stk26 PE=1 SV=1 2489,479 3172,217 2091,507 2306,4 2931,154 2555,078 2170,539 1638,716
Mitogen-activated protein kinase kinase kinase
E9Q354;A0A087WS76;A0A140LH 6 1 22,63 0,220585 1,920392 19 0S=Mus musculus 0X=10090 GN=Map3k19 800,5617 562,792 551,3155 1208,894 661,8771 345,0929 1603,766 393,0565
L6 PE=3 SV=1
DnaJ homolog subfamily B member 1 0S=Mus
Q9QYI3;Q3TYL7 4 1 21,4418 0,220708 2,177555 musculus OX=10090 GN=Dnajb1 PE=1 SV=3 38,90871 132,9286 194,2798 177,9935 132,0227 118,8231 81,33838 82,63145
Autophagy-related protein 2 homolog B
4 1 22,3339 0,2211 1,941461 0S=Mus musculus OX=10090 GN=Atg2b PE=1 454,174 654,5808 208,4169 202,7676 300,1798 181,7956 337,107 138,9938
Q80XK6 Sv=3
Cat eye syndrome critical region protein 2
5 1 23,7801 0,221201 2,110522 homolog OS=Mus musculus OX=10090 117,4806 8,454499 106,9777 95,20422 76,36976 199,806 231,0498 185,2727
E9Q271;A0A5H1ZRMO GN=Cecr2 PE=1 SV=1

Cytoskeleton-associated protein 2 0S=Mus

Q3V1H1 6 2 32,723 0,222061 1,543858 musculus OX=10090 GN=Ckap2 PE=1 SV=1 802,4252 426,565 387,0557 456,0163 298,0006 426,6367 301,866 315,6295
QSESO0;ADAS71BDIS;A0ASFEMP 15 3 69,0242 0,222603 1,598241 Ubiquitin conjugation factor E4 B 05=Mus 302,0662 178,4819 494,954 97,41761 270,385 400,372 163,9916 282,5278
95,;G3UZD6 ’ ’ ’ musculus OX=10090 GN=Ube4b PE=1 SV=3 ! ! ’ ! ’ ’ ! ’
Reticulon-3 0S=Mus musculus OX=10090
Q9ES97 39 6 237,5073 0,222668 1,271362 GN=Rtn3 PE=1 SV=2 4969,027 4707,666 4002,292 4128,865 5116,479 5611,705 4865,821 4709,747
Guanine nucleotide-binding protein subunit
23 1 132,5835 0,222839 2,268344 beta-4 0S=Mus musculus OX=10090 GN=Gnb4 164,5471 125,1999 32,63207 162,4702 97,04894 140,2459 71,67978 117,1298
P29387 PE=1SV=4
Mitogen-activated protein kinase kinase kinase
5 1 36,5703 0,223481 7,704967 kinase 5 0S=Mus musculus OX=10090 154,8062 246,9568 56,84182 29,70729 126,8245 145,458 2052,763 116,6229
Q8BPM2;E9PX30;E9Q1T3 GN=Map4k5 PE=1 SV=2
Protein MAK16 homolog OS=Mus musculus
Q8BGSO 15 2 100,5633 0,223581 1,367688 OX=10090 GN=Mak16 PE=1 SV=1 258,796 514,1832 549,563 408,3331 583,6068 372,6272 426,8203 395,2738
Protein fantom OS=Mus musculus OX=10090
Q8CG73 4 1 25,6206 0,223613 1,492569 GN=Rpgrip1l PE=1 SV=2 8250,648 5940,799 5001,204 7435,341 6925,547 4412,415 2298,919 4203,49
Microtubule-associated tumor suppressor 1
8 1 45,1306 0,223627 1,892176 homolog OS=Mus musculus OX=10090 3888,955 3165,22 2740,859 3408,742 10055,94 2808,468 6301,639 5817,817
Q5HZI1;A0A0R4J1L9;E9Q8N4 GN=Mtus1 PE=1 SV=2

Macoilin 0S=Mus musculus OX=10090

5 2 29,2347 0,224182 1,159221 GN=Macol PE=1 SV=1

Q7TQE6 4530,712 4345,446 3279,198 3185,087 3995,96 3815,4 3868,092 3557,032



Q8JzQ2
Q8K274;A0A087WNQ1;A0A0R4J0
H7

P17751;H7BXC3

Q3TMX7

D3Z6P9

Q920B9;G3X956

P70677;A0A1BOGRX1

Q9DO0L8;D3YYS7;D37478;D3Z4K1

P54728

Q99LL5
Q9D312
Q3UH66;A0A0R4)171;E0CYT1;EQ

CZE3;E9Q6Q2;ESQJQY;ESQMT73;E
9QMI8;E9QMI9;F6SRP4

G3X9V0;P97372

Q9ROE2;A8Y5E6;F6WNR1
P24788;A2A9P6

P00405

Q80ZM5

Q62093
Q6ZWQ5;070493;Q3TGS7;Q3V2

H3

P60469;S4R117

30

55

12

65

20

19

21

16

15

46

25

21

22

10

18

15

11

194,7303

252,2455

281,9354

81,6948

13,344

403,3675

145,5603

121,4687

165,3011

101,8993

84,7525

17,9801

27,1011

319,204

129,5468

92,0971

75,2992

124,2042

18,1553

58,5924

0,225176

0,225215

0,22566

0,226114

0,226373

0,226716

0,22716

0,227172

0,227196

0,227285

0,227382

0,22757

0,227845

0,229064

0,229069

0,229552

0,229762

0,230266

0,230415

0,23132

1,156842

1,15551

1,18968

1,223572

1,434649

1,213091

1,463401

1,236037

1,171917

1,551755

1,224187

1,560874

3,056042

1,330179

1,495418

1,221059

1,488463

1,27639

1,180075

1,397974

AFG3-like protein 2 0S=Mus musculus
0X=10090 GN=Afg3I2 PE=1 SV=1

Condensin complex subunit 1 0S=Mus
musculus OX=10090 GN=Ncapd2 PE=1 SV=2
Triosephosphate isomerase OS=Mus musculus
0X=10090 GN=Tpil PE=1 SV=5

Sulfhydryl oxidase 2 0S=Mus musculus
0X=10090 GN=Qsox2 PE=1 SV=1

RNA helicase 0S=Mus musculus OX=10090
GN=Ddx43 PE=1 SV=1

FACT complex subunit SPT16 OS=Mus
musculus OX=10090 GN=Supt16h PE=1 SV=2
Caspase-3 0S=Mus musculus 0X=10090
GN=Casp3 PE=1 SV=1

mMRNA cap guanine-N7 methyltransferase
0S=Mus musculus OX=10090 GN=Rnmt PE=1
Sv=1

UV excision repair protein RAD23 homolog B
0S=Mus musculus OX=10090 GN=Rad23b PE=1
Sv=2

Periodic tryptophan protein 1 homolog
0S=Mus musculus OX=10090 GN=Pwp1 PE=1
Sv=1

Keratin, type | cytoskeletal 20 0S=Mus
musculus OX=10090 GN=Krt20 PE=1 SV=1
Serine/threonine-protein kinase WNK2
0S=Mus musculus 0X=10090 GN=Wnk2 PE=1
Sv=2

Proteasome activator complex subunit 2
0S=Mus musculus OX=10090 GN=Psme2 PE=1
Sv=1

Procollagen-lysine,2-oxoglutarate 5-
dioxygenase 1 0S=Mus musculus OX=10090
GN=Plod1 PE=1 SV=1

Cyclin-dependent kinase 11B OS=Mus
musculus OX=10090 GN=Cdk11b PE=1 SV=2
Cytochrome c oxidase subunit 2 0S=Mus
musculus 0X=10090 GN=Mtco2 PE=1 SV=1
H1 histone family, member X OS=Mus
musculus OX=10090 GN=H1f10 PE=1 SV=1
Serine/arginine-rich splicing factor 2 0S=Mus
musculus OX=10090 GN=Srsf2 PE=1 SV=4
Sorting nexin-12 0S=Mus musculus 0X=10090
GN=Snx12 PE=1 SV=1

Liprin-alpha-3 OS=Mus musculus OX=10090
GN=Ppfia3 PE=1 SV=2

12858,78

2211,603

62570,64

1434,264

2157,402

10980,58

690,2376

1368,998

14497,21

263,8897

10825,69

517,9969

15,44918

4882,471

11430,45

27234,45

1020,889

5348,826

1134,146

382,8972

10947,43

2276,971

54054,01

1173,547

1180,15

9422,413

520,8989

1796,212

12951,36

489,497

10375,41

610,1053

75,37618

4489,825

7247,655

26775,95

916,9059

5196,697

1113,915

237,604

9890,742

2119,802

56921,17

873,2367

848,5669

8102,646

824,2863

1479,581

16824,69

539,1681

11263,45

806,669

431,5926

3141,994

8469,979

19082,2

740,2936

3446,912

1151,962

231,194

10362,67

1607,904

48372,48

1104,114

1415,747

8531,071

492,2675

1689,685

12405,94

396,4025

8287,76

586,1489

4,508445

6302,342

6921,053

30159,13

1156,907

5586,943

896,7247

352,1586

10502,24

2760,557

63987,34

1080,433

1442,646

8963,432

646,1624

1559,405

15880,06

618,3276

11946,76

223,7361

4066,623

11918,18

23904,2

849,9353

4383,687

1538,153

187,6939

10810,13

1989,47

36753,58

1442,396

1283,474

9787,844

278,9017

2253,74

10735,15

605,6527

7632,669

950,7982

155,5639

4605,273

9253,567

33422,95

768,2026

2970,862

1017,083

303,6979

7752,777

2154,498

36090,06

1276,684

1130,102

5553,487

520,0609

1636,417

11503,09

383,5315

8408,829

504,6161

252,3196

3195,884

21319,69

28358,57

1433,992

4198,802

1287,396

471,7346

9020,975

2431,241

49705,12

1170,852

1081,911

6691,405

528,2702

1608,568

11281,19

502,3496

9759,839

630,4894

25,25278

2603,671

8456,173

34518,25

517,0137

4811,11

1227,854

265,6442



Q58A65;F6SH61;Z4YMB8

Q923A2

Q64727

F6U238;E9Q7L5

Q80729

Q61881;D3Z6N3

Q91750;P39749

P18052;Q91V35

AOAON4SW93

E9Q453;G5E8R2

Q6IRUS5;F7BHIO

Q9JKV1;A0A0AGYVUS

P98078;A0A0R4J104;E9PX84;E9Q

L31;F6TQNS

Q8K319;A0A0R4J1Y9;A0A0R4J1Z9

;EOCXI8;E9QKK4

QocamMs

Q80Yv3

Q9Z0N2

Q9WUM4;ESPVI1;ESPX03;E9PZJ0

57

12

73

66

11

26

11

63

25

26

6

1

16

1

26

12

10

364,5106

64,5856

479,7899

13,5877

8,4858

477,571

80,4855

21,9605

24,1434

178,4092

54,7929

90,7098

24,3461

32,435

11,3951

357,2124

182,6403

149,2903

0,232193

0,232219

0,232267

0,23294

0,233018

0,233245

0,233343

0,233369

0,233486

0,23393

0,233943

0,234171

0,23419

0,234647

0,234886

0,234933

0,235228

0,235295

1,208702

7,436486

1,294379

1,714944

5,710074

1,211852

1,209496

3,334202

1,182329

1,375124

1,378732

7,579661

1,785435

1,88018

1,32283

1,332888

1,261668

1,190353

C-Jun-amino-terminal kinase-interacting
protein 4 0S=Mus musculus OX=10090
GN=Spag9 PE=1 SV=2

Protein Spindly 0S=Mus musculus OX=10090
GN=SpdI1 PE=1 SV=2

Vinculin 0S=Mus musculus 0X=10090 GN=Vcl
PE=1SV=4

Mastermind-like transcriptional coactivator 2
0S=Mus musculus 0X=10090 GN=Mam|2 PE=1
SV=2

Arginine-glutamic acid dipeptide repeats
protein OS=Mus musculus OX=10090 GN=Rere
PE=1SV=3

DNA replication licensing factor MCM7
0S=Mus musculus 0X=10090 GN=Mcm7 PE=1
Sv=1

Flap endonuclease 1 0S=Mus musculus
0X=10090 GN=Fenl1 PE=1 SV=1
Receptor-type tyrosine-protein phosphatase
alpha OS=Mus musculus OX=10090 GN=Ptpra
PE=1SV=3

C2 domain-containing protein 5 0S=Mus
musculus OX=10090 GN=C2cd5 PE=1 SV=1
Tropomyosin alpha-1 chain 0S=Mus musculus
0X=10090 GN=Tpm1 PE=1 SV=1

Clathrin light chain B 0S=Mus musculus
0X=10090 GN=Cltb PE=1 SV=1

Proteasomal ubiquitin receptor ADRM1
0S=Mus musculus 0X=10090 GN=Adrm1 PE=1
SvV=2

Disabled homolog 2 0S=Mus musculus
0X=10090 GN=Dab2 PE=1 SV=2
Glucocorticoid-induced transcript 1 protein
0S=Mus musculus OX=10090 GN=Glccil PE=1
Sv=1

Thioredoxin domain-containing protein 17
0S=Mus musculus 0X=10090 GN=Txndc17
PE=1SV=1

Transformation/transcription domain-
associated protein 0S=Mus musculus
0X=10090 GN=Trrap PE=1 SV=2

Eukaryotic translation initiation factor 2
subunit 3, Y-linked 0S=Mus musculus
0X=10090 GN=Eif2s3y PE=1 SV=2

Coronin-1C OS=Mus musculus 0X=10090
GN=Corolc PE=1 SV=2

1381,494

11719,62

2820,596

783,3767

39264,06

8584,073

3731,617

6914,495

222,9092

827,5372

94,66349

754,1641

1116,88

5417,611

3900,242

927,796

12629,36

1174,279

57,25009

12419,13

3257,871

409,6342

28442,03

6862,115

4906,004

6093,887

465,4973

741,1175

131,2814

1054,681

815,6284

4570,605

4948,48

898,7027

11871,19

1426,924

7,880947

8997,936

1003,863

774,543

25705,3

6288,319

4041,855

4620,298

266,8369

787,0987

95,11626

667,9704

625,0833

5743,544

3400,866

1164,741

9558,43

1583,029

110,3149

11892,55

2887,267

39,31899

28564,39

5799,729

8717,691

5684,742

137,5768

905,8934

2173,911

301,89

1446,876

4100,142

3655,553

671,8323

10743,56

1381,421

11,56429

10528,01

1426,762

688,8885

29887,43

8111,223

2256,213

5851,527

321,779

1006,605

112,6676

940,2061

529,8834

7143,381

3772,009

785,5545

13308,83

1625,187

10036,55

1877,764

543,2553

36282,11

7371,784

2633,202

5482,725

341,4274

742,2774

79,21614

717,3347

1026,766

3713,734

4435,295

634,0597

12702,92

2068,575

7,292642

6141,822

1625,72

34,70697

31597,16

5705,282

4560,948

489,5139

886,0091

91,2095

2381,404

58,93361

4530,883

2340,702

596,5873

9599,822

1410,31

4,735653

8081,922

1556,207

698,9797

29950,7

5629,532

1528,064

5519,955

350,0429

1551,807

48,36652

922,253

514,2484

4466,429

1971,257

887,1547

9802,595



Inhibitor of nuclear factor kappa-B kinase

4 1 19,0231 0,235831 1,541371 subunit alpha 0S=Mus musculus OX=10090 798,0736 467,605 458,3384 246,2712 724,2797 710,8807 300,47 705,9283
Q60680 GN=Chuk PE=1 SV=1
Ras-related protein Rab-9A OS=Mus musculus
QOROM6;A2AFP4;A2AFPS 10 1 52,5542 0,235841 1,296896 OX=10090 GN=Rab9a PE=1 SV=1 2075,066 1853,669 1243,371 1863,755 2224,927 1874,815 1908,48 1747,579
39S ribosomal protein L39, mitochondrial
15 3 100,7208 0,236253 1,128851 0OS=Mus musculus OX=10090 GN=Mrpl39 PE=1 3028,659 2926,221 2618,51 2219,766 2687,113 2541,751 2625,461 2501,162
Q9JKF7 Sv=4
Structural maintenance of chromosomes
99 16 688,0409 0,236831 1,310605 protein 3 0S=Mus musculus OX=10090 7779,082 5249,107 4452,001 3756,971 4959,956 4618,148 5812,792 5057,095
Q9CwWo03 GN=Smc3 PE=1 SV=2
Q8K4G5;E9Q030;E9Q9CO0;E9Q9C1
;E9Q9C2;E9Q9C4;E9QI9C7;E9Q9D 7 1 35,9362 0,236855 1,464386 Actin-binding LIM protein 1 0S=Mus musculus  522,4989 562,9556 923,3902 441,1947 878,4324 534,3306 713,8067 661,2627
1;E9Q9D2;E9QK41 0X=10090 GN=Ablim1 PE=1 SV=1
Coronin-7 0S=Mus musculus OX=10090
Q9D2V7;E9PYUL;G3X9L5 16 1 87,9205 0,237273 2,018243 GN=Coro7 PE=1 SV=2 153,7575 119,0032 140,8472 246,156 32,95998 204,8598 149,6375 130,8758
Arginyl-tRNA--protein transferase 1 0S=Mus
Q972A5 2 1 9,2765 0,237524 9,126931 musculus OX=10090 GN=Ate1 PE=1 SV=2 0 225,3085 1468,341 70,52337 0 191,9894 399,4853 124,18
Nucleolar protein 9 0S=Mus musculus
Q8BMC4 14 4 91,563 0,23762 1,572739 OX=10090 GN=Nop9 PE=1 SV=1 3173,954 2202,73 5536,058 2118,021 2540,039 2325,451 1917,057 1985,44
Cyclin-dependent kinase 12 0S=Mus musculus
QL4AX6 13 5 64,0664 0,23782 1,384635 OX=10090 GN=Cdk12 PE=1 SV=2 3963,074 2999,451 2430,545 2023,407 3357,202 3144,679 5350,488 2701,534
Mitochondrial import receptor subunit TOM34
19 7 140,3912 0,239374 1,207778 0S=Mus musculus OX=10090 GN=Tomm34 7528,182 7814,022 7823,36 5284,689 7900,486 5884,204 4403,977 5367,196
Q9CYG7 PE=1SV=1
DBF4-type zinc finger-containing protein 2
39 5 192,5161 0,240456 1,19434 homolog OS=Mus musculus OX=10090 36633,38 26064,81 26359,12 25779,14 22792,42 32610 26241,72 31505,56
Q5SS00;A0A618MWW6 GN=Zdbf2 PE=2 SV=1
Lysosomal acid glucosylceramidase OS=Mus
P17439 5 1 31,8904 0,241563 1,165484 musculus OX=10090 GN=Gba PE=1 SV=1 8026,251 6812,359 5873,571 5576,536 7451,969 7466,583 6359,258 6122,541
Predicted gene 4791 OS=Mus musculus
130014 1 1 4,0513 0,241864 1,910766 OX=10090 GN=GmA4791 PE=4 SV=1 485,4739 1671,296 2010,99 815,731 1465,687 1229,855 1038,161 1628,401
39S ribosomal protein L40, mitochondrial
14 4 109,2066 0,241916 1,337097 OS=Mus musculus OX=10090 GN=Mrpl40 PE=1 588,0951 776,8686 755,2266 659,6257 727,6144 960,0287 749,8041 590,7639
Q972Q5;D3z7C0 Sv=2
Myotubularin-related protein 12 0S=Mus
Q80TA6:G3UZ04;G3XA69 6 1 34,0175 0,242708 1,618916 musculus OX=10090 GN=Mtmri2 PE=1 SV=2 952,1222 110,3426 572,3766 246,3426 768,6519 877,744 343,5978 629,8096
P97820;A0A0A6YVZ8;A0A0A6YW
53;A0A0A6YWJ2;A0A0A6YWMS; Mitogen-activated protein kinase kinase kinase
AOAOAGYWRS;B2RUES;B7ZNRO;E 31 3 153,4074 0,242719 1,111663 kinase 4 OS=Mus musculus OX=10090 1025,007 924,7332 1151,885 1137,845 1092,79 979,5666 1086,279 1168,256
0CYV5;E9PVG7;F8VPL5 GN=Map4k4 PE=1 SV=1
GPl-anchor transamidase OS=Mus musculus
Q9CXY9:E90421;08BL63;08BXX3 19 4 98,2447 0,243743 1,211162 OX=10090 GN=Pigk PE=1 SV=2 2374,278 2623,576 1965,828 2677,847 1540,026 2459,867 2142,758 1817,912
Pre-mRNA-processing factor 6 0S=Mus
Q91YR7 62 9 325,2581 0,243856 1,394501 musculus OX=10090 GN=Prpf6 PE=1 SV=1 4997,185 3329,581 4722,594 4076,516 4769,829 4020,008 6824,732 3047,401



Leucine-rich repeat and WD repeat-containing
12 2 69,9667 0,245075 1,731475 protein 1 0S=Mus musculus 0X=10090 78,29538 66,77097 55,61406 69,93775 75,83613 163,6657 167,0221 62,04472
Q8BUI3 GN=LRWD1 PE=2 SV=1
SHC-transforming protein 4 0S=Mus musculus
0X=10090 GN=Shc4 PE=1 SV=1
60S ribosomal protein L15 OS=Mus musculus
0X=10090 GN=Rpl15 PE=1 SV=4
Transmembrane protein 44 (Fragment)
1 1 4,2083  0,245773 1,320621 OS=Mus musculus OX=10090 GN=Tmem44 3514,672 3425,283 2765,84 2702,669 4515,894 2836,956 3968,416 2805,051
F7D1Q2 PE=1Sv=1
Proteasome subunit beta type-2 0S=Mus

3 3 12,8538 0,245149 1,271577 765,739 870,8649 702,7465 706,4077 791,9413 638,553 790,9865 468,6322

Q6S5L9

30 17 173,4709 0,245594 1,160069 29412,51 32927,27 28753,49 29349,56 32841,69 24958,16 21001,63 25022,4

Q9CZM2;B8JKK2

QOR1P3 17 5 118,0714 0,246014 1,347958 musculus OX=10090 GN=Psmb2 PE=1 SV=1 3278,47 2924,987 4539,349 2273,973 3959,357 2920,951 2987,225 2437,866
Eukaryotic translation initiation factor 3
35 15 247,5426 0,246436 1,086733 subunit L 0S=Mus musculus OX=10090 7199,526 6540,184 6980,949 6218,576 7656,913 6220,25 6890,681 6972,023
Q8QZY1;A0A2R8VHI7 GN=Eif3| PE=1 SV=1
Coiled-coil domain-containing protein 187
AOA1L1SUD9;A0A2I3BPI0;Q8C5V 9 1 49,3011 0,246707 1,94548 0S=Mus musculus OX=10090 GN=Ccdc187 5264,951 4469,007 3478,608 4097,76 3440,373 3629,737 196,1859 1631,422
8 PE=1SV=1
Thioredoxin domain-containing protein 15
2 2 16,1378 0,246763 1,376654 0S=Mus musculus OX=10090 GN=Txndc15 1448,395 729,9099 656,0243 828,4987 698,7588 770,3285 564,952 682,004
Q6P6J9 PE=1SV=1
Heterogeneous nuclear ribonucleoproteins
79 37 484,732 0,247202 1,155639 A2/B1 OS=Mus musculus OX=10090 60504,97 61177,06 56686,29 55771,23 59848,21 57929,11 39871,47 50949,2
088569;A0A0N4SUM?2 GN=Hnrnpa2bl PE=1 SV=2
G5E8K5;G5E8K2;G5E8K3;S4R165; Ankyrin-3 OS=Mus musculus OX=10090
15 1 61,2486 0,247287 1,461069 2042,838 1532,47 1838,849 2106,363 1280,856 3148,384 1833,366 2004,967

GN=Ank3 PE=1SV=1
U4/U6.US5 tri-snRNP-associated protein 1

S4R236;S4R2F5;54R2)6;S4R2S8

47 14 298,6588 0,247515 1,295357 OS=Mus musculus OX=10090 GN=Sart1 PE=1 6249,964 4847,985 4797,019 4327,652 6167,78 4318,545 2944,715 3738,003
Q97315 Sv=1
Family with sequence similarity 47, member A
3 1 14,8249 0,247839 1,507121 0S=Mus musculus OX=10090 GN=Fam47c PE=2 116,4405 178,7723 219,5933 182,312 312,0317 136,9513 247,8903 286,9677
Q14BE7 Sv=1
Paired mesoderm homeobox protein 2B
15 4 95,6363 0,247988 1,165742 0S=Mus musculus OX=10090 GN=Phox2b PE=1 752,1595 763,0975 843,4008 808,6457 916,1443 885,9929 924,0127 966,1079
035690 Sv=1
Glutamate dehydrogenase 1, mitochondrial
53 15 360,7399 0,248189 1,262469 0S=Mus musculus OX=10090 GN=Glud1 PE=1  17110,62 14935,88 9774,372 13812,32 13493,55 19269,21 13160,18 13591,28
P26443;F7CFAS Sv=1
Submandibular gland protein C 0S=Mus
Q6IHY2 6 1 25,2835 0,248222 2,382365 musculus OX=10090 GN=Muc19 PE=1 SV=1 38,9863 996,7184 83,16784 7,241192 1205,844 1147,029 286,0368 43,90394
Q78ZA7;A0A140LI78;A0A140LI37 18 4 164,8753 0,248425 1,186468 Nucleosome assembly protein 1-like 4 0S=Mus 3796,002 5200,814 6017,028 4652,249 4221,526 4627,042 4738,38 4372,428
;AOA140LIB5;B7ZNL2 musculus OX=10090 GN=Nap1l4 PE=1 SV=1

Glutamate receptor 4 OS=Mus musculus

6 2 22,0826 0,24843 1,468427 OX=10090 GN=Gria4 PE=1 SV=2

Q9Z2W8:G5E63 127,1387 346,9415 277,5482 291,397 225,5088 384,5641 331,3647 350,2461



Q99LTO
Q60722;A0A0J9YTW1;A0A0J9YU3
7;A0A0J9YU89;A0A0J9YU91;A0A0
JOYUK1;A0A0J9YUPY;A0A0J9YUR
0;A0A0J9YUT3;A0A0J9YUT7;A0A0
JOYUX6;A0A0J9YUZ0;A0AQ0J9YV50
;AOAQ0J9YVB3;A0A0J9YVG2;A0A0)
9YVI1;Q91YVO

Q8K1R3
A2AWI7;A2AWI9;Q8R3V5
Q8BNUO

A2ALLY

Q99J38

P35486
Q9Z1F9;A2BH29;H3BLM2;H3BLR
3
Q9WV32;F6THG2;F6VVEG;Q9122
5

Q6NZR5

Q91VMS5;A0A213BQCO

Q61666

Q9D8X2

P61460;E9QAT3;Q6GQV2

P47856;D3YYD9

15

37

10

32

38

25

17

54

14

32

29

12

39,515

81,8852

242,435

36,7494

67,5916

195,9369

32,8856

186,4502

199,9915

128,4872

20,8966

347,7774

73,2392

42,2551

147,8099

164,6951

0,248447

0,248897

0,249849

0,250495

0,251096

0,251102

0,251942

0,251965

0,252043

0,252538

0,252546

0,2529

0,253062

0,253384

0,253543

0,25439

2,781664

2,765026

1,254606

1,134559

1,190657

2,024231

1,360357

1,262259

1,337799

1,205774

1,673467

1,347555

1,430312

1,332491

1,336602

1,231836

Protein dpy-30 homolog OS=Mus musculus

0X=10090 GN=Dpy30 PE=1 SV=1

Transcription factor 4 0S=Mus musculus

0X=10090 GN=Tcf4 PE=1 SV=1

Polyribonucleotide nucleotidyltransferase 1,
mitochondrial 0S=Mus musculus OX=10090

GN=Pnptl PE=1 SV=1

Endophilin-B2 0S=Mus musculus OX=10090

GN=Sh3glb2 PE=1 SV=1

Armadillo repeat-containing protein 6 0S=Mus
musculus OX=10090 GN=Armc6 PE=1 SV=1
Calcium-transporting ATPase OS=Mus
musculus OX=10090 GN=Atp2b3 PE=1 SV=1

Tetratricopeptide repeat protein 30A1 0OS=Mus
musculus OX=10090 GN=Ttc30al PE=1 SV=1
Pyruvate dehydrogenase E1 component
subunit alpha, somatic form, mitochondrial
0S=Mus musculus 0X=10090 GN=Pdhal PE=1

Sv=1

SUMO-activating enzyme subunit 2 0S=Mus
musculus OX=10090 GN=Uba2 PE=1 SV=1
Actin-related protein 2/3 complex subunit 1B
0S=Mus musculus OX=10090 GN=Arpclb PE=1

sv=4

Superkiller viralicidic activity 2-like (S.
cerevisiae) 0S=Mus musculus OX=10090

GN=Skiv2l PE=1 SV=1

RNA binding motif protein, X-linked-like-1
0S=Mus musculus 0X=10090 GN=RbmxI1 PE=2

Sv=1

Protein HIRA OS=Mus musculus OX=10090

GN=Hira PE=1 SV=3

Coiled-coil domain-containing protein 124
0S=Mus musculus OX=10090 GN=Ccdc124

PE=1SV=1

GATOR complex protein DEPDC5 OS=Mus
musculus OX=10090 GN=Depdc5 PE=1 SV=2

Glutamine--fructose-6-phosphate

aminotransferase [isomerizing] 1 0S=Mus
musculus OX=10090 GN=Gfptl PE=1 SV=3

2454,086

40,46925

2296,84

998,7663

3034,189

35,18342

1369,182

18210,71

2084,828

13442,42

1084,38

6056,727

4612,367

308,4815

1561,657

1231,641

6408,636

55,1989

2058,333

1113,535

3156,724

29,19331

3304,888

12140,92

2431,564

11267,33

1428,414

5393,827

4900,88

458,7835

1168,264

1112,124

9020,584

73,36944

2539,446

955,1543

2722,565

62,31886

2560,751

10084,58

2857,778

8768,224

1355,663

3973,605

4212,017

582,446

1362,241

972,937

1969,055

2363,843

962,827

2394,144

202,27

1553,907

10570,52

1295,178

9673,427

1146,582

5302,305

3028,552

551,789

1327,553

906,1887

17,05984

91,91016

2044,506

1041,764

2931,508

49,92587

2545,365

14969,25

1935,595

10435,19

44,62403

3674,588

6499,593

713,5191

1558,426

1243,667

5049,451

124,3746

2816,811

768,7344

2320,063

198,928

2977,669

16790,84

2536,605

10546,3

918,5077

5630,597

4485,915

588,2315

1406,533

903,9982

4382,566

10,03688

3809,301

976,647

2381,16

159,6186

3277,814

11654,67

1715,832

8184,246

878,2465

3414,964

3524,114

480,7451

2816,523

695,262

1838,052

156,0956

2945,102

933,3171

1864,23

257,43

1891,637

14920,91

2328,282

10857,56

1155,419

4599,702

2337,452

751,2352

1381,82

700,7367



Transcription initiation factor TFIID subunit 9

6 1 36,8557 0,254438 3,287325 0S=Mus musculus OX=10090 GN=Taf9 PE=1  238,1312 1132,835 151,54 1455,133 323,887 427,5142 283,9054 139,7751
Q8Vvi33 Sv=1
ATP-dependent 6-phosphofructokinase, liver
37 10 239,2398 0,254508 1,154934 type OS=Mus musculus OX=10090 GN=Pfkl 7297,492 6425,017 6126,656 5744,999 5666,19 5107,15 7523,17 5470,125
P12382;A0A1W2P7T1 PE=1SV=4
Testis-specific gene 10 protein 0S=Mus
Q6NY15;D6RIKG 28 3 164,6744 0,254511 1,178631 musculus OX=10090 GN=Tsga10 PE=1 SV=1 1763,114 1646,27 1088,865 1330,978 1384,474 1622,826 1335,971 1524,084
Ubiquitin carboxyl-terminal hydrolase 47
12 2 76,1826  0,254617 1,669905 0S=Mus musculus OX=10090 GN=Usp47 PE=1 197,5038 174,1349 328,3669 145,2708 324,984 153,6755 206,4827 372,025
Q8BY87;A0A1L1SV73 Sv=2
Eukaryotic translation initiation factor 4C
10 1 71,081  0,254875 1,918671 OS=Mus musculus OX=10090 GN=Eiflad15 105,0626 70,54222 290,399 146,3211 181,0799 103,072 117,7193 100,6306
J3QNT6 PE=3 SV=1
Protein transport protein Sec23A 0S=Mus
Q01405;E9Q153 32 5 209,7544 0,255168 1,394722 musculus OX=10090 GN=Sec23a PE=1 SV=2 1794,214 1841,407 2180,302 2037,447 497,6496 1911,431 1883,787 1827,148
Protein FRG1 OS=Mus musculus OX=10090
P97376 2 1 13,4254 0,255245 1,901918 GN=Frg1 PE=1 SV=2 857,2934 1352,527 771,4561 1177,016 1172,461 724,9929 3010,735 1087,535
Diacylglycerol kinase epsilon 0S=Mus musculus
QOR1CE;F22490 4 1 20,6358 0,255275 1,194446 OX=10090 GN=Dgke PE=1 SV=1 3950,092 2742,501 2340,72 2882,507 3217,134 3296,844 2562,263 2709,641
AOAOR4J078;A0A087WSK5;Q8VC UBX domain-containing protein 4 OS=Mus
H8 12 5 77,6525 0,255535 1,348479 musculus OX=10090 GN=Ubxn4 PE=1 SV=1 2560,741 1468,91 1578,937 1766,35 1880,589 1203,655 1360,796 1024,039

Dynein axonemal assembly factor 3 0S=Mus
5 1 24,5097 0,255994 1,133995 0 0 250,6707 43,56391 101,4801 28,13845 55,71163 74,13706

Q3UYV8 musculus OX=10090 GN=Dnaaf3 PE=1 SV=1
Oxysterol-binding protein-related protein 10
S4R1M9;A0AO0R4J0F9;A0ASF8MQ 23 3 121,1 0,256362 1,347151 OS=Mus musculus OX=10090 GN=0sbpl10 686,6056 579,962 883,394 708,0162 818,4658 683,9242 1409,622 938,1155
99 PE=1SV=1
A5D6P2;B7ZNY3;EO0CXL4;EOCXRS; Par-3 (Partitioning defective 3) homolog (C.
EOCZE2;E9PYJ2;F6S721;G3XA13;Q 3 1 18,7378 0,256813 1,898538 elegans) 0S=Mus musculus 0X=10090 658,8145 665,079 547,8753 220,9819 408,4285 447,243 41,83117 204,7932
99NH2 GN=Pard3 PE=1 SV=1
145 40 499,1553 0,257315 1,214577 Elongation factor 1-alpha 1 0S=Mus musculus 64684,11 62952,37 57593,23 55689,26 68262,63 49393,59 36624,25 56326,58
P10126;D3YZ68;D3Z318 ! ’ ’ 0OX=10090 GN=Eeflal PE=1 SV=3 ! ’ ! ! ’ ’ ’ ’
Ubiquinone biosynthesis monooxygenase
8 2 30,3193 0,257322 1,686349 COQ6, mitochondrial 0S=Mus musculus 1184,655 667,0146 518,8607 497,046 899,8933 330,4673 465,9283 636,3365
Q8R1S0;D3YW66 0X=10090 GN=Coq6 PE=1 SV=3
H-2 class | histocompatibility antigen, D-K alpha
14 1 86,5447 0,257356 1,978913 chain 0S=Mus musculus OX=10090 GN=H2-D1 1387,121 1549,353 692,5181 1404,072 868,3734 1033,969 3459,275 1128,39
P14426 PE=1SV=1
Aldo-keto reductase a 0S=Mus musculus
Q9JLI0;Q8VC28 4 1 25,0333 0,257831 1,543947 OX=10090 GN=Akr1c12 PE=1 SV=1 249,9911 268,4981 298,7068 393,5849 292,3205 398,177 554,1879 624,6965
Janus kinase and microtubule-interacting
3 2 8,0638 0,259379 1,189196 protein 1 0S=Mus musculus 0X=10090 2610,11 1959,062 1859,022 2759,037 2967,821 3058,121 2336,019 2563,453
G3UYZ9;D3Z4U5 GN=Jakmipl PE=1 SV=1
23 8 187,5585 0,259589 1,12277 Nucleosome assembly protein 1-like 1 0S=Mus 54351,19 58220,31 56311,03 46316,58 54853,69 43047,61 45944,66 47822,14

P28656;Q3TF41;Q8BSH9 musculus 0X=10090 GN=Nap1l1 PE=1 SV=2



Ski-like protein 0S=Mus musculus 0X=10090

Q60665 2 1 14,777  0,259646 1,855745 GN=Skil PE=1 SV=2 1087,292 654,1569 843,5672 1158,27 623,4825 1006,613 27,11885 1042,783
Replication protein A 70 kDa DNA-binding
14 1 96,1782 0,259898 1,659547 subunit 0S=Mus musculus OX=10090 GN=Rpal 7855,379 3084,982 5660,928 8787,084 4748,453 3117,762 540,3333 9003,46
Q8VEE4 PE=1SVv=1
14 1 96,1801 0,259918 1,922643 Protein phosphatase methylesterase 1 0S=Mus 891,6298 2756,007 853,8805 760,1456 693,9894 702,3346 1352,482 811,1791
Q8BVQ5;A0A140LI84 musculus OX=10090 GN=Ppme1 PE=1 SV=5
Insulin-like growth factor-binding protein 4
5 1 24,9466  0,26001 1,245402 OS=Mus musculus OX=10090 GN=Igfbp4 PE=1 2772,989 1897,862 2484,405 1505,456 2841,329 2858,916 2545,238 2540,588
P47879;H3BJT2;H3BLB7 Sv=2
Small nuclear ribonucleoprotein Sm D3
14 7 77,6817 0,260629 1,078983 0S=Mus musculus OX=10090 GN=Snrpd3 PE=1 30018,95 26994,73 25850,53 26555,64 29534,12 29527,85 30373,07 28627,14
P62320;A0A1W2P7K5 Sv=1
11 3 59,9151 0,260707 1,104035 WD repeat-containing protein 18 0S=Mus 19093,97 15971,72 14717,9 17360,67 15043,48 16098,76 14258,1 15416,8
Q4VBES8 ! ! ! musculus OX=10090 GN=Wdr18 PE=1 SV=1 ! ! ! ! ! ! ! !
Translocon-associated protein subunit delta
9 1 86,2635 0,261225 1,179764 OS=Mus musculus OX=10090 GN=Ssr4 PE=1 5811,021 5653,254 3567,875 5154,673 5693,657 6316,058 5586,234 6219,737
Q62186;Q9D8L3 Sv=1
Programmed cell death 6-interacting protein
49 13 373,6804 0,261785 1,184269 0OS=Mus musculus OX=10090 GN=Pdcd6ip 8628,843 7347,072 5552,208 7129,57 7642,641 8070,218 7830,744 6538,263
Q9WU78 PE=1SV=3
1 1 12,6772 0,261792 1,917882 Synaptic vesicular amine transporter OS=Mus 1469,107 1753,114 1263,686 804,5724 5,414248 1996,381 1166,065 422,2812
Q8BRU6 ! ! ! musculus OX=10090 GN=Slc18a2 PE=1 SV=1 ! ! ! ! ! ! ! !
9 1 65,3789 0,262194 1,608531 Myeloid leukemia factor 2 0S=Mus musculus 1214,972 693,6146 922,5484 2109,972 1157,03 737,8726 1191,655 880,7163
Q99KX1;A0AON4SVX3 ! ! ! 0X=10090 GN=MIf2 PE=1 SV=1 ! ! ! ! ! ! ! !
3 1 15,1647 0,262701 1,944021 Zinc finger protein 7808 0S=Mus musculus 421,2917 617,5339 331,8253 400,0242 174,4744 465,5995 0 270,7573
E9Q2S6 ! ! ! 0X=10090 GN=Zfp780b PE=1 SV=1 ! ! ! ! ! ! !
Tether containing UBX domain for GLUT4
11 1 55,0088 0,263846 1,196489 0S=Mus musculus OX=10090 GN=Aspscrl PE=1 4600,287 4292,478 3850,944 3910,988 6160,401 3893,11 4937,314 4936,342
Q8VBT9;A2AC02;A2AC03;A2AC05 Sv=1
P62737;A0A0U1RQ96;A0A494BS Actin, aortic smooth muscle 0S=Mus musculus
T3,D3Y2Y0;D372K3;P63268 160 1 575,2784 0,264151 3,079864 OX=10090 GN=Acta2 PE=1 SV=1 0 0 50,56916 30,0557 1,117227 81,22163 7,941908 12,63605
Solute carrier family 2, facilitated glucose
27 11 146,6203 0,264172 1,205268 transporter member 3 0S=Mus musculus 22128,34 21481,83 13163,16 19975,92 16702,14 21057,09 15983,74 18580,95
P32037 0X=10090 GN=SIc2a3 PE=1 SV=1
8 1 58,8969 0,265307 1,243944 Putative phospholipase B-like 2 0S=Mus 1313,613 949,3297 865,6969 834,1336 924,6868 1024,574 916,6778 944,0228
Q3TCN2 ! ! ! musculus OX=10090 GN=Plbd2 PE=1 SV=2 ! ! ! ! ! ! ! !
25 9 181,7198 0,265522 1,657223 Nuclear RNA export factor 1 0S=Mus musculus 3111,67 5485,611 3116,852 7300,181 1437,599 4134,595 3137,204 2764,205
Q99JX7;VOGXF3;VOGXW3 ! ! ! 0OX=10090 GN=Nxf1 PE=1 SV=3 ! ! ! ! ! ! ! !
25 9 160,1486 0,266456 1,343618 Beta-catenin-like protein 1 05=Mus musculus 5628,399 4396,688 3278,677 3547,223 3398,245 4207,504 4210,199 3203,888
Q9oCWL8 ! ! ! 0X=10090 GN=Ctnnbl1 PE=1 SV=1 ! ! ! ! ! ! ! !
5 1 27,5494  0,26648 6,507124 Coiled-coil domain-containing 149 OS=Mus 0 79,96358 100,44 27,98258 15,05927 15,20829 39,8412 21,23343
F6V035 ! ! ! musculus OX=10090 GN=Ccdc149 PE=1 SV=1 ! ! ! ! ! ! !

Microtubule-associated protein 6 0S=Mus
25 2 151,5343 0,266982 3,948885

Q7TS12;A0A140LIT9;D3Z6W1 musculus OX=10090 GN=Map6 PE=1 SV=2 277,8822 93,91649 210,0121 66,174 174,0868 174,8694 1958,358 251,5036



E9PVX6
Q91YES

Q3V300;A0A0U1RPHS
Q8R3C6;A0AQJIYUTS
AOA338P6J0;A0A571BEK3;A0A57
1BEZ4;D3YUZ8;D3YWUO;E9Q2L2;
Q91XM9

Q3UJB0;A0A494B9S9
AOAOR4J1E2;A0AOR4J1L2;D3YUQ
9;D3YY68;D3YZT9;D32356;D3Z7N
2;E9PUM6;E9QNO8;F6ZFU0;Q80T
06;091VK2;Q9CVV2
Q99)16;A0A0G2JEDI;AOAIW2P77
7

P57776

Q63918

B2RUSO;E9PUC8

Q9EQH3

P31230;A0A0G2JDH0;A0A0G2JD

W6;A0A0G2JEU9;Q3UZG4

QOERS2

Q9DBB4;E9PZ53
Q9WUL7;A0A494BAJ6
Q99J23
Q8BYL4;E9PX65;F7BWC1

Q9CQF9;A0AON4SWD3;D37275;F
7CIP8

194

28

21

46

51

29

32

10

11

42

36

12

17

23

40

15

18

1271,2423

23,0282

151,7931

121,6221

37,1217

310,4141

330,1981

190,0699

212,0595

48,1957

49,0971

278,1844

224,4244

73,9535

25,0639

60,4891

25,2132

124,4166

167,7851

0,267185

0,267187

0,267446

0,268013

0,268067

0,26822

0,268491

0,26874

0,268923

0,269589

0,269874

0,270273

0,270294

0,270596

0,27096

0,271496

0,271512

0,271985

0,272818

1,126428

1,096711

1,12542

1,342944

1,980793

1,171846

1,153379

1,17708

1,201027

8,335188

1,612988

1,569116

1,14746

1,119026

1,331042

2,6404

1,794123

1,382359

1,164045

Proliferation marker protein Ki-67 OS=Mus
musculus 0X=10090 GN=Mki67 PE=1 SV=1
Synaptopodin-2 0S=Mus musculus 0X=10090
GN=Synpo2 PE=1 SV=2

Kinesin-like protein KIF22 OS=Mus musculus
0OX=10090 GN=Kif22 PE=2 SV=2

Probable RNA-binding protein 19 OS=Mus
musculus OX=10090 GN=Rbm19 PE=1 SV=1

Disks large homolog 2 0S=Mus musculus
0X=10090 GN=DIg2 PE=1 SV=2

Splicing factor 3b, subunit 2 0S=Mus musculus
0X=10090 GN=Sf3b2 PE=1 SV=1

Elongation factor 1-delta OS=Mus musculus
0X=10090 GN=Eefld PE=1 SV=1

Ras-related protein Rap-1b OS=Mus musculus
0X=10090 GN=Rap1b PE=1 SV=2

Elongation factor 1-delta OS=Mus musculus
0X=10090 GN=Eefld PE=1 SV=3
Caveolae-associated protein 2 0S=Mus
musculus OX=10090 GN=Cavin2 PE=1 SV=3
Transient receptor potential cation channel,
subfamily M, member 3 0S=Mus musculus
0X=10090 GN=Trpm3 PE=1 SV=1

Vacuolar protein sorting-associated protein 35
0S=Mus musculus OX=10090 GN=Vps35 PE=1
Sv=1

Aminoacyl tRNA synthase complex-interacting
multifunctional protein 1 0S=Mus musculus
0X=10090 GN=Aimp1 PE=1 SV=2

NADH dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 13 0S=Mus musculus
0X=10090 GN=Ndufal3 PE=1 SV=3
N-alpha-acetyltransferase 16, NatA auxiliary
subunit 0S=Mus musculus OX=10090
GN=Naal6 PE=2 SV=1

ADP-ribosylation factor-like protein 3 0S=Mus
musculus OX=10090 GN=Arl|3 PE=1 SV=1

GH3 domain-containing protein 0S=Mus
musculus OX=10090 GN=Ghdc PE=2 SV=2
Tyrosine--tRNA ligase, mitochondrial 0S=Mus
musculus OX=10090 GN=Yars2 PE=1 SV=2
Prenylcysteine oxidase OS=Mus musculus
0X=10090 GN=Pcyox1 PE=1 SV=1

15389,08

1356,499

8798,175

1437,669

72,26736

17814,31

21540,48

13767,23

3658,422

1294,265

710,3442

1714,636

12597,78

8491,724

4724,742

131,497

408,3861

950,5021

1630,156

13293,91

1430,347

8191,87

1474,318

86,52674

16739,57

18251,27

10151,27

2874,037

777,4299

691,2695

1993,479

10083,22

8046,394

5156,162

103,3932

965,6692

465,3505

1654,614

14549,29

1493,051

7969,036

1629,035

170,7668

12280,09

18867,48

9034,149

2883,853

971,8392

1661,045

2620,461

9608,753

6892,097

3235,257

15,83364

940,7126

483,5364

1791,15

14334,14

1378,125

6707,326

2048,248

261,9978

15375,08

15296,6

9176,072

2347,001

951,708

503,8536

858,2429

8569,642

7707,876

3551,803

101,2863

498,0912

655,8466

1620,651

10543,04

1338,286

8188,245

1468,335

86,06368

16723,3

22043,7

11036,43

3429,711

1353,493

1558,514

1557,386

10452,96

8465,189

3694,671

156,5437

176,5286

684,7667

1833,045

14964,56

1468,723

7277,376

1884,907

65,7293

14667,42

16824,45

14834,19

2544,705

1136,511

952,4859

1192,501

9071,68

9877,459

4235,661

60,22987

832,5755

1155,614

2428,235

12543,88

1375,296

6418,949

2819,53

57,14227

11569,59

18655,63

12642,63

2805,315

29481,75

306,5849

1655,19

8232,889

8198,305

2072,117

384,0856

875,1695

1051,565

1892,751

13053,78

1224,929

6383,609

1412,42

89,71217

14576,4

15866,53

11075,63

2432,365

1329,339

1128,709

1006,995

8527,116

8303,386

2520,041

142,6209

478,5938

640,3077

1557,362



Qoczu3

Q9DCO04;17HFV2

P53702

A2ANG61;F6S5B6;FEXWQ4;Q3UUV
0;Q8VEH2
P11440;A0A1Y7VIWS;AOA1Y7VIE
1;A0A1Y7VNS6;A0A286YCF7;D3Z
2T9;E3W997;F2Z480;Q3V3A1;06
4261;099J95;09JHU3
E9Q9B7;A0A1Y7VMH7;A0ALY7V
NF8

055022

Q9D8V0

Q9DBR4;E9PWH3;E9QPX0;F6V8Y

6,Q3TDW6;Q3TIZ5

P18155;A0A0N4SVS2;A0AON4SV
W2
P50518;A0A0N4SW07;A0AON4S
W34

B1AT82;B1AT83;B1AT84
P17183;A0A0N4SUI6;A0A0N4SU
W8;A0AON4SUX5;D3YVD3;D372S
4;D3Z6E4
Q8CI11;A0A2I3BPZ6;A0A213BR32
;AOA2I3BRV9
AOA087WSB8;Q9DCB1

E9Q309

Q9R190

55

23

47

16

12

12

27

19

16

39

33

54

41

10

11

360,8711

18,7037

20,4158

73,7951

127,8561

263,2898

124,5092

62,712

65,725

176,1287

127,5322

102,8578

305,039

216,2798

14,4704

272,8475

238,1525

0,272972

0,273338

0,27357

0,273646

0,27366

0,274043

0,274086

0,27415

0,274153

0,27419

0,274295

0,274497

0,274565

0,274616

0,274645

0,27479

0,275095

1,208894

3,768826

1,672703

1,48788

1,333793

1,332851

1,255953

1,342547

1,216569

1,314692

1,102415

1,549256

1,375492

1,277702

1,709368

1,66114

1,113679

Exosome RNA helicase MTR4 OS=Mus
musculus OX=10090 GN=Mtrex PE=1 SV=1
Regulator of G-protein signaling 3 0S=Mus
musculus OX=10090 GN=Rgs3 PE=1 SV=2
Holocytochrome c-type synthase OS=Mus
musculus OX=10090 GN=Hccs PE=1 SV=2
CDKN1A-interacting zinc finger protein 1
0S=Mus musculus OX=10090 GN=Ciz1 PE=1
Sv=1

Cyclin-dependent kinase 1 0S=Mus musculus
0X=10090 GN=Cdk1 PE=1 SV=3

Kinase D-interacting substrate 220 OS=Mus
musculus OX=10090 GN=Kidins220 PE=1 SV=1
Membrane-associated progesterone receptor
component 1 0S=Mus musculus OX=10090
GN=Pgrmcl PE=1 SV=4

Minor histocompatibility antigen H13 OS=Mus
musculus OX=10090 GN=Hm13 PE=1 SV=1
Amyloid beta precursor protein binding family
B member 2 0S=Mus musculus OX=10090
GN=Apbb2 PE=1 SV=2

Bifunctional methylenetetrahydrofolate
dehydrogenase/cyclohydrolase, mitochondrial
0S=Mus musculus 0X=10090 GN=Mthfd2 PE=1
Sv=1

V-type proton ATPase subunit E 1 0S=Mus
musculus OX=10090 GN=Atp6vlel PE=1 SV=2
Phosphoribosyl pyrophosphate synthase-
associated protein 1 0OS=Mus musculus
0X=10090 GN=Prpsap1 PE=1 SV=1

Gamma-enolase 0S=Mus musculus 0X=10090
GN=Eno2 PE=1 SV=2

Guanine nucleotide-binding protein-like 3
0S=Mus musculus 0X=10090 GN=GnI3 PE=1
Sv=2

High mobility group nucleosome-binding
domain-containing protein 3 0S=Mus musculus
0X=10090 GN=Hmgn3 PE=1 SV=1
Centrosome-associated protein 350 0S=Mus
musculus OX=10090 GN=Cep350 PE=1 SV=1
Metastasis-associated protein MTA2 OS=Mus
musculus OX=10090 GN=Mta2 PE=1 SV=1

3134,206

92,10408

301,9996

9814,217

13962,75

1359,765

3513,222

1053,013

1303,877

497,7561

2572,171

811,5423

2221,489

1160,633

1760,366

3436,706

4926,542

193,0582

208,9576

268,1292

9429,201

14148,97

1139,032

4090,673

1286,004

1983,902

497,6427

2226,524

1442,717

2021,529

819,6253

1586,527

3064,62

4019,536

165,4033

96,35459

416,8375

8586,219

6497,021

930,9986

1843,811

908,6797

2128,064

524,3656

2074,249

1336,929

1438,968

1034,667

4918,943

2814,073

4747,37

5,088064

154,4552

428,13

9502,509

9562,884

1076,261

3811,685

1073,922

1753,732

472,2149

2134,358

880,8621

1189,895

205,4579

4074,93

2965,358

4930,663

81,38227

257,3014

9203,906

14828,01

1280,076

2830,182

1222,4

1566,595

490,6512

2929,748

958,8768

1674,82

1022,745

2171,042

2729,384

3564,02

230,5982

145,6833

353,9933

6518,125

10308,14

1267,699

4117,645

917,9401

3039,49

540,2294

2326,519

1027,952

1859,122

650,9952

2491,728

3300,501

3542,328

142,1758

98,38257

84,03778

3046,674

14112,7

807,6604

3459,625

1291,35

1696,815

503,5082

5285,023

1158,962

1193,105

467,1073

2882,376

2702,678

4830,479

6,808611

55,45099

486,9627

9220,762

15551,49

1037,144

3751,878

1422,113

1727,95

483,7383

1904,392

783,0715

1448,635

431,2511

2732,828

2682,675



Methylcrotonoyl-CoA carboxylase subunit
10 2 45,7673 0,275112 1,368595 alpha, mitochondrial 0S=Mus musculus 357,1263 338,1564 251,7531 207,3939 417,608 291,8133 198,8006 211,8392
Q99MR8 0X=10090 GN=Mcccl PE=1 SV=2
TBC1 domain family member 4 OS=Mus

Q8BYJ6 9 1 44,8246 0,275164 1,471482 musculus OX=10090 GN=Thc1d4 PE=1 SV=2 64,64692 15,05266 7,821233 56,9258 52,90786 60,71017 36,36155 62,57098
Mitogen-activated protein kinase kinase kinase
8 3 31,7927 0,275214 1,463427 2 0S=Mus musculus OX=10090 GN=Map3k2 4589,856 3331,101 5274,817 4406,032 5423,071 2249,756 413,7712 4034,174
Q61083;G5E8L8 PE=1SV=2
31 2 206,5723 0,275337 5,700564 Cytosolic non-specific dipeptidase OS=Mus 13,17498 42,15395 17,03967 15,89339 401,7388 59,38964 21,57271 20,4419
Q9D1A2 ! ! ! musculus OX=10090 GN=Cndp2 PE=1 SV=1 ! ! ! ! ! ! ! !
Acidic leucine-rich nuclear phosphoprotein 32
12 3 90,8975 0,275653 1,290854 family member E 0S=Mus musculus OX=10090 1791,399 1762,6 1943,239 1553,147 1968,223 1155,626 665,5385 1672,414
P97822;E9PZF5;E9Q0X5;E9Q5H2 GN=Anp32e PE=1 SV=2
Proteasome subunit alpha type-6 OS=Mus
Q9QUMI;EOCXBL 23 5 137,7739 0,275788 1,279656 musculus OX=10090 GN=Psma6 PE=1 SV=1 10650,56 7201,258 7731,587 6546,777 11863,83 7360,976 7462,508 7214,386
Microtubule-associated protein 1B 0S=Mus
P14873 197 81 1382,1957 0,27586 1,259281 musculus OX=10090 GN=Map1b PE=1 SV=2 36216,55 33950,29 36332,23 32645,37 34216,11 27413,32 15708,99 33156,77
MAGUK p55 subfamily member 2 0S=Mus
QOWV34 8 2 36,638 0,276458 1,109607 musculus OX=10090 GN=Mpp2 PE=1 SV=1 3010,076 3017,922 2845,733 3561,703 2514,755 2819,566 3156,607 2716,133
A2AGT5;A0A0R4J0K2;K3W4R5;Z4 Cytoskeleton-associated protein 5 0S=Mus
vL78 118 26 736,0861 0,276725 1,254717 musculus OX=10090 GN=Ckap5 PE=1 SV=1 16273,17 13554,47 12278,12 10283,52 14247,58 11520,22 6928,322 9057,742
Single-stranded DNA-binding protein OS=Mus
Q8R2K3:D373Y3 13 1 96 0,276831 1,211698 musculus OX=10090 GN=Ssbp1 PE=1 SV=1 235,9702 374,4617 314,3683 406,0822 322,6221 378,9008 463,6085 447,4967
Histone H2B type 1-A 0S=Mus musculus
P70696 22 1 113,8559 0,277031 1,216156 OX=10090 GN=H2bc1 PE=1 SV=3 1046,96 998,5197 956,4083 1261,05 942,6921 1061,661 705,833 1502,669
Double-strand-break repair protein rad21
6 1 36,6302 0,277095 1,610199 homolog OS=Mus musculus 0X=10090 143,422 146,7655 318,1021 873,7874 226,9256 526,6614 828,2655 804,5866
Q61550;A0A213BS25 GN=Rad21 PE=1SV=3
BEN domain-containing protein 3 0S=Mus
Q6PALO 5 1 24,1551 0,277371 1,728709 musculus OX=10090 GN=Bend3 PE=1 SV=1 1735,241 1331,409 1289,151 2050,022 1199,718 1062,961 81,91517 1360,959
Centriolar coiled-coil protein of 110 kDa
8 1 48,996  0,278029 2,572036 0S=Mus musculus OX=10090 GN=Ccp110 PE=1 79,7132 173,0279 228,3984 250,8605 85,06204 166,5951 468,116 347,3775
Q7TSH4;A0A1400LJ44 Sv=1
Alpha-actinin-2 0S=Mus musculus OX=10090
QOJI91;:AOALY7VMW4 63 9 502,2487 0,27812 1,23387 GN=Actn2 PE=1 SV=2 3388,481 2607,53 2387,571 2208,919 2813,997 2241,742 2023,781 2039,872
Testis-specific gene 10 protein 0S=Mus
AOAGGSKLFA 21 1 107,6841 0,27825 1,334318 musculus OX=10090 GN=Tsga10 PE=1 SV=1 286,3916 349,082 398,4626 383,6135 341,8803 249,8136 120,4764 392,9378
Heat shock protein HSP 90-alpha OS=Mus
P07901;A2A6A2;B72C49;B72C50 173 41 981,3082 0,278678 1,182599 musculus OX=10090 GN=Hsp90aa1l PE=1 Sv=4 96629,02 91766,74 91053,94 73213,5 97536,57 68026,53 56967,39 75679,73
Aldo-keto reductase family 1 member B1
37 16 210,2478 0,279575 1,674608 OS=Mus musculus OX=10090 GN=Akrlb1l PE=1 2796,958 3331,787 2556,455 2425,259 2807,442 1968,263 6866,232 2435,277
P45376;D3YVI7 Sv=3
Zinc finger protein 735 OS=Mus musculus
B1ARH2 3 1 13,358 0,279874 5,665919 OX=10090 GN=Zfp735 PE=4 SV=1 0 0 0 17,25976 25,54862 0 16,75086 55,4929

Metastasis-associated protein MTA3 OS=Mus
12 2 66,7212 0,280032 1,110177

0924K8;E9Q794;03U3A7;Q3U1I8 musculus OX=10090 GN=Mta3 PE=1 SV=1 695,1713 614,2632 585,4012 700,5783 570,4828 649,7992 634,1693 723,0206



P51432;A0A494B9C1;A0A494BAY
4

008760

Q9QXS6;F7CPL2

AOAOR4J1E3

Q80X68

Q9DBE9S

F2YMGO
Q99KK7;A0A494BA16;A0A494BB
Cc1

Q6ZWV7

Q9ER73;A2A414

G3X963

G5E861

Q6RUT8;A0A570Y9P0;S4R1FO

F8WIS9;P11798

Q5svao

Q99L13

Q99KW3;A0A2U3TZ82

Q99KG3

Q3UGR5

42

31

29

36

36

20

21

45

16

20

11

218,5774

8,9703

226,7392

212,9174

197,8079

266,2043

8,6766

146,9768

100,7603

32,8778

264,6853

37,5952

77,657

42,0857

50,5237

130,1615

42,0126

20,7409

15,8524

0,280116

0,280785

0,28089

0,28089

0,280909

0,281042

0,282059

0,282108

0,282125

0,282126

0,282211

0,282407

0,283017

0,283202

0,283521

0,283552

0,284091

0,285056

0,286037

1,168903

2,472662

1,279907

1,279907

1,183421

1,535937

2,000588

1,257478

1,236398

1,465297

1,24218

1,371951

1,09875

1,541542

1,448891

1,259516

1,862161

1,725553

1,170185

1-phosphatidylinositol 4,5-bisphosphate
phosphodiesterase beta-3 0S=Mus musculus
0X=10090 GN=PIcb3 PE=1 SV=2
N-glycosylase/DNA lyase OS=Mus musculus
0X=10090 GN=0Ogg1l PE=1 SV=2

Drebrin OS=Mus musculus OX=10090
GN=Dbn1 PE=1 SV=4

Drebrin OS=Mus musculus OX=10090
GN=Dbn1 PE=1 SV=1

Citrate synthase OS=Mus musculus OX=10090
GN=Csl PE=1 SV=1

pre-rRNA 2'-O-ribose RNA methyltransferase
FTSJ3 0S=Mus musculus OX=10090 GN=Ftsj3
PE=1SV=1

Serine protease 56 OS=Mus musculus
0X=10090 GN=Prss56 PE=2 SV=1

Dipeptidyl peptidase 3 0S=Mus musculus
0X=10090 GN=Dpp3 PE=1 SV=2

60S ribosomal protein L35 OS=Mus musculus
0X=10090 GN=RpI35 PE=1 SV=1

Elongator complex protein 4 0S=Mus musculus
0OX=10090 GN=Elp4 PE=1 SV=2

ATPase family AAA domain-containing protein
2 0S=Mus musculus OX=10090 GN=Atad2 PE=1
Sv=1

Sodium channel and clathrin linker 1 0S=Mus
musculus OX=10090 GN=Sclt1 PE=1 SV=1
Coiled-coil domain-containing protein 154
0S=Mus musculus 0X=10090 GN=Ccdc154
PE=2 SV=3

Calcium/calmodulin-dependent protein kinase
0S=Mus musculus 0X=10090 GN=Camk2a
PE=1Sv=1

Histone acetyltransferase KAT7 OS=Mus
musculus OX=10090 GN=Kat7 PE=1 SV=1
3-hydroxyisobutyrate dehydrogenase,
mitochondrial 0S=Mus musculus OX=10090
GN=Hibadh PE=1 SV=1

TRIO and F-actin-binding protein 0S=Mus
musculus OX=10090 GN=Triobp PE=1 SV=3
RNA-binding protein 10 0S=Mus musculus
0X=10090 GN=Rbm10 PE=1 SV=1

Haloacid dehalogenase-like hydrolase domain-
containing protein 2 0S=Mus musculus
0X=10090 GN=Hdhd2 PE=1 SV=2

637,3329

37,09498

24671,89

1837,871

3092,365

1697,723

408,4328

735,3707

4776,374

147,4691

3520,281

1023,258

658,4046

750,6587

374,9712

16473,56

136,9057

8307,432

2195,742

714,9385

499,9173

19087,99

1421,912

3529,291

3438,358

1648,588

617,8709

4637,34

104,8738

5470,535

1677,853

699,5005

720,1592

874,7859

15413,6

147,2012

5388,848

1839,244

586,5632

246,8185

16286,26

1213,205

2580,298

2016,711

1354,81

893,9978

3453,61

188,7681

4517,106

1278,378

609,932

330,1717

852,6803

14955,91

209,5403

7215,81

2208,921

603,8914

492,6782

13641,64

1016,2

2446,937

1118,543

935,5919

569,4586

4331,532

148,8389

4082,26

2068,489

740,5319

664,9246

694,4175

11737,58

95,20565

5936,974

1729,559

459,5659

83,45832

16469,6

1226,862

3025,385

2087,061

1462,74

904,5422

3979,129

117,3972

4693,362

885,5291

803,2575

327,0335

428,2914

16802,32

167,8348

8106,326

2404,835

659,868

299,852

18765,61

1397,898

3320,882

1990,289

2736,542

511,1307

3666,641

58,32927

7648,282

1635,968

618,6797

429,9888

861,4478

15919,81

183,0972

3088,359

1761,672

606,61

53,19678

10846,68

807,9965

2445,201

770,4682

1575,63

430,4665

2578,486

82,20947

4087,937

967,1655

641,3225

631,5039

583,5031

9373,965

9,616042

161,3598

1822,123

741,9891

79,74171

12898,32

960,8286

2471,198

1113,436

1122,659

640,539

3686,197

179,6228

5420,599

919,6422

619,3916

211,1153

556,9667

11440,6

169,3975

4203,643

1884,279



P48725

Q8VHK9

Q9EPM5

Q8BMQ2

E9Q295

Q6GQT9

P47963

Q9JJA4;D37369

B2RQY6

Q91W90;A0A0R4J1Y7;E9PXX7

QocQ7s

Q99pP72

P12970

Qocue2

Q99K48;B1AXTO

Q9D104;G5E8T3

Q8BWMO

Q91VL8

14

49

10

61

40

21

16

27

70

44

110

56

10

3

11

15

20

21

25

28

20

84,5188

296,0597

27,1963

61,7289

18,1628

386,8484

178,5733

133,564

87,6815

177,7788

38,0068

451,2717

220,4251

698,4847

361,31

60,6113

61,1537

50,2749

0,286202

0,286513

0,286856

0,287208

0,287225

0,287602

0,288104

0,288158

0,288532

0,28912

0,289205

0,290878

0,291467

0,291595

0,291632

0,29198

0,291997

0,292038

1,261613

2,279363

1,441369

1,564717

1,436035

1,393532

1,146946

1,204577

1,131105

1,084641

1,397138

1,102958

1,120385

1,22416

1,116442

2,635578

1,167389

1,497575

Pericentrin 0S=Mus musculus 0X=10090
GN=Pcnt PE=1 SV=2

ATP-dependent DNA/RNA helicase DHX36
0S=Mus musculus OX=10090 GN=Dhx36 PE=1
Sv=2

Syncoilin 0S=Mus musculus 0OX=10090
GN=Sync PE=1 SV=1

General transcription factor 3C polypeptide 4
0S=Mus musculus 0X=10090 GN=Gtf3c4 PE=1
SvV=2

Predicted gene 973 OS=Mus musculus
0X=10090 GN=Gm973 PE=1 SV=1

Nodal modulator 1 0S=Mus musculus
0X=10090 GN=Nomo1 PE=1 SV=1

60S ribosomal protein L13 OS=Mus musculus
0X=10090 GN=Rpl13 PE=1 SV=3

Ribosome biogenesis protein WDR12 OS=Mus
musculus OX=10090 GN=Wdr12 PE=1 SV=1
BC035947 protein OS=Mus musculus
0X=10090 GN=BC035947 PE=1 SV=1
Thioredoxin domain-containing protein 5
0S=Mus musculus OX=10090 GN=Txndc5 PE=1
Sv=2

NADH dehydrogenase [ubiquinone] 1 alpha
subcomplex subunit 2 0S=Mus musculus
0X=10090 GN=Ndufa2 PE=1 SV=3

Reticulon-4 0S=Mus musculus OX=10090
GN=Rtn4 PE=1 SV=2

60S ribosomal protein L7a 0S=Mus musculus
0X=10090 GN=Rpl7a PE=1 SV=2

Structural maintenance of chromosomes
protein 1A OS=Mus musculus 0X=10090
GN=Smc1la PE=1 SV=4

Non-POU domain-containing octamer-binding
protein 0S=Mus musculus OX=10090
GN=Nono PE=1 SV=3

Signal recognition particle 19 kDa protein
0S=Mus musculus OX=10090 GN=Srp19 PE=1
Sv=1

Prostaglandin E synthase 2 OS=Mus musculus
0X=10090 GN=Ptges2 PE=1 SV=3

Telomeric repeat-binding factor 2-interacting
protein 1 0S=Mus musculus OX=10090
GN=Terf2ip PE=1 SV=1

12408,85

2474,325

132,4701

164,4411

302,101

16199,63

37427,64

2331,446

5098,214

8375,927

6689,425

8428,036

58796,22

7718,087

31766,63

15,9398

485,4064

531,1974

15126,85

2961,643

236,8601

142,8992

435,8534

11610,51

33127,69

1841,338

4281,722

7650,487

6010,737

8156,081

55376,46

6114,912

32094,12

51,06266

469,3537

574,459

15478,06

1720,304

270,2715

116,0592

408,927

9959,077

29170,52

1475,363

4319,154

7660,515

5370,194

7918,402

47380,61

5551,02

26242,08

55,16942

745,5305

585,7911

23178,6

11660,1

124,0477

98,01727

338,7975

11003,44

29290,41

1627,451

3633,198

7436,739

6905,822

9067,468

51014,55

5110,411

35536,42

142,0614

550,3559

271,8323

15257,13

2008,918

324,9849

62,30859

128,6341

12262,54

34706,53

1683,365

4666,249

8293,139

5048,565

8805,834

58293,97

7388,135

30704,59

15,43855

667,1135

313,2241

17808,08

3137,225

290,3114

181,9351

643,2882

12225,13

28708,69

1552,092

4724,536

8916,868

7305,585

7381,317

45470,58

6991,264

35583,75

23,26125

713,2518

704,7362

21150,3

1683,725

268,3786

251,5362

361,2129

21873,96

24899,27

2289,242

3764,162

8153,672

4334,027

7252,253

42390,29

6715,744

29782,54

54,71718

628,6224

485,2811

25128,85

1443,645

217,0257

157,5984

338,8445

9869,484

26185

1572,754

4175,222

7820,416

2413,908

9673,955

48107,49

4797,961

31332,13

6,839297

564,1328

338,2376



BUB3-interacting and GLEBS motif-containing

3 1 17,3406 0,292209 1,644478 protein ZNF207 OS=Mus musculus OX=10090 3677,3 3610,078 3832,299 3206,069 3984,958 2190,363 7925,062 2392,405
Q9JMDO0;B1AQG7;Q8CCB2 GN=Znf207 PE=1 SV=1
Secl family domain-containing protein 2
3 1 9,6964 0,292216 1,452217 OS=Mus musculus OX=10090 GN=Scfd2 PE=1 110,873 112,3702 125,1217 126,7208 127,9786 73,82807 130,0097 205,4433
Q8BTY8 Sv=1
10 2 54,4078 0,292225 1,55121 Protein phosphatase 1G 05=Mus musculus 1007,746 1652,478 1197,903 642,9754 1405,862 501,4764 234,141 760,1921
Q61074;A0A0J9YVGO ! ! ! 0X=10090 GN=Ppm1g PE=1 SV=3 ! ! ! ! ! ! ! !
Phosphoribosylformylglycinamidine synthase
44 1 256,5482 0,292409 2,544919 0OS=Mus musculus OX=10090 GN=Pfas PE=1 507,7657 2108,641 2438,337 1859,293 1,277587 1174,941 1593,996 1146,518
Q5SURO;F6RULY;G3UY86 Sv=1
Protein Red OS=Mus musculus OX=10090
Q971M8;AOA494BAWT 28 8 166,3585 0,293327 1,235603 GN=Ik PE=1 SV=2 4409,956 4648,658 2813,476 4378,501 3877,72 3938,993 3301,367 2944,766
DAZ-associated protein 1 0S=Mus musculus
QOJII5;D324)1:03UGBS 19 5 116,5673 0,293606 1,193518 OX=10090 GN=Dazap1 PE=1 SV=2 13332,19 12134,89 10169,25 8074,197 13127,39 13431,98 9860,934 11425,84
Q6PFD9;A0A140T8J8;A0A1BOGR Nuclear pore complex protein Nup98-Nup96
A7;A0A1BOGRB5;A0A1B0GSX7;B2 45 4 265,0363 0,294343 1,11648 0OS=Mus musculus OX=10090 GN=Nup98 PE=1 2840,991 2251,72 2039,219 2353,724 2333,012 2203,558 2115,261 2240,824
RQLO Sv=2
P63017;A2AD03;D3Z5E2;F654D9; Heat shock cognate 71 kDa protein OS=Mus
Q3UR39;Q504P4;Q90XG2 233 79 987,7262 0,294349 1,113932 musculus OX=10090 GN=Hspa8 PE=1 SV=1 94165,12 84266,35 80195,94 74341,98 90574,14 81389,04 68337,97 85987,7
EF-hand domain-containing family member B
14 1 64,9909 0,294638 1,452292 OS=Mus musculus OX=10090 GN=Efhb PE=1 1689,872 1753,745 735,3711 1288,533 1040,151 929,939 819,6168 975,0458
Q8CDU5 Sv=2
28S ribosomal protein S7, mitochondrial
17 5 94,5742 0,294696 1,22073 0S=Mus musculus OX=10090 GN=Mrps7 PE=1 3807,987 2253,914 3060,565 2399,391 3424,304 3304,868 4156,981 3178,923
Q80X85 Sv=1
Molybdopterin synthase catalytic subunit
2 1 10,3631 0,29478 1,30141 0S=Mus musculus OX=10090 GN=Mocs2 PE=1 833,5224 1059,658 1178,594 608,472 1048,213 1137,486 1688,964 914,8438
Q97223;A0A0R4J206 Sv=3
Q5PR68;A2ABQS5;17HLS4;)3)S86;S Centrosomal protein of 112 kDa OS=Mus
AR114 19 2 86,7065 0,294965 1,427511 musculus OX=10090 GN=Cep112 PE=2 SV=2 582,0127 1435,237 626,9219 856,9448 1242,916 761,3959 1172,339 1108,367

mRNA turnover protein 4 homolog 0S=Mus

Q9D0I8;A2AMVL;DERCI7 24 8 149,5708 0,295387 1,17489 musculus OX=10090 GN=Mrtod PE=1 SV=1 2357,611 2204,169 2138,846 1733,741 2451,026 2628,279 2687,644 2142,506
Translin-associated protein X 0S=Mus
Q9QZE7;AOALDSRLRO 13 2 83,4629 0,295899 2,145941 musculus OX=10090 GN=Tsnax PE=1 SV=1 18,22205 68,87786 78,73846 85,18773 0 47,06229 70,97536 44,17075
67 19 401,8481 0,295986 1,232681 Nuclear pore complex protein Nup155 OS=Mus 5236,441 4430,577 3465,808 3711,27 4558,874 5035,673 6525,72 3856,215
Q99P88;A0A2R8VHH1 musculus OX=10090 GN=Nup155 PE=1 SV=1
NADH dehydrogenase [ubiquinone] 1 beta
10 3 55,7258 0,295988 1,344264 subcomplex subunit 9 0S=Mus musculus 925,1719 830,7224 1306,716 920,4042 952,9048 1065,754 819,5923 653,9444
Qocals 0X=10090 GN=Ndufb9 PE=1 SV=3
Inhibitor of Bruton tyrosine kinase OS=Mus
5 2 26,9257 0,296117 1,251864 2852,045 3632,079 2505,494 1907,657 2521,165 3062,561 1992,754 2402,969

Q6ZPR6 musculus OX=10090 GN=Ibtk PE=1 SV=3
21 8 163,1421 0,296905 1,119421 Synapsin-2 05=Mus musculus OX=10090 16704,57 14849,44 14264,73 13596,72 16267,71 14351,78 12138,7 13959,1
Q64332 ! ! ! GN=Syn2 PE=1 SV=2 ! ! ! ! ! ! ! !



054984;A0A1BOGRE1

P21278

035435;D3YZY5;E9Q1V3;F6TCT7
Q68FL4;D3YX97;D3YYM7;E9PX77
;F8WGT1;F8WI65;H3BKT5;H3BL3
1;Q805W1

P35821
P61957;D32794;G3UWI9;G3UWX
9;G3UZ60;G3UZA7;G3UZX6;H7B
WX9;Q97172

Q8BHB4
Q91VI7;A0A1BOGRG4;A0A1BOGR
Y7;A0A1BOGSG5

QoG9

P25444;D3YVC1;D3YWI3

AOA3Q4EIC8

Q64433;Q9J195

QOKK56

P19783;D6RG40; MOQWX7

P25911

QoQuJt7

Q9D358;A0A1W2P7X3;Q561M1

Q7TMB8;A0A0R4J119;A0A0U1RQ
05

21

15

17

19

30

25

38

40

32

14

45

54

13

25

13

121,4912

111,2055

106,8553

97,6626

29,8676

55,5035

157,1795

206,1747

25,4268

232,7009

17,3615

181,4895

34,454

230,2439

64,3205

331,4704

56,2582

316,6734

0,297396

0,29741

0,298068

0,298692

0,298719

0,29894

0,299356

0,299413

0,299627

0,299953

0,300127

0,300207

0,300257

0,300327

0,300667

0,301193

0,301214

0,30144

1,627287

1,157299

1,167577

1,7013

58,36922

1,482696

1,233753

1,261504

2,219442

1,169866

1,549596

1,138679

1,78786

1,169032

1,295134

1,364301

1,182984

1,110722

ATPase GET3 OS=Mus musculus 0X=10090
GN=Get3 PE=1 SV=2

Guanine nucleotide-binding protein subunit
alpha-11 0S=Mus musculus 0X=10090
GN=Gnall PE=1 SV=1

Dihydroorotate dehydrogenase (quinone),
mitochondrial 0S=Mus musculus 0X=10090
GN=Dhodh PE=1 SV=2

Putative adenosylhomocysteinase 3 0S=Mus
musculus OX=10090 GN=Ahcyl2 PE=1 SV=1
Tyrosine-protein phosphatase non-receptor
type 1 0S=Mus musculus OX=10090 GN=Ptpn1l
PE=1 SV=2

Small ubiquitin-related modifier 2 0S=Mus
musculus OX=10090 GN=Sumo2 PE=1 SV=1
WD repeat-containing protein 3 0S=Mus
musculus OX=10090 GN=Wdr3 PE=1 SV=1
Ribonuclease inhibitor 0S=Mus musculus
0X=10090 GN=Rnh1 PE=1 SV=1

Nitric oxide-associated protein 1 0S=Mus
musculus OX=10090 GN=Noal PE=1 SV=1

40S ribosomal protein S2 0S=Mus musculus
0OX=10090 GN=Rps2 PE=1 SV=3

Vomeronasal 2, receptor 129 0S=Mus
musculus 0X=10090 GN=Vmn2r129 PE=4 SV=1
10 kDa heat shock protein, mitochondrial
0S=Mus musculus OX=10090 GN=Hspel PE=1
SV=2

Protein FAM184B OS=Mus musculus OX=10090
GN=Fam184b PE=2 SV=1

Cytochrome c oxidase subunit 4 isoform 1,
mitochondrial 0S=Mus musculus 0X=10090
GN=Cox4il PE=1 SV=2

Tyrosine-protein kinase Lyn OS=Mus musculus
0X=10090 GN=Lyn PE=1 SV=4
Long-chain-fatty-acid--CoA ligase 4 OS=Mus
musculus OX=10090 GN=Acsl4 PE=1 SV=2

Low molecular weight phosphotyrosine protein
phosphatase 0S=Mus musculus 0X=10090
GN=Acp1l PE=1SV=3

Cytoplasmic FMR1-interacting protein 1
0S=Mus musculus OX=10090 GN=Cyfip1 PE=1
Sv=1

7058,293

1098,923

2533,053

1481,542

468,1757

2819,042

737,4713

3834,37

24,92263

11086,1

4807,819

23945,66

41549,32

1026,099

6610,853

10190,09

5324,048

5873,804

1148,101

2027,847

269,1017

49,73513

3948,59

536,0484

3466,845

11932,04

6315,588

19686,1

20,0693

34282,83

831,5899

4809,659

9739,124

5076,149

5451,024

1057,069

1779,623

1160,323

1,365271

1689,06

564,4903

3524,702

25,24681

8524,508

4537,678

18470,57

26419,45

961,3706

3866,518

8307,286

5032,036

5427,421

1076,451

1620,967

1006,554

0,17912

1761,583

581,4206

2330,889

27,51325

8904,975

6112,88

17703,56

72,26172

33475,39

698,9488

3886,528

6825,637

6255,085

6828,548

1097,269

2052,885

1246,202

95,8256

1945,248

534,5415

3337,373

41,91365

11021,66

4126,669

18090,16

32,9519

35071,4

808,7322

4110,39

11339,63

4984,957

5683,571

1255,983

2224,872

1212,005

123,4573

2727,137

945,2504

2569,097

11,28787

7782,731

5243,606

23875,02

61,48728

47088,57

945,7208

5682,434

8166,777

5777,343

19495,33

1110,83

2239,82

2512,841

30071,4

2742,456

716,1939

2926,701

43,46514

8200,211

416,0874

20453,93

38,85447

36021,28

735,7368

2627,701

7553,345

4794,81

6394,981

963,1066

1800,991

1693,833

29,51327

1528,069

710,9981

2579,555

70,93284

7569,991

4265,023

21051,67

31,78129

37435,11

629,9116

4434,767

8034,076

4518,545



Q9D051

Q99KV1

Q99ME6

P47753;A0A0G2JE27;Q5RKN9

G3X8R0;A0A494BBE3;Q60870

Q6PA06;ES9QND8

AOA571BG24;A0A5F8MPN3;D3Y

U22;D37589;Q3UH68

P07147

Q9D903;A2ACZ1

Q499E5;A0A1D5RMHO

Q8R3D1

E9PWZ3;Q9CQ09

Q9ESLO;A0AOR4J198;Q9JIN4

Q8BHX3

Q91VE6;E0CXU3

Q80TD3;D3YUCS

054734

Q61301;A0A0N4SUZ7;E0CXB9

36

16

18

10

16

15

17

29

15

10

234,276

92,0734

5,0486

135,5998

61,8366

63,872

75,6865

9,8912

101,5225

19,014

33,4268

42,8292

25,3705

28,9471

125,2582

39,4837

187,3923

105,8999

0,301574

0,302023

0,302821

0,303402

0,303701

0,303832

0,303905

0,30392

0,306071

0,30612

0,306296

0,306861

0,30687

0,307117

0,307477

0,307545

0,308201

0,308267

1,225306

1,140999

1,68066

1,452888

1,177642

1,179009

2,094902

1,275303

1,189291

1,307169

2,20488

1,257616

2,585197

3,471627

1,556707

1,245228

1,197771

1,259285

Pyruvate dehydrogenase E1 component
subunit beta, mitochondrial 0S=Mus musculus
0X=10090 GN=Pdhb PE=1 SV=1

DnaJ homolog subfamily B member 11 OS=Mus
musculus OX=10090 GN=Dnajb11 PE=1 SV=1
Protein ATP1B4 OS=Mus musculus OX=10090
GN=Atplb4 PE=1 SV=1

F-actin-capping protein subunit alpha-1
0S=Mus musculus OX=10090 GN=Capzal PE=1
Sv=4

Receptor expression-enhancing protein
0S=Mus musculus OX=10090 GN=Reep5 PE=1
Sv=1

Atlastin-2 0S=Mus musculus OX=10090
GN=AtI2 PE=1 SV=1

LIM and calponin homology domains-
containing protein 1 0S=Mus musculus
0X=10090 GN=Limch1 PE=1 SV=1
5,6-dihydroxyindole-2-carboxylic acid oxidase
0S=Mus musculus OX=10090 GN=Tyrpl PE=1
Sv=1

Probable rRNA-processing protein EBP2
0S=Mus musculus OX=10090 GN=Ebnalbp2
PE=2 SV=1

Storkhead-box protein 2 0S=Mus musculus
0X=10090 GN=Stox2 PE=2 SV=2

TBC1 domain family member 13 OS=Mus
musculus OX=10090 GN=Tbc1d13 PE=1 SV=1
Ribosomal protein L3-like 0S=Mus musculus
0X=10090 GN=RpI3l PE=1 SV=1
Succinyl-CoA:3-ketoacid coenzyme A
transferase 2B, mitochondrial 0S=Mus
musculus OX=10090 GN=0Oxct2b PE=2 SV=1
Borealin 0S=Mus musculus 0X=10090
GN=Cdca8 PE=1 SV=2

MKI67 FHA domain-interacting nucleolar
phosphoprotein 0S=Mus musculus OX=10090
GN=Nifk PE=1 SV=1

Folliculin-interacting protein 2 0S=Mus
musculus OX=10090 GN=Fnip2 PE=1 SV=2
Dolichyl-diphosphooligosaccharide--protein
glycosyltransferase 48 kDa subunit 0S=Mus
musculus OX=10090 GN=Ddost PE=1 SV=2
Catenin alpha-2 0S=Mus musculus OX=10090
GN=Ctnna2 PE=1 SV=3

11553,6

9887,535

174,2306

9736,95

2867,054

5111,842

149,4184

486,878

5075,806

643,0867

222,947

125,522

6,354769

44,88008

1247,481

1856,764

25299,99

2343,323

9177,235

9969,361

98,64342

3720,224

2492,915

4356,611

106,5375

485,678

4179,938

525,7498

100,667

198,5882

100,0641

1172,035

2202,397

19134,58

1629,214

6342,483

7651,394

120,6855

8533,268

1853,642

3082,136

65,36963

339,4365

3499,283

554,8865

552,4226

130,2235

204,083

897,1981

1597,319

14674,19

1437,058

8793,659

8337,738

4862,184

2612,302

4504,699

279,9937

450,4363

4091,754

419,9644

155,1137

132,0272

362,7602

805,8666

1562,614

18343,11

1446,845

8602,145

10537,69

174,9996

7281,878

2202,396

4929,886

128,1527

439,7814

3502,286

569,0069

319,6192

208,9682

7,599805

37,0077

1028,932

1814,606

19400,89

1622,469

11774,56

11743,2

196,4969

3202,581

2836,01

4937,446

22,69445

258,5628

4728,712

777,6694

147,9256

323,4881

195,4317

1203,327

2512,255

23292,4

1511,609

8906,065

8915,877

157,9071

4034,859

2189,636

3998,887

15,26281

358,5526

3874,848

435,6334

130,2995

95,03152

204,7646

2280,389

2797,072

16664,54

1307,667

10356,85

9703,523

131,0163

3962,923

2166,996

4592,987

120,9294

380,1409

3062,291

591,1819

32,04142

153,4641

50,41031

1052,337

745,7428

1624,767

17580,65

1243,509



PODN34
Q8BQ33;A0A0U1RNX1;A0AO0U1R
Q28;Q3UVv49
P84228;A0A1W2P768;EOCYN1;EC
CYR7;F8WI35

Q8cl40

Q9CWS0;D3YU15
Q6Y7W8;E9Q2M5;G3UYG6;G3UY
R9

Q8BHB7

AOAOR4J0OD3

Q9WUA2;A0A087WPV4;A0A087

WS80

Q9EP69;A0A5F8MPK9

Q9Z0N1;A2AAWS

Q9D5V6

Q9ROP5

Q9ER38

P62301;A0A0U1RQ71;Q921R2

054988

Q61792;A2A6G6;A2A6G7;A2A6G

8;A2A6G9;A2A6H0;A2A6H1

Q3TCH7

P06728

42

52

14

22

18

35

26

29

14

35

15

22

10

11

15

6,2006

209,0233

146,8627

67,4511

151,1919

107,4954

23,587

66,3931

195,1083

175,3728

210,1731

27,3989

98,3828

24,693

177,9179

82,8263

39,3616

117,86

43,7267

0,308685

0,308873

0,309101

0,309169

0,309279

0,309691

0,310328

0,310676

0,310728

0,310794

0,310936

0,310977

0,311008

0,311378

0,311421

0,311445

0,31153

0,311585

0,311667

1,277224

1,127308

4,412684

1,244284

1,102281

1,436533

1,532649

2,986599

1,129144

1,28059

1,232521

1,168275

1,57641

1,19879

1,187035

1,269187

1,109309

2,473901

1,184464

NADH dehydrogenase [ubiquinone] 1 beta
subcomplex subunit 1 0S=Mus musculus
0X=10090 GN=Ndufbl PE=1 SV=1

Treslin 0S=Mus musculus OX=10090 GN=Ticrr
PE=1 SV=2

Histone H3.2 0S=Mus musculus OX=10090
GN=H3c15 PE=1 SV=2

Rootletin 0S=Mus musculus 0X=10090
GN=Crocc PE=1 SV=2
N(G),N(G)-dimethylarginine
dimethylaminohydrolase 1 OS=Mus musculus
0X=10090 GN=Ddah1 PE=1 SV=3
GRB10-interacting GYF protein 2 OS=Mus
musculus OX=10090 GN=Gigyf2 PE=1 SV=2
Uncharacterized protein C160rf46 homolog
0S=Mus musculus OX=10090 PE=2 SV=1
Dolichyl-diphosphooligosaccharide--protein
glycotransferase 0S=Mus musculus OX=10090
GN=Stt3b PE=1 SV=1

Phenylalanine--tRNA ligase beta subunit
0S=Mus musculus OX=10090 GN=Farsb PE=1
SvV=2

Phosphatidylinositol-3-phosphatase SAC1
0S=Mus musculus OX=10090 GN=Sacm1l PE=1
Sv=1

Eukaryotic translation initiation factor 2
subunit 3, X-linked 0S=Mus musculus
0OX=10090 GN=Eif2s3x PE=1 SV=2
Synapse-associated protein 1 0S=Mus
musculus OX=10090 GN=Syap1 PE=1 SV=1
Destrin 0S=Mus musculus OX=10090 GN=Dstn
PE=1SV=3

Torsin-3A 0S=Mus musculus OX=10090
GN=Tor3a PE=1 SV=2

40S ribosomal protein S13 0S=Mus musculus
0X=10090 GN=Rps13 PE=1 SV=2

STE20-like serine/threonine-protein kinase
0S=Mus musculus OX=10090 GN=Slk PE=1
Sv=2

LIM and SH3 domain protein 1 0S=Mus
musculus OX=10090 GN=Lasp1 PE=1 SV=1
Cullin-4A OS=Mus musculus OX=10090
GN=Cul4a PE=1 SV=1

Apolipoprotein A-IV 0S=Mus musculus
0X=10090 GN=Apoa4 PE=1 SV=3

1129,447

6692,584

1273,917

887,2584

2822,254

259,9664

854,6356

210,2931

6998,994

10440,63

9318,227

2679,067

4104,025

884,7586

40180,03

674,7441

3650,468

3240,448

642,9026

821,727

5662,279

1823,474

793,2614

2232,745

223,9173

2015,489

607,2357

6906,953

9864,072

9092,147

1953,517

3478,576

652,7068

35064,99

1085,088

3768,479

1018,989

642,1893

703,9601

6312,534

1740,014

840,1526

2187,808

364,0811

1030,688

1108,992

6932,087

5821,629

11292,99

2335,823

3026,165

735,5576

34202,41

938,3121

3253,895

2212,273

458,3315

894,0864

5203,17

111,7248

589,5549

2192,915

244,1195

767,3427

1968,671

6290,535

6817,638

6307,555

2160,241

3054,589

976,5978

36611,42

999,9377

3007,599

7591,535

838,3769

810,0985

5214,282

753,8124

2325,091

404,8067

1045,6

316,3486

7572,726

8427,418

7925,513

2077,65

3945,941

793,6269

39314,19

1345,521

3974,575

1023,408

614,2768

1387,861

5593,663

2302,084

753,1072

2707,918

185,1303

883,1056

3174,079

6276,14

7297,034

6784,861

2004,57

3451,035

1166,172

30574,58

947,2338

3626,266

808,5182

850,2344

1117,765

5056,393

3268,56

707,5145

2437,352

190,0696

532,4684

3463,23

5816,453

5883,785

6118,485

1759,047

9821,729

847,707

20957,59

847,4924

3111,673

732,4919

792,4179

1217,427

5310,5

900,2123

521,8003

2473,479

306,9287

584,633

4477,994

6552,823

6623,429

8592,516

1972,516

3129,632

1088,107

32198,76

725,4475

3446,865

3120,226

801,1212



P32233

G3X9L9;E9Q1A0

AOAOR4J008;P70288;08BQ10

QacQus

Q8BQM4;E9PWH6

055029

Q8VEG4;A0A1IW2P7Q1

P22907;A0A1L1ST19

Q92511;H3BK90;H3BKI6;VOGWS5

P59672
Q8CHY6;A0A1D5RMO07;A0A1D5R
M58;A0A117Q4G8;ESQMNS5

Q9oD787

A7XUY5;E9Q072;E9Q4T3;K4DID5
F8VQO05;A0A0J9YTS1;A0A0J9YUH
4

Q9CXT8

G3X8Y3;A0A0A6YW80;A0A0A6YX
86;A0A0A6YXF4

035691;A0A1W2P651;Q3TUQS
E9PV14;A2AUKS5;A2AUK7;A2AUK
8

Q9oD0I9

21

58

25

25

58

14

51

23

22

23

29

16

70

67

17

15

21

140,0389

293,7059

180,1134

11,5418

128,1835

381,6986

11,2735

91,9576

368,5839

19,4387

136,8358

18,5407

106,0696

104,0031

184,3249

91,5395

283,3471

444,2688

472,4896

0,311898

0,312384

0,312434

0,312548

0,312802

0,312845

0,312855

0,312956

0,313122

0,313123

0,313565

0,313908

0,314022

0,314576

0,314949

0,315031

0,315209

0,315911

0,315932

1,36645

1,14404

1,086817

1,229119

1,222615

1,256599

1,485915

1,437879

1,596505

1,568087

1,193472

1,38417

1,54764

1,223212

1,172375

1,706247

1,100324

1,755152

1,445575

Developmentally-regulated GTP-binding
protein 1 0S=Mus musculus OX=10090
GN=Drgl PE=1SV=1

Myomegalin 0S=Mus musculus OX=10090
GN=Pde4dip PE=1 SV=1

Histone deacetylase 2 0S=Mus musculus
0X=10090 GN=Hdac2 PE=1 SV=1

ZW10 interactor 0S=Mus musculus OX=10090
GN=Zwint PE=1 SV=1

HEAT repeat-containing protein 3 0S=Mus
musculus OX=10090 GN=Heatr3 PE=1 SV=1
Coatomer subunit beta' 0S=Mus musculus
0X=10090 GN=Copb2 PE=1 SV=2

Exonuclease 3'-5' domain-containing protein 2
0S=Mus musculus OX=10090 GN=Exd2 PE=1
SV=2

Porphobilinogen deaminase OS=Mus musculus
0X=10090 GN=Hmbs PE=1 SV=2

ATPase family AAA domain-containing protein
3 0S=Mus musculus OX=10090 GN=Atad3 PE=1
Sv=1

Ankyrin repeat and SAM domain-containing
protein 1A 0S=Mus musculus 0X=10090
GN=Anksla PE=1 SV=3

Transcriptional repressor p66 alpha 0S=Mus
musculus OX=10090 GN=Gatad2a PE=1 SV=2
RING-type E3 ubiquitin-protein ligase PPIL2
0S=Mus musculus OX=10090 GN=Ppil2 PE=1
Sv=2

Selection and upkeep of intraepithelial T-cells
protein 5 0S=Mus musculus OX=10090
GN=Skint5 PE=2 SV=1

FRY-like transcription coactivator 0S=Mus
musculus OX=10090 GN=Fryl PE=1 SV=1
Mitochondrial-processing peptidase subunit
beta 0S=Mus musculus 0X=10090 GN=Pmpcb
PE=1SVv=1

N-alpha-acetyltransferase 15, NatA auxiliary
subunit 0S=Mus musculus OX=10090
GN=Naal5 PE=1 SV=1

Pinin OS=Mus musculus OX=10090 GN=Pnn
PE=1SV=4

Band 4.1-like protein 1 0S=Mus musculus
0X=10090 GN=Epb41I1 PE=1 SV=2
Arginine--tRNA ligase, cytoplasmic OS=Mus
musculus OX=10090 GN=Rars1 PE=1 SV=2

1900,193

427,1785

7964,134

1153,526

4417,431

11925,05

376,8649

606,6249

8229,266

2263,717

3566,809

375,6099

45,28443

2935,224

3294,135

184,975

16812,26

1607,128

15603,41

1977,672

497,0431

8066,44

1268,621

4305,443

10427,27

521,3172

914,9579

6335,96

5951,036

2807,608

335,1772

66,52046

2858,594

2744,812

59,19278

14465,2

1336,802

14635,88

1977,575

440,7225

8395,395

829,4595

4045,239

7235,075

410,0287

1158,428

4121,625

6018,08

2546,781

407,06

116,9707

2855,305

2359,618

172,2286

15656,09

1113,655

12362,96

2022,224

504,7697

7015,319

1119,268

3149,632

9245,113

427,48

1153,812

6143,617

2051,69

2930,347

168,5153

75,16712

2136,994

3587,053

140,049

12762,68

888,8724

12270,69

463,0089

430,6225

7965,501

1756,137

4900,798

9595,34

46,03683

73,67547

5104,991

3338,695

2806,863

291,1098

69,98852

2829,06

2761,669

120,8907

16027,37

1386,913

14615,57

1638,194

628,5864

8638,689

1066,901

3197,485

7847,045

637,4377

844,6278

6656,569

6326,385

2874,565

312,4254

112,2332

2519,119

2619,3

121,0009

14609,75

2593,924

15383,81

1673,614

493,4312

8661,91

1280,464

2877,282

5443,001

345,7667

1479,324

15272,65

9529,873

1706,664

122,2948

165,3487

1469,839

2274,229

514,5513

14975,64

3638,2

29988,62

1990,24

543,7243

8791,092

1268,821

3223,907

8017,485

251,1088

381,9887

6272,875

6340,598

2542,215

261,6419

122,8233

1999,847

2568,171

147,9609

13846,14

1062,748

10943,5



Q3TVA9;D37165;E6Y2W6;E6Y2W
7,E9QP94;F6VCV9

Q61655

Q8CG48;B1AWH6

Q3URQQO;F67761

P50544;B1AR28

008528;E9Q5B5;E9Q9M6

Q8BHF7;F27427;F8WI04

Q9DBG6;A2ACG7

Q8CHP8

P17225

P28740;E0CZ72;F8VQ42
P26350;A0A087WP98;A0A087W
PN6

Q9QzmMo0

055106;F62700;F8WH41

Q8K371;B8JK81;B8JK87;,Q3TPO5
P06151;A0A1BOGQX5;A0A1BOGR
C1;A0A1BOGRS2;A0A1BOGRWS;A
0A1B0GS79;A0A1B0GSL7;A0A1BO
GSR9;A0A1BOGSX0;A0A1B0GT41;
D3YzQ9
P84089;A0A1W2P7H9;A0A1W2P
773;G3UWS85

Q8vD33

25

19

90

18

45

63

36

11

40

52

17

19

12

104

17

10

11

14

48

135,2329

107,9718

600,3038

94,6646

300,9095

360,7303

47,581

317,7934

78,1521

269,6021

281,4033

79,9614

159,6876

72,1458

32,2807

589,7988

69,6674

15,4517

0,316287

0,316316

0,316418

0,316477

0,316686

0,317032

0,317169

0,317326

0,317481

0,31771

0,317976

0,31818

0,318197

0,318443

0,318667

0,318849

0,319125

0,319314

33,83437

1,332652

1,157799

1,671501

2,876426

1,176273

1,10912

1,280511

1,664263

1,183314

1,194546

4,265148

1,326488

1,398593

1,848487

1,223184

1,315021

1,431176

Coiled-coil domain-containing protein 136
0S=Mus musculus OX=10090 GN=Ccdc136
PE=1SV=2

ATP-dependent RNA helicase DDX19A OS=Mus

musculus OX=10090 GN=Ddx19a PE=1 SV=2
Structural maintenance of chromosomes
protein 2 0S=Mus musculus OX=10090
GN=Smc2 PE=1 SV=2

Testis-expressed protein 10 0OS=Mus musculus

0X=10090 GN=Tex10 PE=1 SV=1

Very long-chain specific acyl-CoA
dehydrogenase, mitochondrial 0S=Mus
musculus OX=10090 GN=Acadvl PE=1 SV=3
Hexokinase-2 0S=Mus musculus OX=10090
GN=Hk2 PE=1 SV=1
CDP-diacylglycerol--glycerol-3-phosphate 3-
phosphatidyltransferase, mitochondrial
0S=Mus musculus OX=10090 GN=Pgs1 PE=1
Sv=1
Dolichyl-diphosphooligosaccharide--protein
glycosyltransferase subunit 2 0S=Mus
musculus OX=10090 GN=Rpn2 PE=1 SV=1
Glycerol-3-phosphate phosphatase 0S=Mus
musculus OX=10090 GN=Pgp PE=1 SV=1

Polypyrimidine tract-binding protein 1 OS=Mus

musculus OX=10090 GN=Ptbp1 PE=1 SV=2
Kinesin-like protein KIF2A OS=Mus musculus
0OX=10090 GN=Kif2a PE=1 SV=2
Prothymosin alpha OS=Mus musculus
0X=10090 GN=Ptma PE=1 SV=2

Ubiquilin-2 0S=Mus musculus 0X=10090
GN=UbqIn2 PE=1 SV=2

Striatin 0S=Mus musculus OX=10090 GN=Strn
PE=1 SV=2

Angiomotin-like protein 2 0S=Mus musculus
0X=10090 GN=Amotl2 PE=1 SV=1

L-lactate dehydrogenase A chain 0S=Mus
musculus OX=10090 GN=Ldha PE=1 SV=3
Enhancer of rudimentary homolog OS=Mus
musculus OX=10090 GN=Erh PE=1 SV=1

Small glutamine-rich tetratricopeptide repeat-
containing protein beta 0S=Mus musculus
0X=10090 GN=Sgtb PE=1 SV=1

25,28813

2163,813

3145,85

3750,062

3241,989

6693,414

10014,73

45845,14

171,7063

1891,166

1086,227

3085,587

1059,977

3029,349

175825,6

7041,464

2197,23

47,34397

2987,263

2887,815

4484,155

2567,556

4834,31

8681,562

32907,62

238,9406

1317,328

1132,798

4657,262

1629,11

4872,357

24,08524

150015,8

4727,512

1341,815

53,46207

1907,679

2806,111

3340,119

2293,421

4383,673

7059,914

22275,1

361,1081

1371,744

1357,367

4163,975

1111,691

5545,025

81,11369

160055,7

6155,534

1132,16

8,028221

1581,384

2392,838

2735,806

2532,852

4675,976

8092,698

29995,51

277,9754

1074,353

1105,547

2543,963

1922,861

2861,547

37,46567

113534,3

3879,604

1138,125

44,15364

2520,928

2971,849

27,16217

2780,804

4226,261

8662,752

28037,53

173,9508

1644,181

1216,519

3959,376

1251,603

5958,072

83,56739

168665,6

5884,42

1487,088

49,78485

1493,781

2704,917

4431,886

2767,778

5488,843

8935,788

38668,99

320,5961

1934,631

1832,962

30516,27

1355,492

3852,356

52,24909

105370,3

9969,862

1278,092

4399,904

1830,941

2360,486

2985,412

20232,44

4617,899

8118,988

28881,31

250,3533

1523,211

1192,017

2988,276

1076,575

3760,21

102,0762

88408,49

6954,138

439,0609

44,10469

1644,182

2822,442

2233,147

2722,371

5037,155

8815,492

27312,44

352,064

1380,553

1222,588

2060,994

1258,876

2802,941

23,92306

127613,8

5864,449

854,8884



Tetratricopeptide repeat protein 41 0S=Mus

Q692V3;A0A1W2P894;FSVPVS 4 1 19,0245 0,319344 1,78569 musculus OX=10090 GN=Ttc41 PE=1 SV=1 641,3753 1991,868 981,4815 644,5551 311,8103 1209,192 564,6336 505,9915
U3 small nucleolar RNA-associated protein 14
18 1 104,8606 0,319838 2,08315 homolog B 0S=Mus musculus OX=10090 617,229 477,0051 624,3068 2435,589 507,7783 629,1961 297,25 559,9335
Q6EJB6 GN=Utp14b PE=1 SV=2
Glutamate receptor ionotropic, kainate 5
2 1 7,9156  0,321492 11,8979 0S=Mus musculus OX=10090 GN=Grik5 PE=2  787,2876 899,6901 279,6812 841,0837 310,2221 724,0592 19,88775 425,2256
Q61626 SvV=2
Coiled-coil domain-containing protein 110
15 1 91,9228  0,3218 1,33018 0S=Mus musculus OX=10090 GN=Ccdc110 625,3586 1002,296 789,7533 823,1427 492,2988 813,0507 1208,787 778,4626
Q3Vv125 PE=1SV=1
Acid sphingomyelinase-like phosphodiesterase
9 4 68,3837 0,323129 1,572589 3b 0S=Mus musculus OX=10090 GN=SmpdI3b  624,4194 804,2227 941,075 1097,809 978,8774 1114,933 306,7827 1786,225
P58242 PE=1SV=1
AOAORAI014;ESPWEZ;ESPWES;P1 3 1 19,0146 0,323216 1,318921 Transcription factor E2-alpha OS=Mus 6243,231 3717,888 4414,328 6453,037 5667,157 3864,594 3060,815 4536,254
5806 ! ! ! musculus OX=10090 GN=Tcf3 PE=1 SV=1 ! ! ! ! ! ! ! !
Q8BTM8;A0A668KLG7;B7FAU9;B
7FAV1;F6XC15;F6Z2C0;F7AVL7;13 132 38 1036,8612 0,323244 1,155521 Filamin-A OS=Mus musculus OX=10090 26361,85 23371,68 19041,22 22619,16 22730,86 21908,42 15600,47 19817,5
JS91 GN=Flna PE=1 SV=5
Microfibrillar-associated protein 1A 0S=Mus
COHKDS;COHKDI 8 2 48,8686 0,323716 1,961093 musculus OX=10090 GN=Mfapla PE=1 SV=1 566,6067 87,02008 377,2106 299,1087 64,46485 100,0776 64,51002 449,1134
Tubulin beta-3 chain 0S=Mus musculus
QOERD7:AOALDSRM76 152 5 588,0298 0,323819 1,128015 OX=10090 GN=Tubb3 PE=1 SV=1 22338,49 23212,5 23862,66 19266,35 28033,99 19917,15 19625,26 22006,1
Acyl-CoA:lysophosphatidylglycerol
2 1 9,584 0,323951 1,71534 acyltransferase 1 0S=Mus musculus OX=10090 575,2359 812,9665 520,8501 363,3195 18,96176 896,7832 609,9097 289,3254
Q91YX5;E9QL80 GN=Lpgatl PE=1 SV=1
27 4 165,6055 0,324581 1,232629 Serine/arginine-rich splicing factor 4 0S=Mus 5479,233 3224,624 4275,94 4776,774 4293,571 3748,766 2596,789 3766,315
Q8VE97;Q542V3 ! ! ! musculus OX=10090 GN=Srsf4 PE=2 SV=1 ! ! ! ! ! ! ! !
Q61595;A0A087WPY8;A0A087W Kinectin OS=Mus musculus 0OX=10090 GN=Ktn1
RO1 103 2 704,4666 0,324817 1,221132 PE=1 SV=1 1717,105 2551,364 2168,369 2673,937 1588,856 1528,814 2431,965 1911,291
Serine/threonine-protein phosphatase 2A
P58389;A2AWES;A2AWFO0;B7ZDE 15 5 104,779  0,32488 1,173424 activator 0S=Mus musculus OX=10090 7314,475 6546,336 6342,051 7473,61 6812,853 4900,142 7114,985 6850,016
0 GN=Ptpa PE=1SV=1
Protein IMPACT OS=Mus musculus OX=10090
055091 6 1 33,7801 0,325419 1,12332 GN=Impact PE=1 SV=2 2168,078 1942,387 2014,142 1721,839 2363,472 2576,543 1939,629 1934,426
Calmodulin-regulated spectrin-associated
5 2 31,8744 0,325939 1,171764 protein 2 0S=Mus musculus OX=10090 6679,836 5836,849 4064,924 5230,895 5139,968 5239,968 4076,928 4466,414
Q8C1B1;A0A0A6YY67;H7BX08 GN=Camsap2 PE=1 SV=3
Dephospho-CoA kinase domain-containing
23 7 179,4474 0,326765 2,538574 protein 0S=Mus musculus OX=10090 1949,947 1900,199 1848,875 1762,05 1670,769 2374,896 11769,02 1757,887
Q8BHC4;B0QZX9 GN=Dcakd PE=1 SV=1
Calcium uptake protein 3, mitochondrial
7 3 31,963 0,32684 1,26374 0S=Mus musculus 0OX=10090 GN=Micu3 PE=2  5626,509 4463,137 2619,227 3262,618 3857,471 4670,807 4020,16 3491,404
QOCTY5 Sv=2
PAT complex subunit CCDC47 OS=Mus
21 6 188,8217 0,326851 1,306524 3478,977 2928,291 2741,034 1271,399 2964,361 3272,388 1609,879 2637,03

Q9D024;B1AR93;F7C265 musculus 0X=10090 GN=Ccdc47 PE=1 SV=2



P58501

035609;E9Q855;Q3UXS0

Q60848;D37414

A2AGL5;Q9D9K3

P17918

F6SHSO;F6XCTO
Q91VI5
A2APM2;A2APM1;A2APM3;A2AP
M4;A2APMS5;E9QKMS;P15379;Q3
U8S1;Q80X37

P50136;Q3U3J1

Q8CH25;A0A1L1STF9

B2RXT3;E9Q7L0

054834;A2ALX6;A2ALX7;G3UZI7

P62823;A0A286YDR2;Q9CXS2

Q14B71;D3YZE8;D3Z5P7

P61922;F7C9G3;Q3TUES

Q08288;D37345;D3Z5X8;D3Z7N3

Q8VEJ4

Q9R1C7;A0A1BOGRUS8;A0A1BOGS
F1;A0A6Q6PUT5;A2AQW6

10

12

10

20

15

23

71

13

21

21

28

23

15

48

13

61,5686

54,8203

47,2004

5,8905

125,8864

71,5211

4,8581

8,7074

30,6908

114,0049

467,6172

67,1353

142,7973

105,3438

170,8474

188,6272

80,0906

294,1209

0,327439

0,327599

0,328116

0,328292

0,328567

0,329069

0,329153

0,330534

0,331091

0,331345

0,331941

0,332107

0,332538

0,33254

0,33282

0,3331

0,33418

0,334398

1,634066

1,478465

1,940573

1,317703

1,308698

2,251867

2,395143

1,404544

1,192654

1,249982

1,211999

1,204241

1,214321

1,735198

1,373385

1,198829

1,396857

1,273453

PAX3- and PAX7-binding protein 1 0S=Mus
musculus OX=10090 GN=Paxbp1 PE=1 SV=3
Secretory carrier-associated membrane
protein 3 0S=Mus musculus OX=10090
GN=Scamp3 PE=1 SV=3
Lymphocyte-specific helicase 0S=Mus
musculus OX=10090 GN=Hells PE=1 SV=2
Cell death regulator Aven OS=Mus musculus
0X=10090 GN=Aven PE=1 SV=1
Proliferating cell nuclear antigen OS=Mus
musculus OX=10090 GN=Pcna PE=1 SV=2
Microtubule-actin cross-linking factor 1
(Fragment) OS=Mus musculus OX=10090
GN=Macfl PE=1 SV=1
Polyglutamine-binding protein 1 0S=Mus
musculus OX=10090 GN=Pgbp1 PE=1 SV=1

CD44 antigen 0S=Mus musculus 0X=10090
GN=Cd44 PE=1SV=1

2-oxoisovalerate dehydrogenase subunit
alpha, mitochondrial 0S=Mus musculus
0X=10090 GN=Bckdha PE=1 SV=1
SAFB-like transcription modulator 0S=Mus
musculus OX=10090 GN=SItm PE=1 SV=1
Oxoglutarate dehydrogenase (succinyl-
transferring) 0S=Mus musculus OX=10090
GN=0gdhl PE=1 SV=1

Rho GTPase-activating protein 6 0S=Mus
musculus OX=10090 GN=Arhgap6 PE=1 SV=3

Ras-related protein Rab-3C OS=Mus musculus

0X=10090 GN=Rab3c PE=1 SV=1

Cell division cycle-associated protein 2 0S=Mus

musculus OX=10090 GN=Cdca2 PE=1 SV=2
4-aminobutyrate aminotransferase,
mitochondrial 0S=Mus musculus 0X=10090
GN=Abat PE=1 SV=1

Cell growth-regulating nucleolar protein
0S=Mus musculus OX=10090 GN=Lyar PE=1
Sv=2

Notchless protein homolog 1 0S=Mus
musculus OX=10090 GN=Nlel PE=1 SV=4
Pre-mRNA-processing factor 40 homolog A

601,256

274,464

7,358903

653,2286

5483,704

688,2612

1406,061

1128,204

6068,541

13999,31

1882,553

7212,571

560,7659

813,8475

3984,761

174,2973

0S=Mus musculus 0X=10090 GN=Prpf40a PE=1 2853,377

Sv=1

366,8931

329,6669

70,91178

1048,824

6091,897

50,95741

194,6333

51,92762

1169,079

5136,007

11158,91

1663,752

6189,306

1374,05

1216,843

3425,278

181,041

2592,836

225,2653

374,0994

111,5198

1068,859

5892,476

1045,843

1505,576

64,99579

720,8143

5321,318

11108,07

1672,793

3974,741

438,8673

920,1868

3454,686

281,783

1977,882

412,923

325,0072

55,70783

999,317

3480,064

147,765

610,816

301,7915

903,0788

4952,687

11676,04

1842,752

5811,972

1265,713

415,7651

2685,84

418,7065

3087,104

276,1758

482,3575

30,77671

1135,176

8308,094

1303,893

936,8569

234,0467

1290,012

5076,06

11481,07

1465,988

7156,272

961,6884

693,8694

3768,468

326,0874

2077,315

222,0205

321,5652

136,2723

592,2501

4936,112

750,5934

33,56056

111,303

985,3404

5363,062

11420,13

1703,596

7436,874

802,1266

1416,359

3378,128

240,9755

3350,717

338,1196

124,1853

59,98665

652,0768

5425,226

73,61037

102,5102

141,6106

989,0591

9384,605

5883,667

807,0615

6483,035

746,7335

867,0261

2083,078

358,8246

4032,904

271,5379

578,5247

68,61921

481,7092

4695,148

649,52

478,9987

52,33692

1050,038

5624,381

10771,55

1940,783

7082,221

412,7166

756,1451

3685,157

548,9531

3048,174



Probable dimethyladenosine transferase

13 2 72,0421 0,334468 1,154334 0S=Mus musculus OX=10090 GN=Dimt1 PE=2  8199,37 5450,675 5092,306 5645,661 5484,161 5743,588 5694,887 5477,858
Q9D0D4;A0A286YCES Sv=1
Q6NZJ6;A0A0J9YUCT;A0A0J9YUS Eukaryotic translation initiation factor 4
5;A0A0J9YVC1;E9PVCS;E9PVCE;E 80 28 515,363 0,334471 1,337425 gamma 1 0S=Mus musculus OX=10090 12715,04 11247,01 10174,72 8806,431 12431,58 8223,259 3227,49 8226,546
9Q770;E9Q9E1 GN=Eif4gl PE=1 SV=1
Dehydrogenase/reductase SDR family member
19 1 123,5159 0,335394 1,199658 7B OS=Mus musculus OX=10090 GN=Dhrs7b 2117,311 2355,491 2831,569 2179,648 1512,111 1926,154 2212,431 2254,902
Q99J47;Z4YKT6 PE=1SV=1
RNA-binding protein 14 OS=Mus musculus
Q8C203:13QN51,130PT3 33 3 190,9286 0,335497 1,628397 OX=10090 GN=Rbm14 PE=1 SV=1 4868,203 4240,745 4254,652 7625,086 4719,013 3972,839 12325,11 4470,867
Dystonin 0S=Mus musculus OX=10090 GN=Dst
AOAOAGYXR1 5 1 25,812 0,335924 1,293756 PE=1SV=1 10458,29 8634,069 5135,15 10817,56 7951,432 12611,31 10217,49 12821,78
Serine/threonine-protein kinase 24 0S=Mus
Q99KH8 5 1 29,6288 0,33594 1,489585 musculus OX=10090 GN=Stk24 PE=1 SV=1 1106,181 1486,265 1861,863 1238,317 1795,714 1512,081 1271,855 1322,971
Beta/gamma crystallin domain-containing
AOA338P6N4;A0A338P723;A0A3 41 4 192,5719 0,33613 1,405511 protein 3 0S=Mus musculus OX=10090 951,5058 1127,563 924,8395 609,7151 647,8123 728,1972 936,3923 718,3504
84DV78;Q80W49 GN=Crybg3 PE=1 SV=1
30 4 175,1873 0,336721 1,324581 Rab GTPase-binding effector protein 1 0S=Mus 592,4808 383,5133 615,8511 158,5769 611,0303 453,7268 558,5106 695,3081
035551;J3QJV7;Q3U983 musculus OX=10090 GN=Rabep1 PE=1 SV=2
26S proteasome non-ATPase regulatory
19 7 143,9525 0,336727 1,254873 subunit 7 0S=Mus musculus OX=10090 2857,651 2856,737 4516,195 2400,1 4228,867 2680,232 3548,248 2117,819
P26516 GN=Psmd7 PE=1 SV=2
Eukaryotic peptide chain release factor subunit
25 4 155,6562 0,337354 1,113449 1 0S=Mus musculus OX=10090 GN=Etfl PE=1  5725,958 4780,642 4991,863 4081,598 5630,693 4871,281 4828,828 4756,382
Q8BWY3 Sv=4
P10637;A0A0A0MQC7;A2A5Y6;B Microtubule-associated protein tau OS=Mus
1AQW2 35 10 253,6959 0,337576 1,147587 musculus OX=10090 GN=Mapt PE=1 SV=3 7615,198 6190,197 7872,75 6108,804 7978,689 5583,626 6347,855 6205,289
Q99PP7;A0A0G2JGY5;ESQMES;E E3 ubiquitin-protein ligase TRIM33 OS=Mus
90P19 4 2 30,1139 0,337589 1,151904 musculus OX=10090 GN=Trim33 PE=1 SV=2 1112,776 810,2848 818,2219 737,9246 961,6438 1053,962 779,0956 1000,358
Histone H1.0 0S=Mus musculus OX=10090
P10922 15 6 77,3146 0,337604 1,502849 GN=H1-0 PE=2 SV=4 5239,875 3336,593 3238,008 3360,336 4145,797 4419,358 10421,15 3513,66
Peptidyl-prolyl cis-trans isomerase D OS=Mus
QICR16 34 6 218,1941 0,337719 1,244505 musculus OX=10090 GN=Ppid PE=1 SV=3 5409,149 5446,746 7723,609 4408,887 7153,628 3936,171 5013,817 5199,464
Retinoid-inducible serine carboxypeptidase
14 2 84,6838 0,338069 1,384395 OS=Mus musculus OX=10090 GN=Scpepl PE=1 337,8198 978,6373 535,7507 366,4991 332,7493 374,1091 292,808 610,9887
Q920A5 SV=2
Zinc phosphodiesterase ELAC protein 2
2 1 18,6427 0,338332 1,22151 (Fragment) 0S=Mus musculus OX=10090 689,4463 697,8578 590,3703 677,8658 305,7024 606,1626 621,6902 640,4263
B1ATP9 GN=Elac2 PE=1 SV=8
Q6ZQH8;A2AWI5;F2Z4A7;F7BCN Nucleoporin NUP188 OS=Mus musculus
9:J3J5A4 20 3 103,9898 0,338371 1,24106 OX=10090 GN=Nup188 PE=1 SV=2 1012,884 1068,127 850,084 923,1768 519,1764 1245,182 592,8571 788,7826
MOB-like protein phocein 0S=Mus musculus

3 1 16,3619 0,338475 3,163449

EOCXA9;EOCYJ0;G8IL35;Q6PEB6 OX=10090 GN=Mob4 PE=1 SV=1 142,3047 179,4758 284,5597 102,034 161,4226 180,3933 1625,497 273,5933



D32623;A0A1L1S516
089079;D32315;E9Q6I5;F6XIG5;F
6YFR7

Q8VCD6

P0O8032

Q591X1

P70168

Q6PB66;F6V2A3

Q62009
Q8K4L3;A0A1B0GS91;E9Q375;Q8
K4L2

Q921G7;Q6PF96

QoQvpPs

Q971T1;A0A338P6V5

Q9WV70;J3QK52

Q99LD9;D37487;D327)6
Q8CDN6;A0A494B955;A0A494BB
31;A0A494BBI1;A0A498WGD8

Q8BXA5

Q91YM4;E9PUT1

C357Q5

G5E8V9;E9QAY5

15

25

78

132

18

40

13

27

22

22

14

10

33

47

10

32,5945

108,077

28,0068

141,0258

28,7571

407,8716

974,3837

13,4678

80,2757

224,8564

13,1805

86,3081

140,1224

39,0711

165,3506

23,5887

147,3275

81,4744

61,2589

0,33919

0,339392

0,339729

0,339949

0,340087

0,340591

0,341

0,341524

0,341546

0,341755

0,342016

0,342126

0,342321

0,342353

0,342526

0,342559

0,343156

0,343747

0,343762

4,676204

1,188882

2,049775

1,733291

2,074361

1,265274

1,17833

2,879581

1,181039

1,212448

1,421605

1,133858

1,205919

1,189806

1,156753

1,31382

1,157067

1,610955

1,338258

RIKEN cDNA 9330159F19 gene OS=Mus
musculus OX=10090 GN=9330159F19Rik PE=1
Sv=2

Coatomer subunit epsilon 0S=Mus musculus
0X=10090 GN=Cope PE=1 SV=3

Receptor expression-enhancing protein 2
0S=Mus musculus OX=10090 GN=Reep2 PE=1
SvV=2

Spectrin alpha chain, erythrocytic 1 0S=Mus
musculus OX=10090 GN=Sptal PE=1 SV=3
Origin recognition complex subunit 2 0S=Mus
musculus OX=10090 GN=Orc2 PE=1 SV=1
Importin subunit beta-1 OS=Mus musculus
0X=10090 GN=Kpnb1 PE=1 SV=2

Leucine-rich PPR motif-containing protein,
mitochondrial 0S=Mus musculus 0X=10090
GN=Lrpprc PE=1 SV=2

Periostin 0S=Mus musculus OX=10090
GN=Postn PE=1 SV=2

Supervillin 0S=Mus musculus OX=10090
GN=Svil PE=1 SV=1

Electron transfer flavoprotein-ubiquinone
oxidoreductase, mitochondrial 0S=Mus
musculus OX=10090 GN=Etfdh PE=1 SV=1
Protein-tyrosine kinase 2-beta OS=Mus
musculus OX=10090 GN=Ptk2b PE=1 SV=2
AP-3 complex subunit beta-1 OS=Mus
musculus OX=10090 GN=Ap3b1 PE=1 SV=2

Nucleolar complex protein 2 homolog OS=Mus
musculus OX=10090 GN=Noc2| PE=1 SV=2
Translation initiation factor elF-2B subunit beta
0S=Mus musculus OX=10090 GN=Eif2b2 PE=1
Sv=1

Thioredoxin-like protein 1 0S=Mus musculus
0X=10090 GN=Txnl1 PE=1 SV=3

Cleft lip and palate transmembrane protein 1-
like protein 0S=Mus musculus OX=10090
GN=Clptm1l PE=1 SV=1

FAST kinase domain-containing protein 4
0S=Mus musculus OX=10090 GN=Tbrg4 PE=1
Sv=1

Ojoplano variant A 0S=Mus musculus
0X=10090 GN=0Ofccl PE=2 SV=1

Arfaptin-1 0S=Mus musculus 0X=10090
GN=Arfipl PE=1 SV=1

490,0962

841,0593

73,25031

1872,974

3479,156

40197,43

28120,1

7,125426

2968,602

10947,85

138,5396

495,4542

1955,121

1782,547

10883,24

813,0041

3699,055

2850,158

1931,439

13,54342

647,891

983,057

3513,056

1064,763

35646,01

24302,47

27,18843

2592,1

8365,145

288,2721

537,1913

2129,122

2175,993

12000,79

2053,614

3617,239

1882,388

805,9986

123,2137

963,9771

884,3181

2083,537

878,3429

39318,85

16742,44

72,31327

3216,162

6748,852

96,89558

546,4463

1689,937

2448,83

8400,758

1640,929

2505,875

1846,338

1304,611

127,9313

685,75

824,0948

2322,507

1396,048

21463,13

21049,62

64,21833

2207,827

6860,444

232,7114

476,61

2407,015

1868,307

10028,3

2215,439

2900,011

1554,639

1031,535

15,48473

1037,345

68,56936

2253,648

2643,832

28625,25

23341,96

28,00627

3010,012

8360,053

236,6386

401,2251

1866,475

2570,51

11792,47

2237,243

3065,857

1397,407

1102,518

40,82674

832,0364

998,8526

3016,82

822,0011

37044,14

26975,66

27,69428

1982,296

7786,458

158,5687

558,8496

2468,729

1543,123

11184,77

3012,184

3240,16

2571,759

1179,027

100,7752

829,4983

891,1942

8844,863

3554,514

20432,74

20755,94

31,15146

2482,74

6669,025

347,0774

519,4529

2311,204

1939,374

8456,268

1685,474

2604,858

3,607543

1152,676

65,75854

852,6887

594,9441

2857,185

1073,549

29045,88

22906,44

38,01289

2432,659

7159,757

268,6094

376,0493

3219,448

1899,942

9940,755

1897,89

2821,32

1357,628

1113,717



Nucleolysin TIAR OS=Mus musculus 0X=10090

P70318 12 1 74,9496 0,343819 2,073177 GN=Tiall PE=1 SV=1 156,2714 469,393 0 289,8155 116,108 118,6479 10,56396
5 2 21,8449 0,345166 1,569439 Heat shock protein beta-8 0S=Mus musculus 117,1343 111,4605 366,5678 148,8552 210,3416 86,89099 353,8111 276,9585
Q9JK92 ! ! ! 0X=10090 GN=Hspb8 PE=1 SV=1 ! ! ! ! ! ! ! !
PBA09LADA33BP6T4;ADAI3BPTS 39 14 268,4614 0,345186 1,104337 AP-2 complex subunit mu OS=Mus musculus 8910,15 9448,097 9300,51 9796,123 9811,486 10622,01 9372,269 8734,869
8;,Q3TWV4 ! ! ! 0X=10090 GN=Ap2m1 PE=1 SV=1 ! ! ! ! ! ! ! !
Uveal autoantigen with coiled-coil domains
Q8CGB3;A0A0R4J0S7;A0A1L1SVG 23 3 110,1267 0,345202 1,193686 and ankyrin repeats OS=Mus musculus 2128,106 1724,946 1593,16 1488,739 1179,755 1937,217 1460,55 1389,252
0 0X=10090 GN=Uaca PE=1 SV=2
Lysosome-associated membrane glycoprotein
20 6 119,4615 0,345329 1,101519 1 OS=Mus musculus OX=10090 GN=Lamp1 1163,972 1267,606 1482,402 1121,552 1387,781 1084,908 1261,909 1261,701
P11438 PE=1SV=2
Golgi integral membrane protein 4 (Fragment)
3 1 19,7696 0,345532 1,111547 0S=Mus musculus OX=10090 GN=Golim4 PE=1 4430,853 4695,097 3803,163 3680,674 4277,964 3557,571 3433,449 3673,956
F6RUD1 Sv=1
Q11011;E9Q039;E9Q6F4;F6QYFS; Puromycin-sensitive aminopeptidase 0OS=Mus
FEV7K3 50 7 308,0461 0,346034 1,22181 musculus OX=10090 GN=Npepps PE=1 SV=2 6731,469 4825,931 4589,765 3980,036 5400,066 4061,724 3792,592 4076,821
P47915;A0A1L1SS27;A0A1L1SUN 60S ribosomal protein L29 OS=Mus musculus
1WAVSN7 17 12 74,3049 0,346152 1,503779 OX=10090 GN=Rpl29 PE=1 SV=2 17598,69 12060,47 8965,73 7431,086 14511,42 8068,286 3555,226 5360,999
Phosphofurin acidic cluster sorting protein 1
2 1 10,0261 0,346208 1,614306 OS=Mus musculus OX=10090 GN=Pacs1 PE=1  152,7488 273,0588 279,5449 118,4996 221,6202 75,16115 0 213,563
Q8K212 SvV=2
6 1 36,5861 0,346588 1,62337 Endophilin-B1 05=Mus musculus OX=10050 35,0094 95,5164 119,5606 124,0608 100,1688 157,8716 103,3002 67,00059
Q9JK48;A0A0G2JECA ! ! ! GN=Sh3glbl PE=1 SV=1 ! ! ! ! ! ! ! !
RIKEN cDNA A630010A05 gene OS=Mus
11 1 53,0824 0,346663 4,427577 musculus OX=10090 GN=A630010A05Rik PE=1 2,07415 269,2802 46,40885 248,9177 2,079471 43,95431 39,6563 42,29889
A9C474 Sv=2
mRNA export factor 0S=Mus musculus
Q8C570:A2A5C6 17 1 114,2949 0,347397 1,301434 OX=10090 GN=Rael PE=1 SV=1 921,3351 847,2759 1320,531 1300,786 1112,938 551,5131 423,8588 1364,899
Putative oxidoreductase GLYR1 OS=Mus
Q922P9:D3YYT1 17 2 104,0977 0,347456 1,382159 musculus OX=10090 GN=Glyr1 PE=1 SV=1 780,6637 731,4346 821,2972 1395,348 734,9954 1637,214 1274,298 1507,209
054833;A0A1D5RM55;A0A1D5R Casein kinase Il subunit alpha' 0S=Mus
M74 18 1 130,5047 0,347603 1,609673 musculus OX=10090 GN=Csnk2a2 PE=1 SV=1 881,6329 232,3586 580,892 133,0698 952,4306 513,3713 288,403 636,6817
Histone H1.1 OS=Mus musculus OX=10090
Pa3275 40 12 142,1665 0,347717 1,077108 GN=H1-1 PE=1 SV=2 122061,2 110644,7 106135,8 112288,4 111025,8 130625,5 112654,5 106219,9
Plasma membrane calcium-transporting
55 2 344,8462 0,348197 1,673159 ATPase 4 0S=Mus musculus OX=10090 2631,021 2342,249 2368,408 2328,349 2747,428 2398,562 8558,159 2339,4
Q6Q477 GN=Atp2b4 PE=1 SV=1
Microsomal triglyceride transfer protein large
2 1 11,2064  0,3486 1,15345 subunit 0S=Mus musculus OX=10090 GN=Mttp 1203,378 785,6756 818,5157 972,7359 847,8244 9883203 898,3602 841,089
008601 PE=1 SV=2
N(G),N(G)-dimethylarginine
16 4 116,5595 0,348767 1,110941 dimethylaminohydrolase 2 0S=Mus musculus ~ 2723,449 2108,99 2280,439 2203,636 2369,429 1877,094 1904,726 2234,895

Q99LD8;G3UZR0;008972 0X=10090 GN=Ddah2 PE=1 SV=1



P27546;A0A0G2JDY5;A0A0G2JFK
3;A0A0G2JFT4;A0A0G2)G35;A0A 47 7 329,3195 0,348813 1,273436 Microtubule-associated protein 4 0S=Mus 871,888 1617,816 2189,735 1433,256 2069,034 1306,805 985,5434 1554,981
140T8T5;Q78TF3 musculus OX=10090 GN=Map4 PE=1 SV=3

Q921F2;A0A087WNY6;A0A087W
P57;A0A087WQA5;A0A087WQX8
;AOA087WR97;A0A087WRP4;A0A

087WRZ5;A0A087WS17;A0A087 49 18 287,8656 0,349056 1,249041 17339,69 12921,12 13804,69 11367,8 15807,93 14229,16 8294,754 11821,26
WS74;A0A087WSC6;A0A087WSE
4;A0A087WSH7;H3BJV1;Q6VYI4; TAR DNA-binding protein 43 OS=Mus musculus
Q6VYI5;Q8BLD4;Q8R0B4 0X=10090 GN=Tardbp PE=1 SV=1
Phosphatidylinositol 4-phosphate 5-kinase
4 2 25,731  0,349309 1,225077 type-1 gamma OS=Mus musculus OX=10090 808,0567 1014,76 1056,624 1335,346 1019,548 937,8276 1032,878 1402,609
070161;FBWHW6 GN=Pip5klc PE=1 SV=2
Voltage-gated potassium channel subunit beta-
P63143;A0A5F8MPA4;A0ASF8MP 3 1 9,1536  0,349765 9,004103 1 0S=Mus musculus OX=10090 GN=Kcnab1 0 0 0 23,11692 0 33,99771 0 79,53521
KO PE=1SV=2
ADP-ribosylation factor 4 0S=Mus musculus
P61750;E9Q798;F6UFBY 15 1 141,6611 0,350409 1,149516 OX=10090 GN=Arf4 PE=1 SV=2 702,7172 842,8478 895,7387 706,4627 1013,77 825,1465 905,7851 754,2066
MORC family CW-type zinc finger protein 3
F7BJB9;A0A0J9YU83;A0A338P7B 17 1 77,5451 0,350709 1,180295 OS=Mus musculus OX=10090 GN=Morc3 PE=1 1886,793 1492,712 1433,681 1207,392 1685,506 1234,886 1302,653 1226,726
1 Sv=1
Aryl hydrocarbon receptor nuclear translocator
Q61324;A0A140LHH4;A0A140LH 7 1 38,4737 0,351014 1,459934 2 O0S=Mus musculus OX=10090 GN=Arnt2 PE=1 412,1098 543,7105 574,3984 343,6909 460,7802 430,3888 63,18468 438,7589
Y4 Sv=2
Q8BFZ9;A0A1B0GQZ0;A0A1BOGR
G7;A0A1BOGRQ1;A0A1BOGSDS;A 27 9 188,3491 0,351368 1,177015 Erlin-2 0S=Mus musculus OX=10090 GN=Erlin2 9074,184 7126,812 6781,545 6536,076 7417,934 7040,726 4640,483 5980,069
0A1BOGT43;A0A1BOGT70 PE=1SV=1
64 10 360,8244 0,351674 1,245036 YLP motif-containing protein 1 0S=Mus 10112,49 10526,42 6871,142 7210,836 8239,99 8030,954 5168,996 6447,513
D3YWX2;E9Q803;F6YTL8;Q9R0I7 ! ! ! musculus OX=10090 GN=Ylpm1 PE=1 SV=2 ! ! ’ ! ! ! ! !
54 8 318,6181 0,351689 11,2782 182 kDa tankyrase-1-binding protein OS=Mus 5286,101 3249,907 5986,948 4326,284 4390,405 4890,87 9325,916 5485,906
P58871;A0A571BEG9Y;Z4YIL4 ! ! ! musculus OX=10090 GN=Tnks1bp1 PE=1 SV=2 ! ! ! ! ! ! ! !
Short-chain specific acyl-CoA dehydrogenase,
30 8 208,6041 0,352435 1,217895 mitochondrial 0S=Mus musculus OX=10090 3140,727 2465,515 2212,089 2637,804 2223,079 3074,857 1896,964 1861,398
Q07417 GN=Acads PE=1 SV=2
Protein AATF OS=Mus musculus 0X=10090
QOIKX4 21 3 152,2657 0,352581 1,097183 GN=Aatf PE=1 SV=1 1860,154 1704,934 1644,054 1546,149 1870,468 1481,791 1419,509 1484,043
Glutamate-rich 2 0S=Mus musculus 0X=10090
D375X9:E9Q1A6 3 1 14,4225 0,352611 1,40985 GN=Erich2 PE=4 Sv=1 9525,626 5561,635 6798,919 5975,734 7062,666 5060,26 12037,52 4189,856
Serine/threonine-protein phosphatase 2A 55
23 3 141,3144 0,352619 1,605831 kDa regulatory subunit B alpha isoform 2489,409 2787,447 2918,61 2998,282 3220,091 2477,227 8728,391 2868,373
Q6P1F6;A0A494B8Z0;A0A494B94 ! ! ! 0S=Mus musculus OX=10090 GN=Ppp2r2a ! ! ! ! ! ! ! !
1,G3UXS9;Q9CWU3 PE=1SV=1
Pachytene checkpoint protein 2 homolog
15 5 91,898 0,352888 1,128466 OS=Mus musculus OX=10090 GN=Trip13 PE=1 1659,181 1967,34 2036,043 2166,673 2214,783 1595,231 1931,455 1885,452

Q3UA06 Sv=1



GTP-binding protein 10 0S=Mus musculus

Q8K013 3 1 20,8424 0,353161 1,53292 OX=10090 GN=Gtpbp10 PE=2 SV=1 722,5361 1119,759 777,038 694,9817 270,2293 1395,546 721,8044 624,7933
G-rich sequence factor 1 0S=Mus musculus
Q8C5Q4;E9Q179 19 1 116,9433 0,353227 4,514169 OX=10090 GN=Grsfl PE=1 SV=2 0 46,43697 42,8674 84,46289 0 30,48589 36,72534 16,32368
Leucine-rich repeat and IQ domain-containing
3 1 13,547  0,35335 1,480703 protein 1 0S=Mus musculus OX=10090 172,8885 125,8434 130,4032 84,66871 64,37964 91,2995 0 282,3382
QOP5X1 GN=Lrriql PE=2 SV=2
Cell cycle exit and neuronal differentiation
4 3 26,1976 0,353472 1,550669 protein 1 0S=Mus musculus OX=10090 168,2305 105,1936 140,4625 197,7198 180,0005 150,9337 13,83269 208,4144
Q9JKC6 GN=Cend1 PE=1 SV=1
Trinucleotide repeat-containing gene 6A
8 2 50,1425 0,354368 1,471111 protein 0S=Mus musculus OX=10090 569,016 498,21 417,7227 658,8757 447,5784 627,0911 1026,724 1052,411
Q3UHK8 GN=Tnrc6a PE=1 SV=2
Importin subunit alpha-4 OS=Mus musculus
035344 19 5 137,523 0,354535 1,667925 OX=10090 GN=Kpna3 PE=1 SV=1 238,7926 1139,359 1576,657 724,4403 482,0243 1063,981 1162,556 664,5665
Serine/threonine-protein phosphatase 2B
16 4 88,0384 0,354951 1,127377 catalytic subunit alpha isoform OS=Mus 1271,525 1046,175 1080,551 880,0268 1132,485 1215,571 881,8852 1183,918
P63328;E9Q6P2 musculus OX=10090 GN=Ppp3ca PE=1 SV=1
Bystin OS=Mus musculus OX=10090 GN=Bys|
054825 23 3 153,4265 0,355101 1,267212 PE=1SV=3 1309,134 1206,546 891,7973 1564,856 1256,662 1201,725 1044,09 1197,565
Chromodomain-helicase-DNA-binding protein
Q6PDQ2;E9QAS4;E9QAS5;F6EWR4 105 21 702,085 0,355106 1,283646 4 0S=Mus musculus OX=10090 GN=Chd4 PE=1 7467,005 8018,052 8949,071 7237,375 9612,05 12170,19 5855,984 9960,912
5 Sv=1
Breast cancer type 1 susceptibility protein
54 4 315,7018 0,355335 1,622189 homolog 0S=Mus musculus 0X=10090 2974,2 812,7518 2019,931 1210,129 2497,153 1583,337 5330,804 1971,625
P48754 GN=Brcal PE=1 SV=3
19 2 142,687 0,355529 1,098955 Serine/threonine-protein kinase PAK 2 0S=Mus 1698,893 1551,715 1646,08 1739,541 1660,292 1810,514 1775,423 2004,833
Q8CIN4;G5E884;088643 musculus OX=10090 GN=Pak2 PE=1 SV=1
Filamin-C OS=Mus musculus OX=10090
Q8VHX6 127 23 753,3657 0,356724 1,784565 GN=Flnc PE=1 SV=3 3294,467 3613,326 3760,509 2627 4711,872 3231,816 10709,84 2369,528
Q9ER69;A0A3B2W4D2;E0CYHO;E Pre-mRNA-splicing regulator WTAP OS=Mus
0CZFS;F7CCl4 18 5 101,7273 0,356944 1,202085 musculus OX=10090 GN=Wtap PE=1 SV=3 1426,42 1360,66 1769,721 1420,835 1335,202 1897,459 2152,086 1800,878
Reticulocalbin-1 OS=Mus musculus OX=10090
Q05186 15 4 87,4554 0,357045 1,242482 GN=Renl PE=1 SV=1 1678,617 1275,953 1401,92 1616,628 1526,857 1679,127 2153,087 1316,192
Zinc phosphodiesterase ELAC protein 2
33 4 200,9042 0,357227 1,533756 OS=Mus musculus OX=10090 GN=Elac2 PE=1  255,7298 488,2715 427,4185 283,8707 348,43 924,958 612,8906 345,7818
Q80Y81;B1ATP7 Sv=1
Desmin OS=Mus musculus OX=10090 GN=Des
P31001 66 9 377,9356 0,357648 1,14789 PE=1SV=3 14073,35 12580,97 13653,95 10397,89 13955,18 8798,341 10628,46 11702,61
39S ribosomal protein L12, mitochondrial
18 7 132,2081 0,358068 1,222927 OS=Mus musculus OX=10090 GN=Mrpl12 PE=1 3907,273 2439,86 3214,138 2410,952 3178,923 3419,221 4416,962 2734,614
Q9DB15 Sv=2
NSFL1 cofactor p47 OS=Mus musculus
33 10 188,0402 0,358222 1,231419 5916,722 5024,218 5281,772 4018,553 5924,454 3938,566 2615,118 3959,206

Q9CZ44;A2AT02 0X=10090 GN=Nsfl1c PE=1 SV=1



Oligosaccharyltransferase complex subunit

2 1 14,975 0,358266 1,603962 OSTC OS=Mus musculus OX=10090 GN=0stc 511,445 862,6798 436,6645 1216,15 608,604 1336,137 1167,602 1742,754
Q78XF5 PE=1SV=1
WD repeat-containing protein 5 0S=Mus
P61965;F6Q3W0 7 1 40,5015 0,358402 2,200333 musculus OX=10090 GN=Wdr5 PE=1 SV=1 174,7688 2354,438 1311,705 115,7219 2850,587 1795,626 1925,534 53,89225
Ubiquitin carboxyl-terminal hydrolase 26
3 1 14,8368 0,359232 1,516068 OS=Mus musculus OX=10090 GN=Usp26 PE=1 2452,267 5594,908 5645,372 4133,796 235,5308 3717,427 4019,736 3785,578
Q99MX1 Sv=2
28S ribosomal protein S23, mitochondrial
Q8VE22;A7M7Q8;F7ARZ1;Q3TI14 15 4 103,4218 0,359348 1,349309 OS=Mus musculus OX=10090 GN=Mrps23 PE=1 2287,868 1392,267 1670,157 3058,916 2130,18 1824,553 1866,42 1517,996
;Q5SXC9 Sv=1
Phosphoglycerate mutase 1 0S=Mus musculus
Q9DBI1 49 17 310,0348 0,359416 1,191863 OX=10090 GN=Pgam1 PE=1 SV=3 45389,12 38911,04 45953,75 28382,51 47553,81 27004,18 28039,16 30502,37
Q9DBR0;A0A494B9I1;A0A494BAZ A-kinase anchor protein 8 0S=Mus musculus
0 15 4 82,5684 0,359767 1,456583 OX=10090 GN=Akap8 PE=1 SV=1 1849,251 1356,004 2301,68 1551,325 2533,923 2243,941 390,3576 1698,13
Complement component 1 Q subcomponent-
13 1 113,264 0,360036 2,02542 binding protein, mitochondrial 0S=Mus 81,75042 49,97004 93,63185 256,6237 65,37657 316,047 261,8259 332,9541
Q8R5L1 musculus OX=10090 GN=C1gbp PE=1 SV=1
Pyrroline-5-carboxylate reductase 1,
14 1 87,7538 0,360222 1,373485 mitochondrial 0S=Mus musculus OX=10090 119,2678 102,1887 81,90434 86,05406 86,2156 115,3758 107,1723 83,05721
Q922WS5;A2ABZ2 GN=Pycrl PE=1 SV=1
B2RRD7;A0A0N4SUT9;A0AON4SV Peregrin 0S=Mus musculus OX=10090
2 1 9,7572  0,360521 2,76848 118,3242 2421,378 1747,848 909,2268 18,44827 1878,526 1722,858 766,2815

G7;E9PXP1;Q3U109;Q80XK2 GN=Brpfl PE=1 SV=1
Sphingolipid delta(4)-desaturase DES1 OS=Mus

009005 5 2 29,5458 0,36088 1,450181 musculus OX=10090 GN=Degs1 PE=1 SV=1 90,42454 114,6467 37,0162 56,43324 75,78855 50,0541 62,65595 170,3301
Q8K019;A0A087WQAO0;A0A087W 55 19 371,3509 0,361456 1,268653 Bcl-2-associated transcription factor 1 0S=Mus 12561,15 11108,57 8101,547 10365,62 9659,036 10574,63 4327,248 8652,965
RN1;F8WI22 musculus OX=10090 GN=Bclafl PE=1 SV=2
QBBGIS5;ESQMWS;F7AXP1,Q8CB 41 4 268,4143 0,361842 1,144363 Polypyrimidine tract-binding protein 1 0S=Mus 18493,62 12685,27 12882,44 11162,3 16275,14 18479,17 14423,99 14017,55
58;Q92217 ’ ’ ’ musculus OX=10090 GN=Ptbp1 PE=1 SV=1 ! ! ’ ! ! ’ ’ !
10 2 50,5434 0,362077 1,100024 Ribosomal RNA-processing protein 8 0S=Mus 5659,953 5493,888 5226,667 6243,843 4360,356 5838,819 5819,174 4548,796
E9PVA2;Q9DB85 ’ ’ ’ musculus OX=10090 GN=Rrp8 PE=1 SV=1 ’ ’ ’ ! ! ! ! !
ADAMTS-like 3 0S=Mus musculus OX=10090
G3UXCT 6 1 33,219 0,362372 1,378302 GN=Adamtsl3 PE=1 SV=1 1327,394 1270,973 1086,968 1561,09 1323,049 1144,237 2559,106 1115,501
9 3 39,5026 0,362668 1,437015 Synaptobrevin homolog YKT6 05=Mus 298,6113 212,8788 288,4381 268,5181 319,1617 339,7187 424,3002 452,192
Q9ocawil ! ! ’ musculus OX=10090 GN=Ykt6 PE=1 SV=1 ! ! ! ! ! ! ! ’
Scaffold attachment factor B2 0S=Mus
Q80YRS 40 3 280,4446 0,362678 1,120992 musculus OX=10090 GN=Safb2 PE=1 SV=2 2992,325 2585,365 2253,964 2626,112 2730,899 2461,953 2215,854 2364,99
7 1 30,5135 0,363038 2,050512 Y-box-binding protein 2 0S=Mus musculus 205,3558 167,1372 120,1697 156,8568 166,3591 175,0754 759,9874 148,5201
Q972C8 ’ ’ ’ 0OX=10090 GN=Ybx2 PE=1 SV=1 ! ! ! ! ! ! ! !
31 4 169,7392 0,363629 8,130479 Myosin XVB 0S=Mus musculus OX=10090 5425,622 4407,919 4316,681 3591,04 5267,784 4511,059 129893,7 4572,407
I7HPWS8;A0A1Y7VNG3 ! ’ ’ GN=Myo15b PE=1 SV=2 ’ ! ’ ’ ! ’ ! !
P14206;A0A1L1SRWO;A0A1L1SU 40S ribosomal protein SA 0S=Mus musculus

K3 40 19 232,3226 0,364045 1,09092 OX=10090 GN=Rpsa PE=1 SV=4 17048,51 16167,72 15147,6 13147,42 19251,26 15417,79 15774,26 16620,09



P36552

035071;E9Q9B0;Q3V3Y9
G5E870;A0A087WNZ7;A0A087W
P92;A0A087WQ02;A0A087WRV6
;AOAOB4JIN9;Q3TP48

P62843;D3YTQY

Q9CYL5;B1AWD6

Q9DAR7;D6RFQO

Q923B1;F6ZYX6

P97452

Q80YY7;F8WIU3;R4GMK9

Q8C6E0

Q9D6S7

Q56918

Q90xXVvo

Q8R1U1;G3UWH9;G3UWX2;Q7T

SQ9

E9Q912;A0A0G2JGC8

Q92119

AOA5F8MPF0;Q60575

Q62383

P62631

15

71

13

12

24

24

17

15

19

32

22

11

81

102,033

38,1347

430,4143

79,6671

69,2508

176,404

9,6134

174,6396

27,9849

28,2721

47,5173

89,4922

91,3284

99,8576

210,508

39,7558

136,3448

43,4947

335,8063

0,364151

0,364307

0,364575

0,364675

0,366075

0,366704

0,366814

0,366824

0,366878

0,367832

0,368732

0,368974

0,369263

0,369377

0,369434

0,369786

0,369992

0,370033

0,370244

1,085248

1,884737

1,169381

1,251577

1,157583

1,138877

1,581797

1,145146

1,133552

1,404739

1,484315

1,295924

2,462075

1,642789

1,247808

1,257713

1,477238

1,309887

1,164412

Oxygen-dependent coproporphyrinogen-Ili
oxidase, mitochondrial 0S=Mus musculus
0X=10090 GN=Cpox PE=1 SV=2

Kinesin-like protein KIF1C OS=Mus musculus
0X=10090 GN=Kiflc PE=1 SV=2

E3 ubiquitin-protein ligase TRIP12 OS=Mus
musculus OX=10090 GN=Trip12 PE=1 SV=1
40S ribosomal protein S15 OS=Mus musculus
0X=10090 GN=Rps15 PE=1 SV=2
Golgi-associated plant pathogenesis-related
protein 1 0S=Mus musculus OX=10090
GN=Glipr2 PE=1 SV=3

m7GpppX diphosphatase 0S=Mus musculus
0X=10090 GN=Dcps PE=1 SV=1

Lariat debranching enzyme 0S=Mus musculus
0X=10090 GN=Dbr1 PE=1 SV=2

Ribosome biogenesis protein BOP1 OS=Mus
musculus OX=10090 GN=Bop1 PE=1 SV=1
Zinc finger protein 618 0S=Mus musculus
0X=10090 GN=Znf618 PE=2 SV=3

Cilia- and flagella-associated protein 36
0S=Mus musculus OX=10090 GN=Cfap36 PE=1
Sv=1

Ribosome-recycling factor, mitochondrial
0S=Mus musculus 0X=10090 GN=Mrrf PE=1
Sv=1

Centromere protein J 0S=Mus musculus
0X=10090 GN=Cenpj PE=2 SV=2

ProSAAS OS=Mus musculus OX=10090
GN=Pcsk1ln PE=1 SV=2

Conserved oligomeric Golgi complex subunit 4
0S=Mus musculus OX=10090 GN=Cog4 PE=1
Sv=1

Rap1 GTPase-GDP dissociation stimulator 1
0S=Mus musculus OX=10090 GN=Rap1gdsl
PE=2 SV=1

Exosome complex component RRP41 OS=Mus
musculus OX=10090 GN=Exosc4 PE=1 SV=3
Kinesin-like protein KIF1B OS=Mus musculus
0X=10090 GN=Kiflb PE=1 SV=1

Transcription elongation factor SPT6 OS=Mus
musculus OX=10090 GN=Supt6h PE=1 SV=2
Elongation factor 1-alpha 2 0S=Mus musculus
0OX=10090 GN=Eefla2 PE=1 SV=1

1611,239

58,93033

6156,141

2764,598

882,8298

7313,521

48,39935

9023,399

5292,442

799,1471

53,01139

3344,671

604,527

140,399

2776,02

383,5662

155,8729

2377,882

45605,98

1893,011

298,3472

5475,843

1932,641

909,5351

6590,298

175,3609

7644,488

5422,175

879,6727

267,0399

3073,52

543,903

83,48204

3411,769

276,3738

68,89606

1964,643

46036,37

1645,712

236,0417

4760,491

1851,707

648,9211

6057,317

208,174

6622,038

4472,626

745,3264

209,4147

3001,818

684,4435

188,3352

3722,954

367,9709

86,68447

1955,907

44590,01

1759,133

474,3173

6736,183

1925,291

622,0447

5784,638

87,95118

7114,911

4203,856

1182,667

250,3126

1945,241

616,8241

272,8962

5261,904

463,1683

121,3219

2220,952

39672,33

1680,279

247,5072

6045,073

2596,273

986,6183

7531,001

308,0867

5280,655

6084,884

1002,115

207,2719

3021,986

476,2082

81,5797

4197,205

537,3884

1285,484

52234,37

1801,889

14,44894

4978,44

1877,952

740,1013

4961,322

140,2778

7887,997

4874,289

715,5255

342,625

2068,572

797,1527

255,2333

2437,501

297,3768

66,64579

3034,618

35982,71

1919,86

288,113

4089,817

1196,967

1003,324

5503,914

255,4694

6708,016

5248,096

1832,14

347,0187

997,4925

4041,48

307,8676

2782,243

322,6563

90,08438

1114,684

29572,54

2096,053

530,8077

4665,216

1099,656

816,0155

5812,192

118,5191

6674,392

5773,549

1516,851

198,1641

2681,943

716,4995

455,9884

2742,491

335,6148

136,2324

1157,657

42752,16



Eukaryotic translation initiation factor 3
34 12 243,5428 0,370599 1,17209 subunit D OS=Mus musculus OX=10090 14364,47 12884,41 12066,1 9997,327 13209,55 11723,76 7666,903 9471,905
070194;A0A2R8VK20 GN=Eif3d PE=1 SV=2
ADP-ribosylation factor-like protein 2 0S=Mus

Q9DO0J4 2 1 10,9977 0,370623 1,41519 musculus OX=10090 GN=Arl2 PE=1 SV=1 992,0612 929,5126 1008,571 874,9864 1390,797 803,3274 986,8366 920,0123
Cytochrome P450, family 2, subfamily j,
3 1 19,599  0,370921 1,848942 polypeptide 13 OS=Mus musculus OX=10090 6,76064 263,1949 528,1567 326,0763 381,4864 342,6751 262,0009 323,1308
B1AWMS5;Q3UNV4 GN=Cyp2j13 PE=3 SV=1
T-complex protein 1 subunit alpha OS=Mus
P11983;A0A3B2WDE2;F27483 80 36 541,2471 0,371023 1,166595 musculus OX=10090 GN=Tcp1 PE=1 SV=3 53489 42521,2 38035,07 33537,43 51188,6 37244,46 36937,45 39334,14
Q64012;A2AU60;A2AU61;A2AUE RNA-binding protein Raly 0S=Mus musculus
) 27 9 179,6391 0,371474 1,315997 OX=10090 GN=Raly PE=1 SV=3 6681,064 4994,262 6135,183 8478,22 7918,487 6504,729 2618,181 8024,92
Sorting nexin-17 OS=Mus musculus 0X=10090
Q8BVL3;D32759 5 1 29,3639 0,371634 1,801765 GN=Snx17 PE=1 SV=2 1717,156 2924,349 4278,116 1742,942 2,329297 2396,799 3030,248 2391,771
Phosphoglucomutase-1 0S=Mus musculus
A2CEK3 13 2 70,1213 0,371957 1,113767 OX=10090 GN=Pgm1 PE=1 SV=1 810,1767 715,3327 861,3831 708,261 664,4073 574,7711 839,8761 701,5341
39S ribosomal protein L11, mitochondrial
Q9CQF0;A0A494B9H5;A0A494B9 5 2 31,7312 0,372017 1,349133 OS=Mus musculus OX=10090 GN=Mrpl11 PE=1 3698,202 2089,114 2515,565 1491,751 3328,526 2120,081 2051,961 1915,883
R3 Sv=1
P05064;A0A0U1RPN8;AOAQOU1RP
T5;A6Z144;D3YV98;D3YWI1;D3Z5 84 7 409,7098 0,372122 1,202149 Fructose-bisphosphate aldolase A 0S=Mus 11683,8 9808,443 13257,87 7407,795 12391,02 8061,307 9075,043 8514,667
10 musculus OX=10090 GN=Aldoa PE=1 SV=2
P25976;A2AWT5;A2AWT6;A2AW Nucleolar transcription factor 1 0S=Mus
T7,E904A8 52 6 355,9453 0,372782 3,096115 musculus OX=10090 GN=Ubtf PE=1 SV=1 7890,454 1290,959 690,453 1005,699 899,5299 887,2967 1079,166 647,302
Outer mitochondrial transmembrane helix
Q9D5T0;A0A494B9L7;A0A494B9Y 17 6 111,8176 0,372875 1,539241 translocase OS=Mus musculus OX=10090 4297,04 3994,713 2245,06 3461,951 2695,178 4275,327 958,416 3122,383
0;A0A494BAB5 GN=Atadl PE=1SV=1
BTB/POZ domain-containing protein 18
2 1 8,9474  0,372909 1,331989 OS=Mus musculus OX=10090 GN=Btbd18 PE=1 389,3251 639,253 439,0654 722,6084 579,0438 632,3528 332,8664 633,4889
AOAOQA6YY25 Sv=1
Sodium/potassium-transporting ATPase
10 3 83,45  0,373559 1,18075 subunit beta-3 0S=Mus musculus OX=10090  16294,72 14141,59 10062,7 10147,54 13658,46 18760,82 12910,73 14470,92
P97370 GN=Atp1lb3 PE=1SV=1
Nicalin 0S=Mus musculus OX=10090 GN=Ncln
Q8VCMS:D3YU17 26 9 186,146 0,373565 1,311866 PE=1 SV=2 33023,61 21399,57 20629,05 25056,8 27704,61 27710,62 13253,09 21354,06
Mitochondrial fission 1 protein OS=Mus
Q9CQ92;D3Y732;G3X9U9 12 3 95,3657 0,373962 1,234613 musculus OX=10090 GN=Fis1 PE=1 SV=1 3014,238 2853,288 2925,12 2924,158 3444,201 3792,582 4626,432 2602,5
COHKE1;AO0AON4SV66;COHKE2;CQ
HKE3;COHKE4;COHKES;COHKEG;C
OHKE7;COHKES8;COHKES;Q8BFU2; 74 2 133,0317 0,374116 1,544123 489,2565 462,4114 270,8623 850,1102 300,7956 387,6842 383,9332 269,864
Q8CGP4;Q8CGP5;Q8CGP6;Q8CG Histone H2A type 1-B OS=Mus musculus
P7;Q8R1M2 0X=10090 GN=H2ac4 PE=1 SV=1

Amino acid transporter 0S=Mus musculus
0X=10090 GN=Slc1a5 PE=1 SV=1

Probable ribonuclease ZC3H12C 0S=Mus
musculus OX=10090 GN=Zc3h12c PE=1 SV=2

21 1 159,1405 0,375115 1,23164 1128,446 983,1948 475,364 829,4106 822,1171 1254,641 860,1481 924,2291

Q9ESU7

4 1 18,3495 0,375377 1,969279 28,70982 44,67701 78,33412 54,77184 69,83745 46,59992 229,8274 60,37723

Q5DTV4



Q9DBD5;Q9D4T3

Q62234

008795

Q8C878;Q3TL72

Q99PL5;A2AV)7

Q06185;Q8BTB6
Q80XI3;A0A0N4SVLO;A0AOR4J11
2;A2AMI2;A2AMI7;Z4YKC4
P70399;A0A5H1ZRL7;A2AU90;F6
QNC8;F6S5E4;F6VCKS
Q61879;Q3UH59;Q55V64;Q8BXF
2

Q9CS84;E0CY11

A6Z146;Q9CPQY

QocpPQ8

Q8K009;D3z6B9

Q6PDLO;AOA1D5RM94;A0A1D5R
MC1

Q9CYN9

F8VPZ3;G3UX31

AOA2I3BS49;Q9CXU4;Q9WTQ8

P62918

16

36

108

54

76

200

61

12

56

23

34

14

31

15

32

16

16

90,7126

27,3982

192,248

21,3892

745,4617

64,4768

299,9915

541,4294

1535,1569

23,1699

325,7221

57,3585

353,1522

158,0897

40,8233

20,1043

30,9978

153,2825

0,376107

0,376613

0,37682

0,377049

0,37746

0,377505

0,377566

0,377838

0,378806

0,378947

0,379004

0,379157

0,379649

0,379989

0,380391

0,380638

0,380719

0,380732

1,301395

1,166217

1,203194

1,686742

1,132737

1,166342

1,344858

1,102845

1,278922

2,982116

1,194556

1,295235

1,220902

1,092865

1,22874

1,470536

1,367681

1,243967

Proline-, glutamic acid- and leucine-rich
protein 1 0S=Mus musculus OX=10090
GN=Pelpl PE=1 SV=2

Myomesin-1 0S=Mus musculus OX=10090
GN=Myom1 PE=1 SV=2

Glucosidase 2 subunit beta 0S=Mus musculus
0X=10090 GN=Prkcsh PE=1 SV=1
NEDDS8-activating enzyme E1 catalytic subunit
0S=Mus musculus OX=10090 GN=Uba3 PE=1
SV=2

Ribosome-binding protein 1 0S=Mus musculus
0X=10090 GN=Rrbp1 PE=1 SV=2

ATP synthase subunit e, mitochondrial 0S=Mus
musculus OX=10090 GN=Atp5me PE=1 SV=2
Eukaryotic translation initiation factor 4
gamma 3 0S=Mus musculus 0X=10090
GN=Eif4g3 PE=1 SV=2

TP53-binding protein 1 0S=Mus musculus
0X=10090 GN=Tp53bp1 PE=1 SV=3
Myosin-10 0S=Mus musculus OX=10090
GN=Myh10 PE=1 SV=2

Neurexin-1 0S=Mus musculus OX=10090
GN=Nrxnl PE=1 SV=3

Fructose-bisphosphate aldolase OS=Mus
musculus OX=10090 GN=Aldoart1 PE=1 SV=1

ATP synthase subunit g, mitochondrial 0S=Mus
musculus OX=10090 GN=Atp5mg PE=1 SV=1
Mitochondrial 10-formyltetrahydrofolate
dehydrogenase 0S=Mus musculus 0X=10090
GN=Aldh1l2 PE=1 SV=2

Cytoplasmic dynein 1 light intermediate chain
2 0S=Mus musculus OX=10090 GN=Dync1li2
PE=1 SV=2

Renin receptor 0S=Mus musculus OX=10090
GN=Atp6ap2 PE=1 SV=2

Ubiquitinyl hydrolase 1 0S=Mus musculus
0X=10090 GN=Usp32 PE=1 SV=1
Mitochondrial import inner membrane
translocase subunit Tim23 OS=Mus musculus
0X=10090 GN=Timm23 PE=1 SV=1

60S ribosomal protein L8 OS=Mus musculus
0X=10090 GN=Rpl8 PE=1 SV=2

3113,927

9687,068

43783,37

463,703

14142,92

9741,47

3010,609

2771,886

16424,89

1867,508

30665,32

15026,76

7315,234

1416,481

3060,583

47,14558

592,7177

26548,96

2498,011

6871,799

38408,38

691,111

11949,7

6892,66

1838,972

3792,785

13032,79

1016,479

26102,85

16704,62

5522,33

1066,808

3062,648

109,4595

1499,083

24976,22

2719,343

6770,812

32940,34

800,5589

10206,18

6375,181

2679,432

2891,013

11111,65

1269,842

33920,05

10841,58

5373,366

1201,132

3991,069

140,7239

1230,856

25084,21

2568,779

6334,479

37907,24

510,9613

13945,56

6175,686

1215,593

3075,55

10481,66

10028,82

19479,56

15122,58

4136,495

1155,947

2423,287

233,4497

1507,863

22266,82

3533,673

7412,194

33871,53

28,04275

10231,59

7729,521

3348,415

3534,707

13454,71

1877,816

32196,39

16157,24

5793,648

1220,753

4580,942

146,7347

1539,076

27411,95

3415,559

6699,123

40030,36

885,0002

13582,39

9924,957

3038,66

3691,124

12570,71

1206,408

21369,49

26871,22

5500,342

1136,693

4120,466

110,2218

636,4427

21471,64

5096,367

6635,911

16282,52

748,0949

8788,723

7892,899

1404,41

3287,339

21132,68

1663,924

22764,96

15556,25

4372,233

1082,943

3625,343

230,4002

926,6049

9134,79

2139,681

5929,341

37009,79

890,687

11753,91

8492,323

3244,725

3035,616

10890,65

1075,449

22097,55

16144,59

4596,946

1276,489

3078,678

293,1727

875,6356

21466,2



H/ACA ribonucleoprotein complex subunit
14 5 72,2616 0,380774 1,271462 (Fragment) 0S=Mus musculus OX=10090 1216,601 593,1844 728,7631 695,1786 607,5478 768,8962 831,9419 834,8921
D3YZ09;Q9CY66 GN=Garl PE=1SV=1
Forkhead box protein C1 0S=Mus musculus
0X=10090 GN=Foxc1 PE=1 SV=3
Non-specific serine/threonine protein kinase
3 1 14,8319 0,381378 1,783892 OS=Mus musculus OX=10090 GN=Mark3 PE=1 72,23772 44,79231 60,45245 79,998 0 17,03007 62,68003 242,7613
AOA1Y7VNZ6;Q03141 Sv=1
Beta-2-syntrophin OS=Mus musculus
0X=10090 GN=Sntb2 PE=1 SV=1
Fanconi anemia core complex-associated
6 1 22,7419 0,3824 7,990546 protein 100 0S=Mus musculus OX=10090 391,2407 361,131 253,1445 419,8902 288,8116 231,1157 7231,321 389,4043
A2ACI2 GN=Faap100 PE=2 SV=1
Vimentin 0S=Mus musculus OX=10090

P20152;A0A0A6YWCS8;A2AKJ2 250 % 987,2047 0,383091 1,137051 GN=Vim PE=1SV=3

2 1 9,8394 0,381199 13,99605 48,5828 0 23,94688 2,512618 0 37,95149 13,56515 0

Q61572

3 1 15,6366 0,381628 1,230204 474,3937 555,7162 350,8942 476,7869 469,7714 751,5447 602,1514 461,9946

B7ZNU9S

36610,49 36391,4 35892,94 42176,12 36137,54 43336,43 25139,29 35237,32

73 21 428,1566 0,383734 1,166495 Lon protease homolog, mitochondrial 0S=Mus 10128,13 9135,657 6733,133 9347,418 7797,466 11265,32 9294,787 10515,48
Q8CGK3 musculus OX=10090 GN=Lonp1 PE=1 SV=2
” ) 3234897 0383736 3218941 SWI/SNF complex subunit SMARCC2 OS=Mus
Q6PDG5;A0A1W2P6N7 ! ! ! musculus OX=10090 GN=Smarcc2 PE=1 SV=2
29 5 231,6178 0,383867 1,207378 Tropomyosin alpha-4 chain 0S=Mus musculus 8513,247 6951,607 7554,98 4933,926 8628,883 7300,618 4345,649 7867,421
Q6IRU2;A0A571BEU1 ! ! ! 0X=10090 GN=Tpm4 PE=1 SV=3 ! ! ! ! ! ! ! !
NADH dehydrogenase [ubiquinone] 1 alpha
13 3 57,6349 0,383973 1,305437 subcomplex subunit 8 0S=Mus musculus 1157,841 1080,393 804,0093 981,2132 236,3459 1141,886 839,2423 864,6025
Q9DCJ5 0X=10090 GN=Ndufa8 PE=1 SV=3
Calcium-binding protein 39 OS=Mus musculus
0X=10090 GN=Cab39 PE=1 SV=2
Heat shock 70 kDa protein 4L OS=Mus
P48722;A0A0N4SVU2;E0CY23 69 9 >08,2467 0,384318 1,105812 musculus OX=10090 GN=Hspa4l PE=1 SV=2
Coiled-coil domain-containing protein 30
21 1 93,6572 0,384426 1,291376 (Fragment) OS=Mus musculus OX=10090 3162,525 2420,083 2644,062 2288,603 2918,654 2846,662 901,6665 2727,215
AOA571BD61 GN=Ccdc30 PE=1 SV=1
Cyclin-dependent kinase 2 0S=Mus musculus
0X=10090 GN=Cdk2 PE=1 SV=2
Peroxiredoxin-4 OS=Mus musculus OX=10090
008807;B1AZ59 50 13 286,8799 0,384787 1,201908 GN=Prdx4 PE=1 SV=1
Glucose-6-phosphate 1-dehydrogenase 2
33 1 222,0023 0,384853 1,307265 OS=Mus musculus OX=10090 GN=G6pd2 PE=1 849,107 831,7029 1163,62 770,9079 343,8686 651,8678 1333,663 825,8146
P97324;G3UWD6 Sv=3
Peptidyl-prolyl cis-trans isomerase FKBP1A
12 6 65,9849 0,384857 1,390312 0S=Mus musculus OX=10090 GN=Fkbpla PE=1 1937,345 2067,845 1658,696 4010,903 2081,809 1623,033 1594,271 1659,606
P26883;F6X9I13 SV=2
Tubulin polymerization-promoting protein
17 5 100,9256 0,385247 1,242423 family member 3 0S=Mus musculus OX=10090 1910,099 1204,511 1139,2 559,2893 1593,734 1688,663 1349,479 1348,032
Q9CRB6 GN=Tppp3 PE=1SV=1

7,651853 31,64356 356,3292 37,59657 81,16535 141,3072 498,1894 673,8512

7 3 46,7316  0,384034 1,186652 5624,806 6027,511 4853,806 4272,335 6085,038 4505,733 5074,373 5237,828

Q06138

12007,83 11736,65 10505,18 10546,59 13491,34 10908,43 14102,69 10774,95

15 3 82,4998 0,384604 1,346411 10498,71 4768,974 10515,49 7223,877 10794,42 10718,49 3431,401 6305,757

P97377

30789,67 24673,48 21956,3 21603,02 24983,37 25369,23 14588,05 17447,07



Q9ER88;A0A0R4J1B9;G3UWIJ4;G 28S ribosomal protein S29, mitochondrial
3UWM7;G3UWZ6;G3UZC0;G3X9 20 4 147,7558 0,385492 1,117924 OS=Mus musculus OX=10090 GN=Dap3 PE=1 1050,41 1451,92 1306,212 1228,759 1183,068 1333,882 1198,356 1134,995
MO Sv=1

Suppressor of IKBKE 1 0S=Mus musculus

QICPR7 5 1 23,4054 0,385789 1,252394 OX=10090 GN=Sike1 PE=1 SV=1 5688,491 4529,778 3716,738 3922,028 4059,602 4519,895 4579,121 2885,969
26S proteasome non-ATPase regulatory
Q9D8WS5;A0A0R4J0GY;B1AT36;Q 37 5 263,0771 0,385906 1,359705 subunit 12 0S=Mus musculus OX=10090 205,4967 549,6754 421,9534 216,9885 426,4753 427,9867 714,828 325,8153
3TRH2 GN=Psmd12 PE=1 SV=4
Pulmonary surfactant-associated protein D
3 2 12,7978 0,385963 1,234385 OS=Mus musculus OX=10090 GN=Sftpd PE=1  870,6733 638,5087 965,7074 963,3068 837,0158 800,807 698,3524 518,2881
P50404 Sv=1
Centrosomal protein of 128 kDa OS=Mus
Q8BI22;F6Q1Q5;F7CIBO 15 1 86,1863 0,386374 1,114299 musculus OX=10090 GN=Cep128 PE=1 SV=2 913,2725 767,1827 768,5018 754,4603 663,3512 780,8038 712,4152 718,2567
Q971Q9;G3UY93;G3UYW2;G3Uz Valine--tRNA ligase 0S=Mus musculus
22:G3UZX1 96 29 703,7649 0,387008 1,234095 OX=10090 GN=Vars1 PE=1 SV=1 39404,3 36224,99 31077,12 22323,16 35926,87 26433,57 19436,15 26006,72
60S ribosomal protein L37a 0S=Mus musculus
P61514;A0A1DSRLE6 7 4 47,0929 0,387402 1,34919 OX=10090 GN=Rpl37a PE=1 SV=2 3180,456 1840,679 2804,721 2451,174 4581,103 1214,364 1861,737 2982,139
Cytoskeleton-associated protein 4 0S=Mus
Q8BMK4 66 10 493,2645 0,387766 1,161559 musculus OX=10090 GN=Ckap4 PE=1 SV=2 8051,601 6036,721 5251,647 5135,225 5944,886 6038,568 5899,356 5246,58
ERC protein 2 0S=Mus musculus OX=10090
Q6PHO8;Q3UHT7 40 6 223,6054 0,388119 1,107715 GN=Erc2 PE=1 SV=2 454,8338 555,0552 521,3874 480,4877 395,952 457,9829 478,4776 483,7258
Q6DFV3;A0A0AOMQES;A2BHQ2;
B72CJ0;B72CJ1;G3UWMS5;G3UX3 32 7 160,557 0,38846 1,12393 Rho GTPase-activating protein 21 0S=Mus 4625,37 4290,608 4414,979 3260,282 3522,832 3732,041 3577,045 3929,885
8 musculus OX=10090 GN=Arhgap21 PE=1 SV=1
06ZQ14;A0A3Q4EGD3;A0A30ME 21 3 157,2769 0,388882 1,179512 WD repeat-containing protein 43 0S=Mus 2360,028 1686,46 1383,921 1784,502 1662,265 2574,412 2128,016 2145,379
HN7 ! ! ! musculus OX=10090 GN=Wdr43 PE=1 SV=2 ! ! ! ! ! ! ! !
23 3 89,4641 0,38907 1,094405 Histone-binding protein RBBP4 05=Mus 1467,39 1390,265 1185,637 1131,929 1394,845 1261,801 1629,103 1378,038
Q60972;A8Y5E8 ! ! ! musculus OX=10090 GN=Rbbp4 PE=1 SV=5 ! ! ! ’ ! ! ! !
Probable ATP-dependent RNA helicase DDX6
35 8 238,6293 0,389119 1,114848 0S=Mus musculus OX=10090 GN=Ddx6 PE=1 ~ 7209,852 6415,9 5801,771 5778,933 7248,699 6187,106 5400,14 5670,959
P54823 Sv=1
Serine/threonine-protein phosphatase 2A 55
13 2 89,3101 0,389349 1,949777 kDa regulatory subunit B delta isoform 1681,304 6832,992 1548,311 1674,184 4680,779 9532,448 7037,857 1633,041
! ! ! 0S=Mus musculus 0X=10090 GN=Ppp2r2d ! ! ! ! ! ! ! !
Q925E7;F6RV17 PE=1SV=1
Vesicle-associated membrane protein 3
11 1 76,8424 0,389433 1,458955 0OS=Mus musculus OX=10090 GN=Vamp3 PE=1 66,79499 135,6779 242,4621 20,19242 115,6419 177,6351 219,9931 165,3298
P63024 Sv=1
22 8 163,1224 0,389575 1,099294 Multifunctional protein ADE2 OS=Mus 8318,997 9073,186 9063,19 7768,556 10977,3 8476,199 9237,791 8930,862
Q9DCLY;D3Z6P1;D6RCUB ! ! ! musculus OX=10090 GN=Paics PE=1 SV=4 ! ! ! ! ! ! ! !
Translation initiation factor elF-2B subunit
Q61749;A0A0J9YTQ7;A0A0J9YUY 18 2 103,3961 0,39066 1,248963 delta OS=Mus musculus OX=10090 GN=Eif2b4 2510,577 2165,292 1379,162 1578,431 2071,439 2041,099 2236,663 1305,93
0;D03Z780 PE=1SV=2
MAP7 domain-containing protein 3 0S=Mus
A2AEYA 5 1 31,1108 0,391453 1,384125 musculus OX=10090 GN=Map7d3 PE=2 SV=1 114,4246 133,1259 96,06014 36,79457 117,3489 141,5367 121,4917 146,151



Q6P5F7

Q6P8X1;A0A1W2P701

Q8BSY0;A2AL85;Q8CBM2

P51859;E0CXAQ;EOCYW?7

Q97218;A0A0N4SWD1

QoJI39

P54726;Q3TN85;Q8CAP3
Q9QYF1;Q9R1R8
H7BX79;A0A1W2P6T8;G8JL71;Q0
VG85

Q8R2M2

D3z0M9

Q6P5D4

Q924C1
P35980;A0A1BOGQUS8;A0A1BOGR
Z3;A0A1B0GS28;A0A1BOGSAS;A0
A1BOGSF7;A0A1B0GSS8

Q91YR1

Q3u487

Q6A0A9

Q80zs3

14

16

32

23

27

32

18

10

59

32

20

24

15

19

56,9453

74,2904

53,348

124,5869

261,1886

132,2997

9,8588

183,7177

24,6067

180,6109

100,7888

44,8021

352,6709

157,6903

118,7833

34,7711

141,0876

60,0884

0,39149

0,391742

0,392222

0,392282

0,392861

0,393223

0,393841

0,393859

0,393883

0,394677

0,395532

0,395572

0,396449

0,396609

0,396679

0,397536

0,397834

0,397839

1,243133

1,29245

1,322345

1,302013

1,198647

1,197121

1,4498

1,389764

1,755367

1,152675

1,221309

1,621999

1,089112

1,17621

1,122916

1,218234

1,176526

1,0961

Protein tweety homolog 3 0S=Mus musculus
0X=10090 GN=Ttyh3 PE=1 SV=1

Sorting nexin-6 0S=Mus musculus OX=10090
GN=Snx6 PE=1 SV=2

3672,078

695,517

Aspartyl/asparaginyl beta-hydroxylase 0S=Mus 121,0765
musculus OX=10090 GN=Asph PE=1 SV=1
Hepatoma-derived growth factor 0S=Mus
musculus OX=10090 GN=Hdgf PE=1 SV=2
Succinate--CoA ligase [GDP-forming] subunit
beta, mitochondrial 0S=Mus musculus 14365,3
0X=10090 GN=Suclg2 PE=1 SV=3

ATP-binding cassette sub-family B member 10,
mitochondrial 0S=Mus musculus OX=10090 5055,291
GN=Abcb10 PE=1 SV=1

UV excision repair protein RAD23 homolog A

0S=Mus musculus OX=10090 GN=Rad23a PE=1 221,105
SV=2

Retinol dehydrogenase 11 OS=Mus musculus

810,2871

0OX=10090 GN=Rdh11 PE=1 SV=2 >728,236
Coiled-coil domain-containing protein 162
0S=Mus musculus OX=10090 GN=Ccdc162 610,9826
PE=1 SV=2
Deoxynucleotidyltransferase terminal-
interacting protein 2 0S=Mus musculus 3307,118
0X=10090 GN=Dnttip2 PE=1 SV=1
RNA helicase 0S=Mus musculus OX=10090
GN=Ddx23 PE=1 SV=1 >406,472
Centrosomal protein of 135 kDa OS=Mus
musculus OX=10090 GN=Cep135 PE=1 SV=1 3573,093
Exportin-5 0S=Mus musculus OX=10090

1810,247

GN=Xpo5 PE=1 SV=1

60S ribosomal protein L18 OS=Mus musculus ~ 26448,44
0X=10090 GN=Rpl18 PE=1 SV=3

Twinfilin-1 0S=Mus musculus OX=10090
GN=Twf1 PE=1 SV=2

E3 ubiquitin-protein ligase HECTD3 OS=Mus
musculus OX=10090 GN=Hectd3 PE=1 SV=2
Constitutive coactivator of PPAR-gamma-like
protein 1 0S=Mus musculus OX=10090 1736,262
GN=FAM120A PE=1 SV=2

28S ribosomal protein $S26, mitochondrial

0S=Mus musculus 0X=10090 GN=Mrps26 PE=1 2390,351
Sv=1

4750,642

499,034

4720,05

581,5816

520,2561

1243,777

11500,33

3685,715

165,1349

3685,974

444,9081

2898,595

3538,334

1559,423

1654,246

24502,33

4864,943

621,8223

1214,256

2554,306

3112,792

753,5509

44,84619

586,333

7795,802

3089,245

291,936

5500,156

419,6824

2095,948

3028,109

2113,198

1425,034

18638,38

4662,256

665,1091

1409,131

2174,585

3838,76

930,8575

36,34703

1050,772

10607,57

3220,871

299,7845

6120,631

1291,105

2545,242

4173,493

2580,626

1788,444

19621,03

4861,594

503,442

1880,151

2508,016

2684,017

643,6712

177,5466

1284,667

10052,96

3070,338

151,5878

6376,85

493,066

2496,533

3722,393

3100,734

1593,634

25328,79

6075,824

811,4907

1477,644

2430,652

4924,674

861,3278

385,8154

796,4939

14007,7

4038,512

411,4552

5577,609

444,6196

2448,716

3467,825

2405,162

1828,261

18250,41

4208,269

696,079

1072,813

2430,639

2909,567

1101,602

289,3838

1601,285

10958,66

2837,34

302,3531

3774,75

1496,382

2375,982

2786,28

6670,073

1658,14

17325,27

5888,984

593,606

1524,408

2887,639

2836,177

1221

102,6828

1123,506

12101,79

3546,782

280,9245

6461,514

347,1795

2088,972

3915,994

1989,082

1718,611

15318,07

5318,899

559,4624

1228,713

2322,719



008547;A0A0G2JF08;D6RES2;E9 Vesicle-trafficking protein SEC22b 0S=Mus

Q6R3 19 7 129,6685 0,397849 1,119134 musculus OX=10090 GN=Sec22b PE=1 SV=3 11761,77 10620,36 8564,616 10961,73 9929,46 12436,61 10738,76 11405,19
14 5 81,8015 0,397853 1,196675 605 ribosomal protein L11 0S=Mus musculus 399,4169 388,5944 421,2407 491,8333 365,9582 332,9017 386,5206 508,8987
Q9CXW4;A2BHO6 ! ! ! 0OX=10090 GN=Rpl11 PE=1 SV=4 ! ! ! ! ! ! ! !
25 11 148,4429 0,397998 1,139234 Proteasome subunit alpha type-3 OS=Mus 10291,61 9864,891 8995,24 7276,25 10933,39 7836,132 10040,78 8712,243
070435;E0CX62 ! ! ! musculus OX=10090 GN=Psma3 PE=1 SV=3 ! ! ! ! ! ! ! !
Carnitine O-palmitoyltransferase 2,
6 1 29,9435 0,398076 1,550249 mitochondrial 0S=Mus musculus OX=10090 658,9071 593,445 702,8734 682,7935 888,6662 466,8704 1824,135 909,9141
P52825;A2A8E8 GN=Cpt2 PE=1 SV=2
Autophagy-related protein 16-1 0S=Mus
Q8C0J2;D3VZW7 4 1 18,3994 0,398092 1,288404 musculus OX=10090 GN=Atg16/1 PE=1 SV=1 719,3401 614,7587 334,3646 633,8136 460,6897 869,5054 782,9567 798,9921
Histone-lysine N-methyltransferase ASH1L
9 1 56,3601 0,398305 1,131565 OS=Mus musculus OX=10090 GN=Ash1l PE=1  14356,88 12126,98 10003,58 10820,3 112451 12588,3 10384,64 10296,24
Q99MY8 Sv=3
Cullin-3 0S=Mus musculus OX=10090 GN=Cul3
Q9JLV5;E9Q4TS 14 1 67,5207 0,399068 148,8363 PE=1 SV=1 0 0 8,992257 31,86209 0 0 856,0386 192,8832
Guanine nucleotide-binding protein G(i)
22 2 168,6601 0,39944 1,594274 subunit alpha-1 0S=Mus musculus OX=10090 473,893 421,3242 456,0267 262,4011 575,7887 320,4402 1222,839 453,5238
B2RSH2 GN=Gnail PE=1 SV=1
Replication protein A 14 kDa subunit 0S=Mus
Q9ca71 9 4 66,9286 0,399823 1,287651 musculus OX=10090 GN=Rpa3 PE=1 SV=1 2865,218 1950,128 1483,25 1404,336 1783,022 2478,528 1560,87 1561,45
Angiopoietin-related protein 2 (Fragment)
1 1 5,3328  0,400109 1,795576 OS=Mus musculus OX=10090 GN=Angptl2 PE=1 137,6604 141,919 107,034 143,5333 94,29688 325,6434 284,4178 247,5606
AOAOA6YXQ1 Sv=1
Tubulin beta-1 chain 0S=Mus musculus
A2AQ07 48 6 243,9885 0,40031 1,108254 OX=10090 GN=Tubb1 PE=1 SV=1 5070,175 4381,777 4096,743 4575,909 4786,091 4487,032 4451,452 5134,082
Host cell factor 1 0S=Mus musculus OX=10090
Q61191;B1AUX2;F6SIS2 29 1 160,314 0,400403 1,351783 GN=Hcfcl PE=1 SV=2 5840,655 3542,694 3434,803 1687,721 4287,396 3321,399 1991,457 3442,659
LisH domain-containing protein ARMC9
2 1 9,5282  0,400679 2,93389 0S=Mus musculus OX=10090 GN=Armc9 PE=1 69,84997 668,5467 697,0718 0 0 853,3012 683,0857 397,393
Q9D2I5;F6QPPO;F7B303 Sv=1
Q69799;A0A0J9YTU9;A0AQJ9YTW Zinc finger protein 512 0S=Mus musculus
0;AOAQJSYU29;A0A0ISYV10 24 7 172,4286 0,400848 1,095104 OX=10090 GN=Znf512 PE=2 SV=2 4783,794 4386,321 4529,709 3714,453 4669,25 3728,08 3897,453 3998,639
Non-structural maintenance of chromosomes
5 2 33,3576  0,40092 1,126537 element 3 homolog 0S=Mus musculus 35118,48 31117,41 31280,81 25089,08 36448,1 24889,54 30802,15 29450,98
Q9CPR8 0X=10090 GN=Nsmce3 PE=1 SV=1
Receptor-type tyrosine-protein phosphatase
P49446;A0A1BOGRH2;A0A1BOGR 13 2 64,2505 0,401014 1,295278 epsilon 0S=Mus musculus OX=10090 GN=Ptpre 773,0283 830,1364 584,4962 517,1226 490,4828 671,3786 456,0908 470,2352
T6 PE=1SV=3
Pre-mRNA-splicing factor SYF1 OS=Mus
Q9DCD2 13 2 84,5437 0,401356 1,324188 musculus OX=10090 GN=Xab2 PE=1 SV=1 202,8159 150,682 131,139 197,8836 70,74956 253,269 212,0416 182,6359

Mitochondrial import receptor subunit TOM40
13 1 80,7033 0,401357 1,41102 homolog OS=Mus musculus 0X=10090 1640,11 2363,724 2244,421 3215,124 52,57567 2435,926 2348,63 2294,29
Q9QYA2 GN=Tomm40 PE=1 SV=3



P62715

Q8BWS5

QBNV72;A0ATW2P880;A0A1Y7V)
P4
P61164;A0A494BAHO;AOA494BE
86
P62717;A0A1D5RLWS5;A0A1D5R
M79;A0A1D5RM85;A0A1DSRMC
7;A0A1DSRME4

Q9QYI4;D6RHRY;Q8C4C9

P97310

Q3UMY5;A0A0R4J0HO;AOAOR4J1
G7;A0A3Q4EHV9;A7ISP9;F8WI93

P97496;Q3UNN4;Q3UZD0
Q8Kou4
P29341;A0A213BR37;F6ZAX1
Q6PCM1;A0A0U1RNV6
AOA1L1SSA4;AO0A1L1SUF9;D3YVU
3;F7AUV3;Q5DU05

Q920A7

A2A8L1;E9PYL1;EQPYU4
G3X9G4;F8WIV5;G3UY64;G3UZZ
3;P39054;Q3T9X3;Q3TCR7

008788;D3YX34;E9Q3M3;E9Q58
6

P85094

22

21

27

59

13

53

10

85

13

36

14

79

47

72

14

14

15

18

3

140,056

9,0502

41,3936

207,1425

177,0022

44,3786

457,8245

72,1254

351,7778

60,0215

534,5711

73,171

186,0522

66,8264

521,1763

301,2487

472,6317

48,5958

0,40181

0,401845

0,401932

0,402321

0,402483

0,402692

0,402711

0,402766

0,402779

0,402782

0,402851

0,403018

0,4034

0,403931

0,40418

0,40478

0,405764

0,406624

1,113527

1,32827

1,491262

1,134465

1,062651

1,42875

1,103145

1,365527

1,245603

1,203027

1,131143

1,275131

1,381141

1,181385

1,321258

1,103072

1,088485

1,161811

Serine/threonine-protein phosphatase 2A
catalytic subunit beta isoform 0S=Mus
musculus OX=10090 GN=Ppp2cb PE=1 SV=1
G protein-regulated inducer of neurite
outgrowth 3 0S=Mus musculus OX=10090
GN=Gprin3 PE=1 SV=1

WD repeat and coiled-coil-containing protein
0S=Mus musculus OX=10090 GN=Wdcp PE=2
Sv=2

Alpha-centractin 0S=Mus musculus OX=10090
GN=Actrla PE=1 SV=1

60S ribosomal protein L18a OS=Mus musculus
0X=10090 GN=Rpl18a PE=1 SV=1

DnaJ homolog subfamily B member 12 0S=Mus
musculus OX=10090 GN=Dnajb12 PE=1 SV=2
DNA replication licensing factor MCM2
0S=Mus musculus 0X=10090 GN=Mcm?2 PE=1
SvV=3

Echinoderm microtubule-associated protein-
like 4 0S=Mus musculus OX=10090 GN=EmI4
PE=1SV=1

SWI/SNF complex subunit SMARCC1 OS=Mus
musculus OX=10090 GN=Smarccl PE=1 SV=2
Heat shock 70 kDa protein 12A OS=Mus
musculus OX=10090 GN=Hspal2a PE=1 SV=1
Polyadenylate-binding protein 1 0S=Mus
musculus OX=10090 GN=Pabpcl PE=1 SV=2
Lysine-specific demethylase 3A 0S=Mus
musculus OX=10090 GN=Kdm3a PE=1 SV=1
Centrosomal protein of 164 kDa OS=Mus
musculus OX=10090 GN=Cep164 PE=1 SV=1
AFG3-like protein 1 0S=Mus musculus
0OX=10090 GN=Afg3I1 PE=1 SV=2
Chromodomain-helicase-DNA-binding protein
5 0S=Mus musculus OX=10090 GN=Chd5 PE=1
Sv=1

Dynamin GTPase OS=Mus musculus OX=10090
GN=Dnm2 PE=1 SV=1

Dynactin subunit 1 0S=Mus musculus
0X=10090 GN=Dctn1 PE=1 SV=3
Isochorismatase domain-containing protein 2A
0S=Mus musculus OX=10090 GN=Isoc2a PE=1
Sv=1

2509,871

747,2131

464,3354

9572,315

8361,862

2812,005

12914,73

1070,02

6185,498

556,3014

33900,03

1005,6

1238,928

14626,51

3333,691

2555,487

21947,29

2555,489

2755,91

812,1583

624,0448

9090,221

7812,116

2122,149

11790,26

794,9348

5587,566

552,9999

29057,28

264,4748

849,2465

15496,93

4405,242

3182,605

20569,36

3339,61

2198,342

618,2091

1332,913

8122,609

7159,836

1988,994

11268,36

887,7643

5055,293

542,1071

27444,88

646,2104

561,079

14905,92

2857,337

3444,959

20501,39

3043,814

2213,656

871,9477

839,5188

6951,378

7285,768

1139,654

11389,08

1203,381

3834,986

470,8297

23609,21

269,4121

1255,85

14685,63

2135,223

3033,871

18547,99

3033,303

2677,574

583,4406

1032,478

9590,112

7994,698

2088,726

14558,86

1064,788

5995,222

509,2675

32703,97

724,3986

1042,936

19546

3442,863

3138,37

23484,43

3626,35

2692,937

1368,224

1100,922

7301,371

6403,338

1942,557

10885,44

867,9935

5448,758

797,1384

31261,13

437,7227

653,0379

11920,71

4284,971

2500,07

16099,52

3530,716

2529,461

755,4187

1211,119

6795,953

7123,461

313,3144

11946,41

63,93777

3703,043

640,9408

29947,21

841,389

405,6723

9016,146

1904,212

2688,963

18301,31

3586,075

2488,089

835,8995

1518,205

7060,347

7292,844

1298,659

11879,16

900,4044

3510,638

576,2168

24132,44

783,5399

725,8016

10622,57

3251,46

2747,961

17424,53

3166,305



Proteasome subunit beta type-4 0S=Mus

P99026 25 7 183,6425 0,406949 1,117847 musculus OX=10090 GN=Psmb4 PE=1 SV=1 14397,93 14185,14 13193,02 12304,62 15657,18 11124,11 12923,38 11247,57
Netrin-G2 OS=Mus musculus OX=10090
A2AKX2 1 1 4,3207 0,407465 1,264532 GN=Ntng2 PE=1 SV=1 1406,9 737,6787 1146,913 828,7705 906,7364 948,8594 734,3865 668,3474
SH2 domain-containing protein 4B OS=Mus
AGX942 6 1 30,4986 0,407544 1,69575 musculus OX=10090 GN=Sh2d4b PE=2 SV=1 557,4444 114,5429 79,97525 16,4824 98,7898 366,999 30,95916 213,8226
Presenilins-associated rhomboid-like protein,
3 1 11,6756 0,407644 2,184577 mitochondrial 0S=Mus musculus 0X=10090 233,5823 162,7991 407,2429 244,3392 161,8965 373,787 1170,198 583,4752
AOA338P6U4;D6RI50;Q5XIY4 GN=Parl PE=1 SV=1
Eukaryotic translation initiation factor 3
27 10 213,6615 0,408738 1,171726 subunit H OS=Mus musculus OX=10090 13097,35 10122,99 9717,085 8486,28 10600,5 9570,75 7206,934 8215,952
Q91WK2 GN=Eif3h PE=1 SV=1
24 5 186,7969 0,408951 1,12732 Poly(rC)-binding protein 3 0S=Mus musculus 6557,734 7123,558 7318,034 6719,714 9073,795 6907,803 6372,135 5894,221
P57722;E9Q7D8;G3UYM5 ! ! ! 0X=10090 GN=Pcbp3 PE=1 SV=3 ! ! ! ! ! ! ! !
5 1 37,2659 0,409147 3,131067 Apoptotic protease-activating factor 1 0S=Mus 98,93678 397,4639 218,2237 327,5945 131,1453 86,8125 34,71568 80,19026
G3XA09;088879 musculus OX=10090 GN=Apafl PE=1 SV=1
RNA-binding protein EWS OS=Mus musculus
Q61545;055U58:Q55US9;Q55UT0 23 6 141,3893 0,409653 7,682639 OX=10090 GN=Ewsr1 PE=1 SV=2 510,7829 554,752 460,3279 537,9276 498,7393 593,3931 12009,66 349,4539
General transcription factor 3C polypeptide 1
8 1 27,4648  0,4099 1,271599 OS=Mus musculus OX=10090 GN=Gtf3c1 PE=1 8454,085 6283,449 4672,471 4496,665 6805,305 4794,518 6517,678 4432,865
Q8K284;A0A0U1RPD8 SV=2
Transmembrane emp24 domain-containing
14 3 87,7256 0,410964 1,222016 protein 9 0S=Mus musculus OX=10090 861,0801 855,6859 700,2658 772,0819 836,6648 1240,172 673,4649 886,1904
Q99KF1;A0A286YDS5 GN=Tmed9 PE=1 SV=2
P62281;A0A1BOGRR3;A0A1B0GS 40S ribosomal protein S11 OS=Mus musculus
£s 36 11 188,55 0,411117 1,117272 OX=10090 GN=Rps11 PE=1 SV=3 9369,926 8590,349 7242,703 7631,918 8969,837 6544,125 7824,736 7859,894
Serine-threonine kinase receptor-associated
27 7 173,3659 0,411434 1,122533 protein 0S=Mus musculus OX=10090 GN=Strap 6773,284 5536,128 5161,429 4991,387 6265,565 5221,737 4797,764 5023,755
Q97172 PE=1SV=2
NADH dehydrogenase [ubiquinone] 1 beta
1 1 6,3133  0,411612 1,286709 subcomplex subunit 8, mitochondrial 0S=Mus  1399,993 1027,351 1021,181 942,3105 879,2157 1831,029 1397,441 1542,04
Q9D6J5;E9Q9J5;F6VCY0;Q3V406 musculus OX=10090 GN=Ndufb8 PE=1 SV=1
Integrin alpha-6 OS=Mus musculus 0X=10090
Q61739;A0A5F8MPBS;F6VSKS 37 4 180,6095 0,412598 1,378007 GN=Itga6 PE=1 SV=3 133,6579 147,5075 86,39696 179,7975 72,89763 190,829 199,2407 196,8487
Death-inducer obliterator 1 0S=Mus musculus
Q8C9B9 24 2 108,2542 0,412723 1,318562 OX=10090 GN=Dido1 PE=1 SV=4 519,4113 374,5917 265,574 397,7436 294,8611 352,8822 435,1067 286,6305
Serine/threonine-protein kinase VRK1 OS=Mus
Q80X41;A0ALY7VMH3 19 3 81,8004 0,412894 1,949423 musculus OX=10090 GN=Vrk1 PE=1 SV=2 683,9832 647,0234 669,0221 2988,829 648,726 750,8665 743,2371 718,4406
5'-3' exoribonuclease 2 0S=Mus musculus
QIDBR1 56 17 360,8081 0,413006 1,177186 OX=10090 GN=Xrn2 PE=1 SV=1 5870,372 4190,678 4071,614 4768,221 3149,792 5479,652 4321,3 4183,632
Serine peptidase inhibitor, Kazal type 5
3 2 13,57 0,413163 1,875511 OS=Mus musculus OX=10090 GN=Spink5 PE=1 8,733658 7,768105 58,74193 149,8766 18,7269 45,70449 33,40007 52,47134
Q148R4 Sv=1
Carboxypeptidase D OS=Mus musculus
089001 25 4 143,5234 0,413513 1,266958 OX=10090 GN=Cpd PE=1 SV=2 930,5894 722,1956 581,719 906,6874 672,0264 1184,504 1046,558 1076,669



Q4VAA2;A0A087WNP6;A0A087 Protein CDV3 0S=Mus musculus OX=10090

WRMO 15 3 70,2634 0,413647 2,084331 GN=Cdv3 PE=1 SV=2 111,4658 378,8258 396,7607 991,2229 217,78 169,6583 274,1891 271,5706
11 1 50,4085 0,414148 1,424827 E3 ubiquitin-protein ligase ltchy OS=Mus 4411,91 5336,437 2791,989 2599,808 3662,238 3053,949 4739,072 1842,513
Q8C863 ! ! ! musculus OX=10090 GN=Itch PE=1 SV=2 ! ! ! ! ! ! ! !
QBCOD4A0AOAOMAIS;B2RUIS;S 7 2 33,8101 0,414373 1,32625 Rho GTPase-activating protein 12 05=Mus 75,51316 58,6689 36,14247 96,99786 32,77225 57,11366 48,87064 91,40106
4R203;S4R221;S4R248 ! ! ! musculus OX=10090 GN=Arhgap12 PE=1 SV=2 ! ! ! ! ! ! ! !
33 12 254,6452 0,414576 1,161564 Procollagen galactosyltransferase 1 0S=Mus 20816,89 16334,36 12643,95 16342,75 14380,64 16829,97 12672,5 13773,69
Q8K297 ! ! ! musculus OX=10090 GN=Colgaltl PE=1 SV=2 ! ! ! ! ! ! ! !
Deoxyuridine 5'-triphosphate
7 1 52,0385 0,41477 9,758172 nucleotidohydrolase 0S=Mus musculus 30,19785 24,68579 96,0395 316,3972 37,47278 109,0544 4105,375 308,2899
QocaQ43 0X=10090 GN=Dut PE=1 SV=1
BRCA1-A complex subunit Abraxas 1 0S=Mus
Q8BPZ8 7 2 27,9438 0,415445 2,201435 musculus OX=10090 GN=Abraxas1 PE=1 SV=1 387,4228 632,2423 769,5734 312,5182 491,1097 836,1666 2873,096 426,5082
Retinol-binding protein 4 0S=Mus musculus
Q00724;H7BWY6 6 2 35,7771 0,415829 1,467013 OX=10090 GN=Rbp4 PE=1 SV=2 6347,354 4271,275 2811,041 1351,034 3913,29 4042,532 3137,904 5848,523
13 2 82,1132 0,416033 1,396834 Signal transducing adapter molecule 1 0S=Mus 1357,347 922,3707 1051,912 952,1353 1026,179 1215,14 2679,609 1062,781
P70297;A2ARJ0;Q3UGN9 musculus OX=10090 GN=Stam PE=1 SV=3
16 4 98,6264 0,416042 1,252231 Monocarboxylate transporter 4 0S=Mus 5224,609 5406,486 3952,128 4241,715 5300,687 6566,604 2487,246 5618,223
P57787;,B1ATM1;B1ATM2 ! ! ! musculus OX=10090 GN=Slc16a3 PE=1 SV=1 ! ! ’ ! ! ! ! !
Calponin-2 0S=Mus musculus OX=10090
Q08093;D3Z7R6 9 3 64,8822 0,416232 1,444307 GN=Cnn2 PE=1 SV=1 211,22 308,6079 457,532 540,7617 247,3353 222,8717 148,0935 432,8067
Q02357;A0A0R4J1N7;B7ZW98;D
3YTV8;D3Z5M4;E9QNTS8;G3UY11,; 9 1 48,2905 0,416297 2,077414 Ankyrin-1 0S=Mus musculus OX=10090 671,7254 419,2099 691,0138 2528,975 663,9957 387,8788 969,3525 528,4006
G5E8J2;G8JL84;Q0VGY9 GN=Ank1 PE=1 SV=2
NACHT, LRR and PYD domains-containing
Q66X05;A0A1Y7VI74;A0A1Y7VID 4 1 19,4327 0,416771 38,19582 protein 4F OS=Mus musculus OX=10090 1,399295 0 21,24662 5,05363 4,253241 1,119247 405,8291 6,46593
8;A0A1Y7VM62;L7N1W9 GN=NIrp4f PE=1 SV=1
Ras GTPase-activating protein-binding protein
P97379;A0A0J9YTQS8;A0AQ0JOYUY 27 9 175,4692 0,416853 1,065164 2 OS=Mus musculus OX=10090 GN=G3bp2 4160,637 4782,659 4005,223 4186,551 4597,343 4367,645 3964,449 4200,616
8 PE=1 SV=2
Regulator of nonsense transcripts 1 0S=Mus
Q9EPUO 66 26 501,3892 0,417555 1,11534 musculus OX=10090 GN=Upf1 PE=1 SV=2 9610,57 9502,566 8049,68 8881,299 10286,43 10549,32 8243,01 9560,756
Triple functional domain protein 0S=Mus
QOKLO2;A0A2I3BRP6 33 4 172,8695 0,418136 1,120254 musculus OX=10090 GN=Trio PE=1 SV=3 4761,527 3633,792 4055,402 3526,157 3576,484 3655,123 3648,255 4324,922
070251;A0A087WS46;G3UX43;G Elongation factor 1-beta 0S=Mus musculus
3UZ47:MOQWHS;MOQWKS 24 8 193,7513 0,418217 1,262951 OX=10090 GN=Eeflb PE=1 SV=5 9204,207 16634,59 20011,73 12976,32 24584,55 18393,7 17798,53 13518,63
Glutamine amidotransferase-like class 1
9 3 49,6729 0,418408 1,469747 domain-containing protein 3, mitochondrial 62,4613 110,127 98,38046 140,2888 76,28523 80,04345 208,3582 192,1421
! ! ! 0S=Mus musculus OX=10090 GN=Gatd3 PE=1 ! ! ! ! ! ! ! !
Q9D172;A0A1W2P7B6 Sv=1
Ferrochelatase, mitochondrial (Fragment)
6 1 33,5719 0,418564 1,553763 OS=Mus musculus OX=10090 GN=Fech PE=1 183,3892 241,2841 296,7172 403,2826 202,5346 173,5223 113,5067 519,2046

AOA494BBL4 Sv=1



Voltage-dependent N-type calcium channel

A2AIR9;A2AIR7;A2AISO;A2A1Z9;0 8 2 43,7324 0,418599 1,387459 subunit alpha 0S=Mus musculus OX=10090 5495,283 229,664 8518,767 3987,855 7172,321 6390,494 7356 4376,734
55017 GN=Cacnalb PE=1SV=1
Potassium-transporting ATPase alpha chain 2
45 5 259,4069 0,418749 1,178259 OS=Mus musculus OX=10090 GN=Atp12a PE=1 4245,469 3674,766 4938,268 5900,759 4135,183 3246,739 4077,278 5067,445
Q971W8 Sv=3
Serine/threonine-protein phosphatase PGAMS5,
7 2 45,228 0,419 1,824157 mitochondrial 0S=Mus musculus 0X=10090 1279,157 350,0802 631,4334 1347,016 294,1733 379,1495 1020,954 756,725
Q8BX10;A0A0G2JG95 GN=Pgam5 PE=1 SV=1

Protein-tyrosine-phosphatase OS=Mus

AOALW2PTW3 28 3 141,3536 0,419023 1,454269 musculus OX=10090 GN=Ptprb PE=1 SV=1 2118,938 4948,994 6267,307 2956,931 6330,202 3875,539 3156,121 2420,517
60S ribosomal protein L22 OS=Mus musculus
P67984 17 7 114,9543 0,419106 1,131969 OX=10090 GN=Rpl22 PE=1 SV=2 38061,82 31658,19 27068,38 25254,67 36860,66 32610,19 30599,89 30747,92
RIKEN cDNA 4933430117 gene OS=Mus
2 1 14,034 0,419468 1,340244 musculus OX=10090 GN=4933430I17Rik PE=2  1947,912 1427,662 2001,48 1238,695 1544,071 1479,668 1158,76 1382,873
Q8BHW4 Sv=1
Phosphoglucomutase-2 0S=Mus musculus
Q7TSV4 3 1 13,0825 0,419647 1,265428 OX=10090 GN=Pgm2 PE=1 SV=1 2537,248 2697,795 3299,068 1703,96 3449,348 2998,151 2458,948 1764,282
SLIT-ROBO Rho GTPase-activating protein 3
9 1 44,7575 0,419834 1,716969 OS=Mus musculus OX=10090 GN=Srgap3 PE=1 30,86123 44,63034 114,9103 170,3009 187,0729 65,07832 160,9597 206,2046
F8VPQ4;E9QN14;0812A2 Sv=1
Phosphorylated adapter RNA export protein
11 3 60,5173 0,420047 2,302054 OS=Mus musculus OX=10090 GN=Phax PE=1 566,7622 430,4657 443,3246 135,8595 415,7167 363,0445 2199,314 400,1764
G5E8V8;Q91T9 Sv=1
A-kinase anchor protein 9 (Fragment) OS=Mus
AOAS71BE77 6 1 32,996 0,420514 1,735608 musculus OX=10090 GN=Akap9 PE=1 SV=1 863,4138 2182,562 544,4189 1442,472 980,0561 657,8998 1632,465 646,8819
Q8R1A4;A0A0U1RNK7;A0AO0U1R Dedicator of cytokinesis protein 7 0S=Mus
NY4;A2A9M4;A2A9MS5;E9PX48 19 2 95,0103 0,420575 1,357053 musculus OX=10090 GN=Dock? PE=1 SV=3 1537,736 647,018 1019,26 815,5352 1017,377 559,0645 544,0408 841,4864
Isoleucine--tRNA ligase, cytoplasmic OS=Mus
Q8BU30;E90866;F6Q6R1 70 12 488,0912 0,420726 1,105782 musculus OX=10090 GN=lars1 PE=1 SV=2 9170,229 8182,389 7430,296 6979,568 7928,738 7739,9 5981,345 7074,016
DNA-directed RNA polymerases | and Ill
P52432;D3Z3D6;D327Q8;G3UX92 5 2 31,9978 0,420972 1,125506 subunit RPAC1 OS=Mus musculus OX=10090 4312,479 3355,751 2747,508 3511,626 3603,26 3728,893 3381,863 3172,699
;G3UXX5 GN=Polrlc PE=1 SV=3
Prostaglandin G/H synthase 1 OS=Mus
p22437 17 5 93,2614 0,421082 1,22832 musculus OX=10090 GN=Ptgs1 PE=1 SV=1 1827,982 1888,853 1538,662 1681,955 560,9776 2251,24 1554,887 1334,953
Cytochrome c oxidase subunit NDUFA4
14 8 96,1449 0,421121 1,150652 OS=Mus musculus OX=10090 GN=Ndufa4 PE=1 20620,57 15937,9 14042,41 15917,25 20093,29 22372,33 14409,13 19555,82
AOAON4SVQ1;062425 Sv=1
ATP-dependent RNA helicase DDX1 OS=Mus
Q91VRS5;A0A1Y7VMAS 44 18 321,0841 0,422656 1,107429 musculus OX=10090 GN=Ddx1 PE=1 SV=1 6801,419 9430,023 8703,55 7958,778 9128,97 7623,978 7606,466 7439,811
P70403;H3BJ26;H3BJN3;H3BKTO; Protein CASP OS=Mus musculus OX=10090
H3BLI7 15 1 77,3533 0,423029 1,251634 GN=Cux1 PE=1 SV=2 4238,871 2920,707 3898,902 3865,319 3689,861 3200,416 1730,876 3302,304
B2RQC6;E9QAI5;E9QAT6;G3UWN CAD protein 0S=Mus musculus OX=10090

102 25 632,2594 0,423633 1,135928 18328,29 16453,25 14278,06 13124,52 17526,32 15186,27 12535,17 13998,68

2 GN=Cad PE=1SV=1



Ubiquitin-like modifier-activating enzyme 6

17 1 112,5056 0,423725 1,485982 0S=Mus musculus OX=10090 GN=Uba6 PE=1 1241,5 2032,444 934,9278 672,383 1051,832 867,1351 826,0353 539,8659
Q8C7R4;D3Z061 Sv=1
Transforming acidic coiled-coil-containing
Q6NV52;D3Z1Y4;F6TNB3;F7AGT6 11 2 60,2722 0,424258 1,161684 protein 3 0S=Mus musculus OX=10090 1078,505 1517,864 1488,664 1753,807 1203,366 1269,271 1305,438 1292,69
;Q99LH8;Q9)J11 GN=Tacc3 PE=1 SV=1
Tyrosine-protein kinase HCK OS=Mus musculus
11 1 61,1712 0,424259 1,306825 393,409 535,5497 676,2199 781,9514 335,4712 474,3072 495,4914 831,3478

P08103;F6UND7 0X=10090 GN=Hck PE=1 SV=4
Lipase maturation factor 2 0S=Mus musculus

Q8C3xX8 11 3 78,2366 0,424722 1,196153 OX=10090 GN=Lmf2 PE=1 SV=1 13383,54 11493,71 7730,919 9535,61 9562,221 10483,81 8148,976 9058,986
15 4 97,0218 0,425177 9,267277 U2 small nuclear ribonucleoprotein B" 0S=Mus 834,0481 649,3551 824,1722 988,9312 710,2201 781,5926 27995,02 1062,811
Q9CQl7;A2CES4 musculus OX=10090 GN=Snrpb2 PE=1 SV=1
N-terminal EF-hand calcium-binding protein 3
5 2 31,6371 0,425277 1,132448 0S=Mus musculus OX=10090 GN=Necab3 PE=2 1268,573 1286,212 921,6405 1256,823 1254,721 1552,059 1250,139 1303,24
QoDe6J4 SvV=2
RNA polymerase Il-associated factor 1
5 1 30,3803 0,425285 1,46468 homolog OS=Mus musculus OX=10090 652,9672 1316,668 801,2728 442,7223 739,3395 859,9759 28,45026 566,3182
Q8K2T8 GN=Pafl PE=1 SV=1
Sorting nexin-1 OS=Mus musculus OX=10090
QOWV80:Q6NZD2 26 4 159,8572 0,425417 1,125427 GN=Snx1 PE=1 SV=1 4094,654 3663,65 4809,808 3808,729 4730,54 3733,258 4886,139 3870,218
DNA-directed RNA polymerase | subunit RPA1
15 2 70,7397 0,425545 4,505003 OS=Mus musculus OX=10090 GN=Polrla PE=1 38,05517 15,50145 43,2738 85,71151 48,31918 41,75174 682,8836 49,39738
035134 SV=2
16 3 102,7888 0,425902 1,141196 Leucyl-cystinyl aminopeptidase 0S=Mus 2026,626 2148,62 1953,901 1981,008 2379,245 2165,558 1356,542 1900,479
Q8C129 ! ! ! musculus OX=10090 GN=Lnpep PE=1 SV=1 ! ! ! ! ! ! ! !
Cullin-1 0S=Mus musculus OX=10090 GN=Cull
QOWTX6;D322H3;Q3TPM3 19 1 103,9349 0,426038 1,132596 PE=1 SV=1 1392,17 1132,49 1170,104 923,0747 1346,019 1064,301 1213,705 1033,901
PHD finger-like domain-containing protein 5A
5 1 31,6777 0,426179 1,25287 0S=Mus musculus OX=10090 GN=Phf5a PE=1  14734,25 12982,76 12365,08 10801,79 14204,93 11617,65 4058,034 10733,25
P83870 Sv=1
Q91YE6;EOCXB2;EOCY46;E9QKZ2; Importin-9 0S=Mus musculus 0OX=10090
20 4 156,9653 0,426204 1,100143 5866,185 5158,023 4534,564 4507,933 4026,291 5189,127 4516,456 4508,22
F6UT58 GN=Ipo9 PE=1 SV=3
Adenosylhomocysteinase 0S=Mus musculus
P50247;A2ALTS 43 20 294,6272 0,426229 1,120752 OX=10090 GN=Ahcy PE=1 SV=3 18586,61 16826,67 17070,35 13982,92 20302,28 14335,11 15319,87 14935,8
Delta(14)-sterol reductase LBR OS=Mus
Q3U9G9;A0AOAGYY12 24 10 150,2654 0,426343 1,374403 musculus OX=10090 GN=Lbr PE=1 SV=2 5292,176 3431,847 1736,948 2665,684 3760,585 3990,459 2510,109 4084,388
2-amino-3-ketobutyrate coenzyme A ligase,
9 1 54,6643 0,426577 1,376973 mitochondrial 0S=Mus musculus OX=10090 371,4466 767,6698 409,4805 745,4499 0 860,8332 494,0959 560,3538
088986;A0A2R8VHE4;E9PWY6 GN=Gcat PE=1 SV=2
Cleavage and polyadenylation specificity factor
Q6NVF9;H3BJ30;H3BJW3;H3BKW 27 8 181,6948 0,427225 1,295321 subunit 6 0S=Mus musculus OX=10090 4762,946 4270,695 4008,999 2327,95 4202,818 3732,946 1577,618 2352,858
0;H3BLM9 GN=Cpsf6 PE=1 SV=1
Y-box-binding protein 3 0S=Mus musculus

23 2 134,2139 0,427273 1,268675

Q9JKB3;A0A0AOMQD2;B2RUFO OX=10090 GN=Ybx3 PE=1 SV=2 4066,851 4688,658 4526,317 4899,877 5040,943 4810,426 1574,13 5284,456



Integrin-linked protein kinase OS=Mus
musculus OX=10090 GN=Ilk PE=1 SV=2
Ankyrin repeat and sterile alpha motif domain-
12 2 57,863  0,427698 1,147619 containing protein 1B 05=Mus musculus 5422,539 4522,674 3862,297 3331,01 4175252 3691,03 3654,397 3413,306
Q8BIZ1;S4R286 0X=10090 GN=Anks1b PE=1 SV=3
Pyridoxal phosphate homeostasis protein
AOA1BOGRP7;A0A1BOGSP5;Q972 6 1 42,2738 0,427906 1,160677 (Fragment) OS=Mus musculus OX=10090 5225,789 5093,54 3159,943 3258,615 4391,323 4990,804 4883,613 4593,862
Y8 GN=Plpbp PE=1 SV=1
- 1 1940104 0.427916 1107372 Ras-related protein Rab-6A OS=Mus musculus
P35279;D3YV69;035963;Q8BHDO ! ! ! 0X=10090 GN=Rab6a PE=1 SV=4
Nicastrin 0S=Mus musculus OX=10090
GN=Ncstn PE=1 SV=3
Phosphatidylinositol transfer protein beta
9 1 48,2772 0,428639 1,315688 isoform 0S=Mus musculus OX=10090 2294,805 1785,945 1206,524 2126,692 1296,886 2266,603 1925,089 2670,402
P53811;Q8JZZ5 GN=Pitpnb PE=1 SV=2
Eukaryotic translation initiation factor 3
27 3 166,2511 0,429048 1,460175 subunit G 0S=Mus musculus OX=10090 1150,551 1016,08 1327,405 913,991 1405,063 1200,049 27,00275 1588,1
Q971D1 GN=Eif3g PE=1 SV=2
16 1 60.3803 0429192 1.588461 Nuclear receptor corepressor 1 0S=Mus
Q5RIM6;E9Q2B2;Q60974 ! ! ! musculus OX=10090 GN=Ncor1 PE=1 SV=1
26 6 142,3034 0,429479 1,208749 Transportin-3 0S=Mus musculus OX=10090 4348,833 3532,108 3655,398 2324,113 3613,419 3924,559 2036,114 3487,664
Q6P2B1;F6TDZ2 ! ! ! GN=Tnpo3 PE=1 SV=1 ! ! ! ! ! ! ! !
Ubiquitin carboxyl-terminal hydrolase isozyme
17 4 129,9689 0,429645 1,120275 L3 0S=Mus musculus OX=10090 GN=Uchl3 1121,383 1121,318 1123,379 863,6288 1247,988 1266,044 1074,469 970,8554
Q9JKB1;A0A213BQ39;P58321 PE=1 SV=2
Eukaryotic peptide chain release factor GTP-
39 9 228,9726 0,430013 1,114735 binding subunit ERF3A OS=Mus musculus 5787,441 5356,609 5378,372 4890,325 6350,99 4556,471 4172,616 4128,746
Q8R0O50;F7CE88 0X=10090 GN=Gsptl PE=1 SV=2
Homeobox protein ARX OS=Mus musculus
0X=10090 GN=Arx PE=1 SV=3
30 N 1569231 0.430231 1.307046 60S ribosomal protein L17 OS=Mus musculus
Q9CPR4;Q6ZWZ7 ! ! ! 0X=10090 GN=Rpl17 PE=1 SV=3
Protein Shroom2 0S=Mus musculus 0X=10090
A2ALU4;A7TU71 / ! 28,8346 0,430349 1,531033 GN=Shroom2 PE=1 SV=1
Gamma-tubulin complex component 4
3 1 12,7212  0,430897 3629,515 OS=Mus musculus OX=10090 GN=Tubgcp4 0 94,22558 3,284042 106,5658 0 4,101128 25104,3 2,155446
Q9D4F8;Q8BKL6;Q8BYN2 PE=1 SV=2
Histone acetyltransferase type B catalytic
17 5 99,4796 0,431733 1,259279 subunit 0S=Mus musculus 0X=10090 GN=Hatl 1054,844 1180,557 1228,241 1862,069 1760,092 1365,517 1280,63 2242,019
Q8BY71;A2ATU9 PE=1SV=1
Myeloid-associated differentiation marker
3 1 25,7401 0,431958 1,199854 OS=Mus musculus OX=10090 GN=Myadm PE=1 2530,993 2261,178 1089,812 1708,648 2059,963 2737,735 2227,866 2082,083
035682;A0A0N4SW94 Sv=2
HBS1-like protein OS=Mus musculus OX=10090
GN=Hbs1l PE=1 SV=1

22 6 142,7942 0,427276 1,304347 2525,44 5565,69 5951,846 3723,228 3880,147 3489,22 3431,129 2820,267

055222

4614,568 5924,071 4585,308 5073,043 5468,603 6013,087 4890,298 5193,464

19 4 92,8979 0,428473 1,167365 1848,81 1349,982 1256,181 1212,661 1475,186 2025,106 1393,623 1459,151

P57716

2538,097 3211,166 1905,235 1778,771 2757,357 2485,746 7264,622 1918,938

13 3 77,6445 0,430082 1,133302 2533,745 2386,405 2556,025 2355,559 2552,324 2011,544 2830,67 2835,624

035085

484,6234 471,1481 744,9115 646,1689 391,2931 471,8441 331,5262 784,312

277,7022 2193,527 1461,648 2090,328 1777,77 2317,459 1842,584 1825,603

7 1 43,5679 0,432321 1,519499 170,0314 252,0889 143,1988 15,66001 191,451 343,3131 172,2269 58,35276

L7N209



A2ABU4
Q922)3;D37271;D3Z3M7;F6RCU2
;FBWIA1;Q8C0S5
AOA1L1SSC7;A0A338P6N2;D3YVV
0;E9Q723;Q3UMK4

088844;A0A087WPT4;A0A087W
RS9;D3YVY3

P53986

Q9CW46;A0A1L1SRY4

Q5SYDO

P14733
P52480;A0A1L1SQV8;A0A1L1SSN
6;A0A1L1ST52;A0A1L1STV8;A0AL
L1SU37;A0A1L1SUVO;AO0A1L1SVH
2

Q3u821

P28659;A0A0R4J0T5

D372)6;D3YYX0;Q9D710

P08228

Q8R5K4

P17879;Q61696

P16627
Q9WVA3;A0A140LHA2;A0A140LI
47;A0A140LIM5;A0A1400LJ21

Q9R1T2
Q91ZV0;A0ATW2P711;E9PY90;ES
Q3S2;H3BJ71;H3BJI6;H3BISO;H3B
1S5;H3BK44;H3BKA48;H3BKH2;H3
BKL6;H3BL19

19

23

16

10

15

78

116

25

25

12

55

67

12

27

53

16

53

28,129

111,3745

120,4385

98,2078

70,8169

92,5011

38,0803

574,1235

682,1738

169,8747

26,0776

17,0446

117,6166

71,1787

342,8886

389,8002

98,3055

174,8888

276,1443

0,432496

0,432516

0,432901

0,433331

0,433576

0,433935

0,43467

0,434701

0,434756

0,435137

0,435271

0,435318

0,435359

0,435979

0,435994

0,435994

0,436262

0,436544

0,436587

43,47175

1,185353

1,17279

1,273438

1,438743

1,093931

1,34944

1,216622

1,114083

2,573053

1,142888

1,311089

1,091062

1,185175

1,274798

1,274798

1,266099

1,301633

1,186433

Myomesin-3 0S=Mus musculus OX=10090
GN=Myom3 PE=1 SV=1

CAP-Gly domain-containing linker protein 1
0S=Mus musculus OX=10090 GN=Clip1 PE=1
Sv=1

Tetratricopeptide repeat domain 13 0S=Mus
musculus OX=10090 GN=Ttc13 PE=1 SV=1
Isocitrate dehydrogenase [NADP] cytoplasmic
0S=Mus musculus OX=10090 GN=Idh1 PE=1
Sv=2

Monocarboxylate transporter 1 0S=Mus
musculus OX=10090 GN=SIc16al PE=1 SV=1
Ribonucleoprotein PTB-binding 1 0S=Mus
musculus OX=10090 GN=Raverl PE=1 SV=2
Unconventional myosin-ld 0S=Mus musculus
0X=10090 GN=Myo1d PE=1 SV=1

Lamin-B1 OS=Mus musculus OX=10090
GN=Lmnb1 PE=1 SV=3

Pyruvate kinase PKM OS=Mus musculus
0OX=10090 GN=Pkm PE=1 SV=4

WD repeat-containing protein 75 OS=Mus
musculus OX=10090 GN=Wdr75 PE=1 SV=1
CUGBP Elav-like family member 1 0S=Mus
musculus OX=10090 GN=Celf1 PE=1 SV=2
Thioredoxin domain-containing protein 14
0S=Mus musculus OX=10090 GN=Tmx2 PE=1
Sv=1

Superoxide dismutase [Cu-Zn] OS=Mus
musculus OX=10090 GN=Sod1 PE=1 SV=2
Nucleolar protein 6 0S=Mus musculus
0X=10090 GN=Nol6 PE=2 SV=2

Heat shock 70 kDa protein 1B OS=Mus
musculus OX=10090 GN=Hspalb PE=1 SV=3
Heat shock 70 kDa protein 1-like 0S=Mus
musculus OX=10090 GN=Hspall PE=1 SV=4
Mitotic checkpoint protein BUB3 OS=Mus
musculus OX=10090 GN=Bub3 PE=1 SV=2
SUMO-activating enzyme subunit 1 0S=Mus
musculus OX=10090 GN=Sael PE=1 SV=1

Melanoma inhibitory activity protein 2 0S=Mus
musculus 0X=10090 GN=Mia2 PE=1 SV=3

4,975339

3076,79

792,0622

2301,422

10029,24

900,5963

252,4001

8100,535

49878,46

18,9175

7660,206

1626,727

8159,045

1208,954

3741,035

3418,193

53,81092

11442,51

1918,855

21,10808

2355,84

881,3715

1946,889

4897,578

1032,361

252,1697

11311,44

48397,62

73,43411

7011,769

1251,85

7804,256

872,8736

3268,438

2986,38

127,5281

13051,85

1828,783

2277,367

719,5287

2113,767

5226,993

883,0273

304,0003

7350,117

50819,16

163,4539

5266,193

787,0519

8313,28

826,7265

3653,1

3337,847

96,91822

6853,761

1440,642

21,46889

1662,416

530,9612

1179,031

4142,046

938,2098

372,5846

8026,885

42341,8

38,22959

5880,738

742,493

6970,255

649,531

2802,596

2560,739

149,3877

6633,645

1434,429

30,31883

2936,226

611,4914

1769,867

4852,572

757,8434

218,8428

7301,145

56143,1

199,4259

6711,819

10,30612

9298,872

955,4387

4186,437

3825,158

112,4153

7691,866

2138,405

0,803455

3151,384

703,3207

1552,58

5924,247

1042,968

352,3709

12525,33

35197,28

69,94469

6568,279

1466,005

8247,112

1021,643

2445,794

2234,729

165,1408

10132,31

1056,474

1966,301

2083,613

697,9058

1290,328

717,8067

812,8053

444,9169

5713,76

40148,91

120,465

5432,421

1260,971

7491,796

1370,209

703,9845

643,2325

125,1074

7334,605

1264,773

69,75888

2938,395

623,9409

1309,077

5392,233

846,4474

577,7665

10870,07

41921,77

24,93871

5275,464

624,9008

7383,573

869,6627

3226,373

2947,945

138,7776

5760,14

1327,535



Q66LM6
P61327;A0A023T778;G3UZW7;Q
ocqQLl

P59325;A0A1Y7VIG2;A0A1Y7VKT
5;,A0A1Y7VNP4;Q8BVV6

Q91VC3;A2AFK7

Q5S006;Z4YMV4

Q8CCFO

Q6P5H2

Q9JIG8
Q9CY58;A0A0N4SUNS8;AOAON4SU
Q1;A0A0N4SV32;A0A0ON4SWH?2;
Q3UMP4

Q80WJ6;D6RGUS

P62245;D3YVB4;D37712;F8WJ41

Q91VA7;V9GXV0

Q8C7v3

Q9CZ51;G3UYH1
AOAO87WNUS5;A0A087WRU2;G3
X971;54R162;S4R187;S4R1X7;S4R
2C1

Q9D945;A0A1W2P865

008749

Q64152

23

52

22

12

86

39

16

27

39

33

80

28

18

19

13

12

11

11

12

4,2612

83,0459

151,0873

349,6116

102,9923

57,6029

495,647

46,48

315,9799

81,9459

177,1498

290,1411

62,0112

233,3773

400,5814

58,895

210,7363

166,7062

0,436782

0,43692

0,437176

0,437317

0,437912

0,437998

0,438055

0,438265

0,438563

0,43858

0,438929

0,439168

0,439481

0,439514

0,439795

0,44007

0,440449

0,440456

1,733389

1,142269

1,209572

1,141137

1,287105

1,395094

1,928894

2,313258

1,139172

1,205075

1,086493

1,284167

1,289645

1,205529

1,167905

36,92175

1,086597

1,137659

Protein FAM170A OS=Mus musculus OX=10090

GN=Fam170a PE=1 SV=1

Protein mago nashi homolog OS=Mus
musculus OX=10090 GN=Magoh PE=2 SV=1
Eukaryotic translation initiation factor 5
0S=Mus musculus OX=10090 GN=Eif5 PE=1
Sv=1

Eukaryotic initiation factor 4A-1ll 0S=Mus
musculus OX=10090 GN=Eif4a3 PE=1 SV=3
Leucine-rich repeat serine/threonine-protein
kinase 2 0S=Mus musculus OX=10090
GN=Lrrk2 PE=1 SV=2

U4/U6 small nuclear ribonucleoprotein Prp31
0S=Mus musculus OX=10090 GN=Prpf31 PE=1
Sv=3

Nestin OS=Mus musculus OX=10090 GN=Nes
PE=1SV=1

PRA1 family protein 2 0S=Mus musculus
0X=10090 GN=Praf2 PE=1 SV=1

Plasminogen activator inhibitor 1 RNA-binding
protein OS=Mus musculus OX=10090
GN=Serbp1l PE=1 SV=2

ATP-binding cassette sub-family C member 12

0S=Mus musculus 0X=10090 GN=Abcc12 PE=1

Sv=1

40S ribosomal protein S15a 0S=Mus musculus
0X=10090 GN=Rps15a PE=1 SV=2

Isocitrate dehydrogenase [NAD] subunit,
mitochondrial 0S=Mus musculus 0X=10090
GN=Idh3b PE=1 SV=1

U3 small nucleolar RNA-associated protein 15
homolog 0S=Mus musculus OX=10090
GN=Utp15 PE=1SV=1

Aldehyde dehydrogenase X, mitochondrial
0S=Mus musculus 0X=10090 GN=Aldh1b1
PE=1SV=1

Ankyrin-3 (Fragment) OS=Mus musculus
0X=10090 GN=Ank3 PE=1 SV=1

Protein LLP homolog OS=Mus musculus
0X=10090 GN=LIph PE=1 SV=1

Dihydrolipoyl dehydrogenase, mitochondrial
0S=Mus musculus OX=10090 GN=DId PE=1
SvV=2

Transcription factor BTF3 OS=Mus musculus
0X=10090 GN=Btf3 PE=1 SV=3

6,969269

8855,652

10104,64

2332,966

824,4767

1350,535

6712,803

110,152

9674,995

4242,352

37742,61

3090,738

1546,323

7379,936

1647,35

11,79891

34276,67

18945,28

127,3598

8343,858

10687,51

2393,759

897,4091

1247,892

5076,44

157,726

7278,434

3121,83

35480,28

2569,068

1450,405

6850,868

1176,008

33,23375

30438,1

20365,3

154,2016

7245,399

9856,322

1711,629

1263,55

955,1414

5240,961

139,7921

8808,613

5196,076

27580,86

1516,101

1255,053

4610,351

955,2464

37,51352

27147,14

24046,58

320,3278

6756,529

7987,164

2045,525

627,5715

602,6461

3050,915

61,6431

6479,301

4694,499

34739,97

2940,296

1640,817

7132,189

1258,089

22,98403

29704,45

17084,85

96,01897

8337,104

8035,535

2427,684

1178,475

1492,886

5793,394

702,4214

8375,995

5001,154

37709,16

2111,369

1152,467

2416,682

1109,577

3805,721

31936,04

21685,89

403,7992

9072,666

10447,05

1890,313

973,1792

871,0971

4327,459

142,5839

5997,589

4078,224

34006,06

1859,85

1868,231

7614,793

1351,55

35,02524

37285,16

16078,54

257,1051

11049,94

8235,606

2487,233

1030,984

923,0027

21557,17

139,534

7181,154

5416,392

35800,79

2047,413

2914,296

5218,024

1156,312

38,33639

30554,61

17089,18

298,465

7180,729

7255,45

1988,361

998,4678

577,6029

4575,973

101,1031

6747,708

6142,911

37044,38

1859,004

1664,364

6296,271

1296,441

17,27642

32317,82

15854,74



Electroneutral sodium bicarbonate exchanger

3 1 13,6883 0,440625 4,717214 1 0S=Mus musculus 0X=10090 GN=SIc4a8 30,88656 56,90926 3,473341 12,56811 65,36114 287,659 124,2397 3,954248
Q8JZR6 PE=2 SV=1
Heat shock protein 75 kDa, mitochondrial
67 21 455,3631 0,440787 1,130758 0OS=Mus musculus OX=10090 GN=Trap1 PE=1  137917,4 108737,1 95310,06 103808,4 121974,4 133633,4 133737,1 114716,3
Q9CQN1 Sv=1
Cytochrome b-c1 complex subunit 1,
Q9CZ13;A0A0A6YWS82;A0A0A6Y 48 14 307,0808 0,440792 1,211273 mitochondrial 0S=Mus musculus OX=10090 25688,04 17824,23 12962,97 17086,1 16546,06 24227,12 18062,57 19894,99
WX6 GN=Uqcrcl PE=1 SV=2
Na(+)/H(+) exchange regulatory cofactor NHE-
16 5 101,0566 0,44081 1,171772 RF1 0S=Mus musculus OX=10090 GN=SIc9a3rl 5800,563 5449,858 3732,873 4417,626 4888,744 4259,59 4289,186 3119,392
P70441 PE=1SV=3
Ribosomal RNA-processing protein 7 homolog
4 1 31,014  0,44085 1,218926 A 0S=Mus musculus OX=10090 GN=Rrp7a PE=2 32578,84 23705,45 29644,98 16886,46 2448597 23305,36 23983,16 17180,26
QoD1C9 Sv=1
Serine/threonine-protein phosphatase 4
E9PX53;E0CXK8;E9QPR5;F6V294; 6 1 30,5777 0,441338 1,880441 regulatory subunit 1 0S=Mus musculus 44,72351 689,6327 1188,633 759,1131 0 465,5774 543,0388 442,1943
Q8K2v1 0X=10090 GN=Ppp4rl PE=1 SV=1
7 2 43,8855 0,441615 1,181461 Serine/threonine-protein kinase OSR1 0S=Mus 7179,764 5238,207 4148,967 4703,272 5778,556 6117,247 4816,907 4784,025
Q6P9R2 musculus OX=10090 GN=Oxsrl PE=1 SV=1
Beta-glucuronidase OS=Mus musculus
P12265:Q99KJ6 14 4 82,3149 0,441675 1,75245 OX=10090 GN=Gusb PE=1 SV=2 36,91634 71,6107 182,3364 170,6863 58,61988 133,8104 156,9773 263,6184
Heterogeneous nuclear ribonucleoprotein H
68 8 298,1158 0,441732 1,127369 0S=Mus musculus OX=10090 GN=Hnrnph1 36534,87 39813,32 25714,62 32148,15 31465,38 43220,45 27921,44 33603,88
035737;Q8C2Q7 PE=1SV=3
Phenylalanine--tRNA ligase alpha subunit
27 6 168,8187 0,442099 1,156241 0S=Mus musculus OX=10090 GN=Farsa PE=1  1643,749 1288,062 137525 1488,135 1461,07 1201,395 1907,986 1557,597
Q8C0C7;D6RII2;E9PWY9 Sv=1
Protein lin-7 homolog A OS=Mus musculus
Q81750;03TUMO 6 1 20,3939 0,442248 1,405121 OX=10090 GN=Lin7a PE=1 SV=2 100,4018 439,8898 296,5417 631,3396 295,38 521,9192 443,5665 465,7577
C2 calcium-dependent domain-containing 6
14 2 70,1495 0,442544 1,231878 0S=Mus musculus OX=10090 GN=C2cd6 PE=4  1228,271 926,688 1293,797 810,831 1260,693 637,2051 969,0022 843,8636
AOA5F8MPU3 Sv=1
Synemin OS=Mus musculus OX=10090
Q70IV5;A0A140LI61;A0A140LI79 16 1 75,8562 0,442582 1,196383 GN=Synm PE=1 SV=2 2156,58 2761,643 3661,527 2365,462 2335,82 1904,951 2247,326 2660,49
P06745;A0A0U1RP97;A0A0U1RQ Glucose-6-phosphate isomerase 0S=Mus
18;A0A0U1RQ72 54 22 364,0767 0,444336 1,182987 musculus OX=10090 GN=Gpi PE=1 SV=4 23880,73 31782,87 37857,2 24707,88 36050,57 23547,78 26919,32 23870,57
40S ribosomal protein S20 0OS=Mus musculus
PE0S67 15 8 81,2678 0,44466 1,269681 OX=10090 GN=Rps20 PE=1 SV=1 27880,99 25242,86 25893,64 18320,68 28082,49 20067,33 6725,295 21788,36

Band 4.1-like protein 3 0S=Mus musculus
0X=10090 GN=Epb41I3 PE=1 SV=1
Casein kinase Il subunit alpha OS=Mus

Q60737;A2ANR6;P30275;Q6NSS6 » 10 2316152 0,446085 1,117518 musculus 0X=10090 GN=Csnk2al PE=1 SV=2

56 1 353,0644 0,445966 1,176849 2369,675 1871,128 1309,216 1514,806 2152,004 2173,205 2380,498 1608,524

AOA5F8MPE1

30674,84 30391,51 24271,51 30252,1 25343,9 31694,61 26094,88 23662,61



Q9D2G2

Q8BL43

E9Q3R9;E9Q444;G3X9A3

Q91Y97

Q91VWS3;I7HPYO

P62315

P21300

Q9WVJ2;E9PY93;E9Q5I9;F6PXS6;
F62QQ3

070340

Q9JI57;A0A0J9YTX7;A0A0J9YUIS;

AOA0J9YUX8;Q6PD35;Q80ZG9

Q60902;A0A1D5RLS1

Q9CR57;A0A1L1SUF6

AOA1L1SSL9;E9QPK4;Q9JKK8

088935

Q8CD76

Q9DOR2;A0A213BPK8

38

13

16

34

25

37

24

78

25

13

50

14

10

261,604

12,8741

80,7362

115,6572

48,2086

45,0325

18,6114

234,265

4,4202

126,6752

210,6667

142,83

466,7411

153,6425

79,3566

293,5545

0,446413

0,446727

0,447131

0,447577

0,44966

0,449704

0,450438

0,451261

0,453149

0,453792

0,454229

0,4545

0,454513

0,454814

0,454867

0,455481

1,201089

1,240135

1,1908

1,802661

20,50829

1,155271

1,378693

1,09783

1,277942

1,078899

1,339593

1,160903

1,162

2,142201

1,244857

1,212464

Dihydrolipoyllysine-residue succinyltransferase
component of 2-oxoglutarate dehydrogenase
complex, mitochondrial 0S=Mus musculus
0OX=10090 GN=DIst PE=1 SV=1

Ras association domain-containing protein 10
0S=Mus musculus OX=10090 GN=Rassf10 PE=1
SvV=2

Zinc finger and BTB domain-containing 21
0S=Mus musculus OX=10090 GN=Zbtb21 PE=1
Sv=1

Fructose-bisphosphate aldolase B 0S=Mus
musculus OX=10090 GN=Aldob PE=1 SV=3

SH3 domain-binding glutamic acid-rich-like
protein 3 0S=Mus musculus OX=10090
GN=Sh3bgr|3 PE=1 SV=1

Small nuclear ribonucleoprotein Sm D1
0S=Mus musculus OX=10090 GN=Snrpd1 PE=1
Sv=1

Aldo-keto reductase family 1 member B7
0S=Mus musculus 0X=10090 GN=Akr1b7 PE=1
Sv=4

26S proteasome non-ATPase regulatory
subunit 13 0S=Mus musculus OX=10090
GN=Psmd13 PE=1 SV=1

Neuronal pentraxin-2 0S=Mus musculus
0OX=10090 GN=Nptx2 PE=2 SV=1

General transcription factor Il-I repeat domain-
containing protein 1 0S=Mus musculus
0X=10090 GN=Gtf2ird1 PE=2 SV=2

Epidermal growth factor receptor substrate 15-
like 1 0S=Mus musculus 0X=10090
GN=Eps15I1 PE=1 SV=3

60S ribosomal protein L14 OS=Mus musculus
0X=10090 GN=Rpl14 PE=1 SV=3
Serine/threonine-protein kinase ATR 0S=Mus
musculus OX=10090 GN=Atr PE=1 SV=1
Synapsin-1 0S=Mus musculus OX=10090
GN=Syn1 PE=1 SV=2

Kinesin light chain 0S=Mus musculus
0X=10090 GN=Klc1 PE=1 SV=1

Threonine--tRNA ligase 1, cytoplasmic OS=Mus
musculus OX=10090 GN=Tars1 PE=1 SV=2

28843,64

5868,392

10244,26

44,65016

1,20539

15983,32

474,2256

2515,461

1323,039

4742,015

717,1499

11381,23

5520,224

983,5795

6956,769

654,4902

24609,6

5783,964

8517,543

2,809429

15459,84

131,5955

2601,387

1116,058

4225,333

721,3932

10392,3

4476,501

2413,906

5907,946

1474,282

20046,09

5216,36

8094,529

179,6712

14,80621

12682,45

201,932

2428,679

1050,639

4198,585

633,1584

11215,26

5463,378

3358,728

8377,836

1236,988

24613,47

3751,206

7494,873

22,36291

240,8781

13493,29

232,9689

2081,454

628,0744

3688,589

502,9409

17149,83

4141,198

1538,65

3539,153

695,9226

19956,6

6413,582

9105,145

155,4472

7,735722

15921,01

339,4187

2863,11

1153,134

4674,413

534,7371

12352,98

5181,799

1109,23

10481,63

956,209

35170,82

4344,654

9087,189

24,59134

3,302126

14996,69

376,1824

2533,709

1152,949

4156,619

691,4034

11063,82

5047,288

6508,816

5186,202

857,8255

26258,37

3522,727

6408,565

15,18815

12389,79

197,5242

2271,642

1871,059

3849,529

1359,931

11142,08

4973,517

1200,85

8165,858

1308,255

27458,11

3336,603

7536,012

115,5004

1,70575

12053,35

395,2127

2184,013

1085,179

4129,99

694,722

10053,27

3264,843

2725,568

7015,985

891,5803



Mitochondrial proton/calcium exchanger
53 15 348,1779 0,455971 1,20973 protein OS=Mus musculus OX=10090 4455,215 4569,434 2524,728 4375,941 3717,877 5372,71 3798,707 3960,046
Q97210 GN=Letm1 PE=1 SV=1
Prolyl endopeptidase-like 0S=Mus musculus
6 1 20,2622 0,456058 2,139502 OX=10090 GN=Prepl PE=1 SV=1 0,628512 24,04485 129,3315 90,00358 97,49385 17,42512 289,8403 117,2971
Non-SMC condensin | complex, subunit G
16 5 91,348 0,456271 1,261214 OS=Mus musculus OX=10090 GN=Ncapg PE=1  18366,1 15027,31 16186,43 10988,58 19921,51 12963,83 2158,243 13730,36
E9PWG6 Sv=1
Protein FAM13A 0S=Mus musculus OX=10090
Q8BGI4;G3UYL7 3 ! 13,5255 045657 1,46076 GN=Fam13a PE=1 SV=1
Down syndrome cell adhesion molecule-like
19 1 98,6226 0,456627 1,142529 protein 1 homolog 0S=Mus musculus 41697,23 35514,29 32301,19 30881,79 36310,2 38000,27 30533,37 26532,05
Q4VA61;E9QPR7 0X=10090 GN=Dscaml1 PE=1 SV=2
SWI/SNF-related matrix-associated actin-
dependent regulator of chromatin subfamily D
member 3 0S=Mus musculus 0X=10090
Q6P971;A0A0G2JG60 GN=Smarcd3 PE=1 SV=2
Septin-9 0S=Mus musculus 0X=10090
Q80UGS;A2A6U5;A8Y5D3 43 2 287,0092 0,458239 1,083447 GN=Septing PE=1 SV=1 7947,041 7128,291 7586,203 6622,492 7978,802 6576,961 6506,583 6753,445
Isovaleryl-CoA dehydrogenase, mitochondrial
10 1 56,6614 0,458979 199,277 0OS=Mus musculus OX=10090 GN=Ivd PE=1 0 0 288,5883 1405,977 0 0 0 347,9937
QI9JHI5 Sv=1
Transketolase OS=Mus musculus OX=10090
P40142;A0A286YE28 >7 17 323,1183 0,459106 1,139004 GN=Tkt PE=1 SV=1
23 ) 1320803 045963 1.1158 T-complex protein 1 subunit zeta-2 0S=Mus
Q61390;B1ATO5 ! ! ! musculus OX=10090 GN=Cct6b PE=1 SV=4
NADH dehydrogenase [ubiquinone] 1 alpha
30 9 233,1705 0,459682 1,198876 subcomplex subunit 9, mitochondrial 0S=Mus  4104,711 4149,14 3804,139 3574,708 3683,38 5655,717 4067,525 3061,269
Q9DC69;A0A0R3PIC8 musculus OX=10090 GN=Ndufa9 PE=1 SV=2
Neurofilament light polypeptide OS=Mus
musculus OX=10090 GN=Nefl PE=1 SV=5
General transcription factor IIE subunit 2
2 1 16,4747 0,460129 1,238765 OS=Mus musculus OX=10090 GN=Gtf2e2 PE=1 430,9883 172,7924 197,7557 273,635 269,5057 278,4034 282,4645 334,6168
Q9D902 Sv=2
B1AQZ0;B1AQY9;B7ZC46;Q8CHH Septin-8 0S=Mus musculus 0X=10090
9 12 1 79,7412 0,461176 1,688361 GN=Septing PE=1 SV=1 826,6798 232,2797 253,1299 551,0448 323,4325 579,972 226,8749 296,3948
- 3 189.6206 0461318 1.195303 Proteasome subunit beta type-1 0S=Mus
009061;A0A338P7C0 ! ! ! musculus OX=10090 GN=Psmb1 PE=1 SV=1
ATP-citrate synthase OS=Mus musculus
0X=10090 GN=Acly PE=1 SV=1
121 1 938358 0461546 1123216 ATP-citrate synthase OS=Mus musculus
Q3V117;Q3TS02 ! ! ! 0X=10090 GN=Acly PE=1 SV=1
ATP synthase subunit delta, mitochondrial
12 5 74,6202 0,461895 2,876272 OS=Mus musculus OX=10090 GN=Atp5fld 2059,7 1654,267 1483,362 1341,625 1645,438 1202,424 11339,87 1375,59

Q9D3D9;D37754 PE=1SV=1

Q8C167

108,343 57,78553 69,2175 71,49662 22,70688 31,95881 88,41856 132,079

18 3 126,969 0,456749 11,2189 1946,187 1559,166 1509,02 2504,873 1714,647 1952,341 1215,214 1987,102

26709,04 27047,56 29703,97 21039,13 28582,14 17778,02 23363,23 22023,17

13349,01 13425,79 12288,6 13396,32 13907,77 12797,71 7532,933 12776,95

27 4 163,5856 0,460027 1,397946 709,243 853,4455 808,665 269,5602 660,4079 719,8936 288,3585 619,0808

P08551

316,3118 494,3995 486,9194 477,0286 504,4627 361,8113 232,9777 421,1115

120 1 770,2751 0,461546 1,123216 31986,37 29426,8 31516,23 25371,49 35545,11 21968,93 21298,86 26510,45

Q91v92

3571,482 3285,689 3518,988 2832,888 3968,837 2452,97 2378,153 2960,06



40S ribosomal protein S6 0S=Mus musculus

P62754 23 10 145,31 0,462386 1,114342 OX=10090 GN=Rps6 PE=1 SV=1 8904,26 7784,887 9787,75 7165,256 10169,66 7595,876 7459,837 8359,918
RNA cytosine C(5)-methyltransferase NSUN2
64 17 498,8592 0,462397 2,160546 OS=Mus musculus OX=10090 GN=Nsun2 PE=1 040,861 6257,892 7032,129 5256,7 5724,156 5759,092 32409,7 5662,527
Q1HFZ0;H3BJF3;H3BKNO Sv=2
Q91VX2;A2AMY5;A2AMY7;F6WT Ubiquitin-associated protein 2 0S=Mus
cs 24 3 149,306 0,462403 1,176484 musculus OX=10090 GN=Ubap2 PE=1 SV=1 980,9374 1158,746 1047,642 872,8431 1275,752 828,5691 593,3761 1071,559
Importin-11 0S=Mus musculus OX=10090
Q8K2V6 14 1 91,6087 0,462525 1,637262 GN=Ipo11 PE=1 SV=1 225,2716 459,09 796,7945 212,7616 483,3836 352,2231 358,9698 228,1201
Q61937;Q5SQB0;Q5SQB5;Q9DAY Nucleophosmin 0S=Mus musculus OX=10090
63 38 238,1359 0,462644 1,150678 80124,08 82630,74 83274,25 81066,75 93528,98 85825,92 120607,9 76419,06
9 GN=Npm1 PE=1 SV=1
Myb-binding protein 1A OS=Mus musculus
Q7TPV4 109 52 739,1313 0,462749 1,133154 OX=10090 GN=Mybbp1a PE=1 SV=2 45897,38 39908,87 33497,88 40577,14 31869,07 46539,94 27150,46 35534,54
Voltage-dependent anion-selective channel
40 16 232,7958 0,462755 1,151726 protein 3 0S=Mus musculus OX=10090 40056,76 29165,05 19151,91 27738,6 30429,42 38590,14 31859,07 32018,1
Q60931;J30MG3 GN=Vdac3 PE=1 SV=1
Electron transfer flavoprotein subunit alpha,
34 13 244,381 0,463446 1,11924 mitochondrial 0S=Mus musculus OX=10090 32214,08 25892,13 21590,82 26969,78 28958,27 33606,64 26807,28 30013,59
Q99LC5 GN=Etfa PE=1 SV=2
Protein transport protein Sec61 subunit alpha
21 6 109,9842 0,463478 1,302048 isoform 1 0S=Mus musculus OX=10090 12039,33 8022,92 5507,856 8427,748 10239,02 7813,425 5938,033 6024,255
P61620;A2ATT9;Q9CYJ6;Q9JLR1 GN=Sec61al PE=1 SV=2
29 12 214,8887 0,464134 1,164586 Stomatin-like protein 2, mitochondrial 0S=Mus 11109,08 11248,7 9905,615 11323,18 4898,533 12689,43 9592,444 10246,27
Q99JB2;A2AG39;A2AG41;F6WI02 musculus 0X=10090 GN=StomI2 PE=1 SV=1
Reproductive homeobox 2D 0S=Mus musculus
WAVSNG 13 1 67,748 0,464231 13,00746 OX=10090 GN=Rhox2d PE=1 SV=1 3046,849 36,36386 228,8529 3773,48 239,1205 77,17959 216,963 2939,336
Integrin beta-1 0S=Mus musculus 0X=10090
PO9055 56 24 375,2116 0,464342 1,102344 GN=ltgb1 PE=1 SV=1 15557,78 15897,08 13635,54 14823,52 16722,99 17769,96 17002,02 14550,78
Rho guanine nucleotide exchange factor 7
9 1 46,2264 0,464486 4,748811 0S=Mus musculus OX=10090 GN=Arhgef7 PE=1 0 40,97331 27,52178 25,94089 0 21,99259 0 29,37699
Q9ES28;A0A0R4J0X8;D3Z0V2 SV=2
16 1 76,8448 0,46506 1,196696 Targeting protein for Xklp2 05=Mus musculus 4558,123 3241,587 2389,446 3485,665 3270,453 3239,662 2328,22 2588,813
A2APB8 ! ! ! 0X=10090 GN=Tpx2 PE=1 SV=1 ! ! ! ! ! ! ! !
44 13 319,0059 0,465101 1,109437 Methionine--tRNA ligase, cytoplasmic 0S=Mus 9054,084 8457,479 7464,708 6867,611 8443,768 7733,605 5462,953 7062,405
Q68FL6;E9QB02;F6W0G8 ! ! ! musculus OX=10090 GN=Mars1 PE=1 SV=1 ! ! ! ! ! ! ! !
Q8R5M8;A0A668KLV1;EOCY16;ES Cell adhesion molecule 1 0S=Mus musculus
PYN1 13 2 81,074 0,46581 1,257707 OX=10090 GN=Cadm1 PE=1 SV=2 659,7402 563,8823 417,2828 341,5688 517,6671 569,245 277,0277 452,4668
Carcinoembryonic antigen-related cell
3 1 14,1773 0,466104 5,519288 adhesion molecule 18 0S=Mus musculus 370,0481 14,69518 31,25232 682,4049 26,61098 9,209254 372,6588 93,16962
Q9oD871 0X=10090 GN=Ceacam18 PE=2 SV=1
Cytoplasmic dynein 1 heavy chain 1 (Fragment)
16 4 109,8809 0,466616 1,348828 OS=Mus musculus OX=10090 GN=Dync1lh1l 701,6262 799,3292 793,6097 1132,262 617,3163 662,3268 1506,01 948,9761

F6ZX84 PE=1SV=1



Ubiquitin carboxyl-terminal hydrolase 25

4 1 17,3573 0,466971 1,730447 O0S=Mus musculus OX=10090 GN=Usp25 PE=1 181,1662 252,9617 314,6144 245,8236 55,76667 208,0716 42,82012 369,5097

P57080 Sv=2
Ubiquitin conjugation factor E4 A OS=Mus

E9Q735;E90442;G3X9Y5;Q8VDS1 5 2 23,7618 0,467159 2,461112 musculus OX=10090 GN=Ubeda PE=1 SV=1 3,607518 239,5523 191,7237 84,12768 63,38394 236,3587 232,8904 190,5603
Reticulophagy regulator 3 0S=Mus musculus

Q9CQV4 3 1 25,1344 0,467615 1,270564 OX=10090 GN=Retreg3 PE=1 SV=1 11092,5 7885,113 6885,176 10150,08 9311,056 7729,974 14032,67 6596,646
Transcription factor 4 0S=Mus musculus

AOAQJOYTRO 7 1 38,1848 0,467616 5,54387 OX=10090 GN=Tcf4 PE=1 SV=1 0 2346,625 1631,859 934,5494 367,2401 219,8976 239,0261 289,8429

Glutathione S-transferase Mu 1 0S=Mus

20 2 163,2143 0,469087 1,414997 137,1568 378,6756 241,7776 312,1635 344,8289 222,8603 621,9775 274,8047

P10649;A2AE89;F6WHQ7;P19639 musculus OX=10090 GN=Gstm1 PE=1 SV=2
Fibronectin type 3 and ankyrin repeat domains
6 1 26,7667  0,46946 1,312552 1 protein 0S=Mus musculus OX=10090 1281,052 3391,673 4175,702 2500,834 4197,508 2880,552 2686,546 2348,964
Q9DAMSY;A0A1B0OGSI7;D3Z7V1 GN=Fank1l PE=1 SV=1

Citrate synthase, mitochondrial 0S=Mus
musculus OX=10090 GN=Cs PE=1 SV=1
24 1 1189243 0471211 1.303621 KICSTOR complex protein SZT2 0S=Mus
A2A9C3;VIGXW1 ! ! ! musculus OX=10090 GN=Szt2 PE=1 SV=1
39S ribosomal protein L23, mitochondrial
035972;A0A1B0GQZ1;A0A1BOGS 6 3 50,2725 0,471339 1,128023 OS=Mus musculus OX=10090 GN=Mrpl23 PE=1 1098,646 940,026 838,6209 1013,187 719,1617 1146,737 1029,872 1044,498
79 Sv=1
Regulator of G-protein signaling 14 OS=Mus
musculus OX=10090 GN=Rgs14 PE=1 SV=2
Nuclear protein localization protein 4 homolog
22 4 115,8056 0,471873 1,150911 OS=Mus musculus OX=10090 GN=Nploc4 PE=1 298,9373 388,7549 433,2825 299,9062 311,3432 395,4125 341,6878 315,7579
P60670 SvV=3
Exosome complex component MTR3 OS=Mus
musculus OX=10090 GN=Exosc6 PE=1 SV=1
Ankyrin repeat and MYND domain-containing
2 1 13,3464 0,472666 1,114968 protein 1 0S=Mus musculus OX=10090 5457,314 5272,051 4373,846 5816,214 4935,461 5267,175 5838,758 5245,72
Q8COW1;EOCYY3;E9PUG3 GN=Ankmy1 PE=1 SV=1
GTP cyclohydrolase 1 0S=Mus musculus
0X=10090 GN=Gch1 PE=1 SV=1
Vacuolar protein sorting-associated protein 45
13 4 77,4455 0,473373 1,10165 O0S=Mus musculus OX=10090 GN=Vps45 PE=1  1087,165 1352,64 1336,768 1617,514 1535,56 1304,999 1491,256 1584,308
P97390 Sv=1
Small nuclear ribonucleoprotein Sm D2
12 5 77,9017 0,473971 1,242776 OS=Mus musculus OX=10090 GN=Snrpd2 PE=1 3128,108 1063,954 2570,119 2009,651 2648,166 1461,831 2818,437 2408,186
P62317 Sv=1
CAP-Gly domain-containing linker protein 2
7 2 30,5941 0,474052 1,255306 OS=Mus musculus OX=10090 GN=Clip2 PE=1 647,3535 555,6475 380,9761 286,2053 379,8277 685,0003 706,7743 564,8614
Q9Z0H8 Sv=2
Liprin-beta-1 OS=Mus musculus OX=10090

Q8C8UO;F651C4 28 4 163,4845  0,47479 1,076043 GN=Ppfibpl PE=1 SV=3

57 16 324,0819 0,470457 1,137986 50008,43 40706,66 33923,85 42628,78 42960,57 56182,86 37822,09 45699,91

Qoczue

1426,487 1710,385 1457,143 762,6518 1276,118 1218,48 34,57723 1579,891

2 1 9,1757  0,47134 1,134503 1515,67 1234,696 1194,275 1119,799 995,1295 1425,566 1439,866 1296,241

P97492

2 1 4,4155 0,472461 1,505206 57,51916 217,8591 357,0372 566,6735 395,5324 200,3751 738,8296 470,1392

Q8BTW3

5 1 28,0209 0,473073 1,236974 325,0893 333,8585 470,0384 401,0084 621,627 303,3995 413,4846 519,1442

Q05915

1388,023 1201,469 1282,91 1091,831 1520,019 1290,933 1288,232 1242,546



Protein phosphatase 1 regulatory subunit 12A
7 1 39,0336 0,474802 1,365686 OS=Mus musculus OX=10090 GN=Ppp1rl2a 4883,403 2109,852 3643,067 5615,211 3877,781 2378,339 2299,753 3344,034
Q9DBR7;A0A1W2P750 PE=1 SV=2
Adenylate kinase 2, mitochondrial 0S=Mus

QOWTP6;F7BPS5 31 10 211,9388 0,475219 1,102866 musculus OX=10090 GN=Ak2 PE=1 SV=5 38440,81 33579,18 27888,9 28504,59 33918,21 41924,91 32437,13 32671,36
Protein 0S-9 0S=Mus musculus 0X=10090
Q8K2C7 9 1 47,3251 0,475455 1,097241 GN=0s9 PE=1 SV=2 137,6917 656,6348 176,5306 797,6708 851,408 18,84354 14,55097 1055,698
Guanine nucleotide-binding protein
12 2 46,7651 0,475567 1,256117 G(1)/G(S)/G(T) subunit beta-3 0S=Mus 22144,27 19268,46 16925,46 16815,84 18353,78 22275,18 2175,939 20045,34
Q61011 musculus OX=10090 GN=Gnb3 PE=1 SV=2
57 11 375,1078 0,476348 1,119901 DNA topoisomerase 1 05=Mus musculus 16296,7 13602,28 11979,1 14056,6 13145,17 14252,64 9548,041 13000,26
Q04750 ! ! ! 0X=10090 GN=Top1 PE=1 SV=2 ! ! ! ! ! ! ! !
BTB/POZ domain-containing protein KCTD20
AOA3F2YNM3;A0A3F2YNMS;Q8C 3 2 16,0706 0,476426 1,300544 OS=Mus musculus OX=10090 GN=Kctd20 PE=1 3795,968 3370,483 3251,153 1997,241 3756,894 2602,907 634,9231 2551,163
DD8 Sv=1
Glyceraldehyde-3-phosphate dehydrogenase
P16858;A0A0A0MQF6;A0A1D5RL 109 41 447,6243 0,476471 1,23835 0S=Mus musculus OX=10090 GN=Gapdh PE=1 105381,5 106531,5 100464,3 92430,04 127949 87142,52 17616,58 94184,25
D8;S4R1N5;S4R1W1;S4R257 SV=2
BAG family molecular chaperone regulator 2
15 3 87,7425 0,477011 1,405033 OS=Mus musculus OX=10090 GN=Bag2 PE=1 197,14 177,8842 220,5666 263,4587 158,4321 293,9172 460,1127 294,5309
Q91YN9;A0A087WNX9 Sv=1

Polycomb protein Suz12 OS=Mus musculus
0X=10090 GN=Suz12 PE=1 SV=2
Prelamin-A/C OS=Mus musculus 0X=10090
GN=Lmna PE=1 SV=2

Eukaryotic translation initiation factor 4E

5 1 27,8775 0,477669 1,247609 437,3324 704,8949 938,9547 642,7204 794,0283 340,6151 712,4143 664,9523

Q80U70;E9PW15

122 48 667,5507 0,477691 1,251067 39851,72 28949,78 27573,4 22795,05 30939,95 33180,21 5554,826 27954,56

P48678;D3YUF7

P63073;A0A0G2JFB4;A0A0G2JG9 10 5 80,9377 0,477718 1,148483 0S=Mus musculus OX=10090 GN=Eif4e PE=1 8119,916 5470,291 6769,768 5046,829 5950,271 6056,965 5242,03 4872,78
8;A0A0G2JGT5;A0A0G2JHO4 Sv=1
Very-long-chain 3-oxoacyl-CoA reductase
32 10 202,3731 0,477956 1,201959 OS=Mus musculus OX=10090 GN=Hsd17b12 27923,13 24599,27 15951,27 24827,01 20311,24 20093,47 16279,71 24393,11
070503 PE=1SV=1

Myosin-7 0S=Mus musculus OX=10090

Q91783 24 1 134,6983 0,47799 7,90267 GN=Myh7 PE=2 SV=1 79,06607 90,90971 90,51551 2725,694 112,2873 51,10996 93,60206 120,8712
Paraspeckle component 1 0S=Mus musculus

Q8R326:F7DI09 19 3 146,2717 0,478009 1,162419 OX=10090 GN=Pspc1 PE=1 SV=1 3317,521 3798,129 3180,07 3551,055 3415,981 3803,618 2106,617 4098,157
WD repeat-containing protein 81 0S=Mus

Q5ND34 8 1 40,443 0,478138 1,284742 musculus OX=10090 GN=Wdr81 PE=1 SV=2 1694,996 1270,612 1320,112 1315,191 951,2932 1906,002 255,1291 2234,192

B2M1R6;A0A286YE41;H3BJ43;H3 Heterogeneous nuclear ribonucleoprotein K

BJS9;H3BKDO;H3BKI8;H3BLP7;Q8 74 1 413,9185 0,478432 1,086946 OS=Mus musculus OX=10090 GN=Hnrnpk PE=1 5176,592 4633,353 4282,007 4617,461 4952,611 3936,512 4323,054 4592,057

BT23 Sv=1

Ras-related protein Ral-A OS=Mus musculus
0X=10090 GN=Rala PE=1 SV=1

Exosome complex component RRP4 OS=Mus
musculus OX=10090 GN=Exosc2 PE=1 SV=1
Myeloid-derived growth factor 0S=Mus
musculus OX=10090 GN=Mydgf PE=1 SV=1

8 3 59,8955 0,478558 1,135498 3166,943 2424,306 2061,66 2853,002 2412,607 3273,65 3057,21 3185,974

P63321;A0A1Y7VL93;Q9JIW9

7 2 41,947 0,479042 1,103598 1167,553 1547,191 1098,955 1162,552 1207,873 1179,054 1089,79 1032,397

Q8VBV3;A2AV19

4 1 28,7989 0,479287 1,101723 9684,068 7364,846 7138,772 6808,671 9743,548 8509,38 8267,011 7629,457

Q9CPT4



QocpPQl

P54923

Q9D753;D3YYN3;F65GT4

Q9JL35

Q59]78;A0A286YE75

Q99LB6;EOCYUS

Q922V4;D374V1;F8WI31

Q8BJY1;F7BA91

Q8JZX4;A2AP40

AOA571BFA7;Q148V8

Q9JI111;F7BYZ4,Q8CDG4

008599;A0A140LHJ4

Q9CZW5

Q60865;F6YLIO

Q8CG47;E9Q2X6;Q3U763

E0CZ42

Q99JP7;A2AQN2;H3BKAS

Q9CRDO;ADA0JOYTV6;A0A0J9YUB

6;A0A0J9YUK7

E9PVZ3

15

19

18

17

14

22

17

21

10

42

54

30

99

21

26

20

11

14

67,0545

102,6058

118,4878

33,2662

133,3789

78,9983

151,2669

130,7178

115,1222

42,4268

60,8746

280,4081

350,996

195,3215

605,9986

114,0064

161,2992

44,9793

41,7351

0,479298

0,480003

0,480347

0,480406

0,480447

0,480455

0,480519

0,481083

0,481485

0,481534

0,481694

0,481986

0,482047

0,482149

0,482168

0,482367

0,482459

0,482962

0,483077

1,26751

2,269011

1,231415

1,458143

1,263483

1,148809

1,241141

1,119932

1,179328

1,231056

1,078051

1,214771

1,211292

1,17913

1,117277

1,372758

1,230692

1,113866

1,265394

Cytochrome c oxidase subunit 6C OS=Mus
musculus OX=10090 GN=Cox6c PE=1 SV=3
ADP-ribosylhydrolase ARH1 OS=Mus musculus
0X=10090 GN=Adprh PE=1 SV=1

Exosome complex component RRP43 OS=Mus
musculus OX=10090 GN=Exosc8 PE=1 SV=1
High mobility group nucleosome-binding
domain-containing protein 5 0S=Mus musculus
0X=10090 GN=Hmgn5 PE=1 SV=2

NADH dehydrogenase [ubiquinone] 1 alpha
subcomplex assembly factor 2 0S=Mus
musculus OX=10090 GN=Ndufaf2 PE=1 SV=1
Methionine adenosyltransferase 2 subunit
beta 0S=Mus musculus OX=10090 GN=Mat2b
PE=1SVv=1

Pleiotropic regulator 1 0S=Mus musculus
0X=10090 GN=PIrgl PE=1 SV=1

26S proteasome non-ATPase regulatory
subunit 5 0S=Mus musculus 0X=10090
GN=Psmd5 PE=1 SV=4

Splicing factor 45 0S=Mus musculus 0X=10090
GN=Rbm17 PE=1 SV=1

Protein FAM83H OS=Mus musculus 0X=10090
GN=Fam83h PE=1 SV=1
Serine/threonine-protein kinase 4 0S=Mus
musculus OX=10090 GN=Stk4 PE=1 SV=1
Syntaxin-binding protein 1 0S=Mus musculus
0X=10090 GN=Stxbp1 PE=1 SV=2
Mitochondrial import receptor subunit TOM70
0S=Mus musculus 0X=10090 GN=Tomm?70
PE=1 SV=2

Caprin-1 0S=Mus musculus OX=10090
GN=Caprinl PE=1 SV=2

Structural maintenance of chromosomes
protein 4 0S=Mus musculus OX=10090
GN=Smc4 PE=1 SV=1

Fer-1-like 6 (C. elegans) OS=Mus musculus
0OX=10090 GN=Fer1l6 PE=1 SV=1

Glutathione hydrolase 7 0S=Mus musculus
0X=10090 GN=Ggt7 PE=1 SV=2

OCIA domain-containing protein 1 0S=Mus
musculus OX=10090 GN=0Ociad1 PE=1 SV=1
Coiled-coil domain-containing 144B OS=Mus
musculus OX=10090 GN=Ccdc144b PE=4 SV=1

1273,615

5640,287

491,886

2317,458

7936,215

2237,654

477,4286

2883,268

1329,361

966,0851

3060,886

4594,081

31465,45

47407,65

11224,34

649,6177

2752,467

1430,736

1511,114

929,1983

3604,252

908,0464

1817,675

3981,911

2091,293

655,491

2504,299

1218,005

1069,317

2435,106

3799,291

25828,17

41442,74

9147,651

1338,331

2825,002

1283,617

406,8857

748,8833

3246,005

747,4463

1372,318

5307,469

2352,522

765,7288

2826,076

1062,761

957,5127

2422,584

3129,283

16255,17

36217,19

7367,877

1514,604

2710,423

1347,463

839,6756

1119,989

2032,645

1002,252

2091,682

8217,857

1739,831

662,9482

2271,185

1416,48

340,8651

2721,841

3087,181

19541,97

31433,52

8127,859

641,1527

2552,469

1148,854

750,4618

1158,633

5276,997

783,6521

1865,214

4774,38

2539,45

643,2835

3080,933

1676,648

883,3356

2603,884

4120,539

23204,29

43914,89

8583,758

1791,886

1406,434

1685,818

385,8843

1162,7

3543,585

782,3548

1780,557

4726,509

1499,709

710,2233

1988,761

1329,955

1176,173

3104,026

3275,076

25250,48

36871,04

7700,981

945,8667

4180,191

1516,129

968,0288

457,7178

21557,07

1088,841

4506,237

4560,308

1820,772

1031,002

2278,996

963,2126

941,6056

2409,042

1236,938

18402,19

22912,73

8795,742

975,2435

2911,103

1128,542

20,95158

433,2985

2575,619

1223,653

1553,014

6076,347

2036,183

794,7942

2350,161

1958,203

1102,955

2472,76

3394,268

20806,28

33065,12

7022,314

863,379

2602,79

1473,498

1397,502



Eukaryotic translation initiation factor 4B

45 16 276,7559 0,483641 1,213578 0S=Mus musculus OX=10090 GN=Eif4b PE=1 6266,999 4751,668 5647,654 3434,68 6171,965 3167,639 3227,334 3996,476
Q8BGD9;B2RWES8 Sv=1
Q80Y98;A0A1BOGSA5;A0A1BOGT Phospholipase DDHD2 OS=Mus musculus
01 6 1 28,8783 0,483875 1,545279 OX=10090 GN=Ddhd2 PE=1 SV=3 61,09258 191,6359 256,4221 7,807824 159,5125 253,4909 35,49995 323,1653
Q3THS6;A0A0U1RNK6;A0AQU1R S-adenosylmethionine synthase isoform type-2
NT6;A0A0U1RQ95;A0A0U1RQBO; 22 4 136,2406 0,484071 1,13971 0S=Mus musculus 0X=10090 GN=Mat2a PE=1 4696,271 4000,436 3685,88 3396,53 4565,164 3000,627 3533,119 274594
Q91X83 SV=2
Actin, alpha skeletal muscle 0S=Mus musculus
P68134;A0A1DSRM20 169 1 568,4087 0,484203 1,185019 OX=10090 GN=Actal PE=1 SV=1 354,5232 440,1979 666,176 500,1457 536,1273 538,4162 624,612 624,7172
Serine hydroxymethyltransferase, cytosolic
26 2 199,0143 0,48451 1,765231 0S=Mus musculus OX=10090 GN=Shmt1 PE=1 249,4795 394,8271 672,1294 397,0219 499,16 365,4025 1687,8 472,2859
P50431;G3UYY1;G3UZ26;G3UZZ9 Sv=3
Transcription factor A, mitochondrial 0S=Mus
P40630;A0AORAJIN9; D3ZOF3 11 3 64,9852 0,484626 1,104901 musculus OX=10090 GN=Tfam PE=1 SV=2 26569,24 24488,76 20136,94 21629,57 24382,87 23739,76 17975,11 18745,29
Probable ATP-dependent RNA helicase DDX17
59 7 379,8557 0,48514 1,185121 OS=Mus musculus OX=10090 GN=Ddx17 PE=1 9649,163 9277,542 8354,793 5534,48 8139,574 8783,652 4350,387 7466,405
Q501J6;Q3TU25;Q3U741 Sv=1
92 48 555,5613 0,485389 1,131147 Neurosecretory protein VGF 0S=Mus musculus 45460,5 41546,58 40626,81 32212,31 36319,85 46589,87 43526,49 34718,31
QOVGU4;A0A087WQ93 ! ! ! 0X=10090 GN=Vgf PE=1 SV=1 ! ! ! ! ! ! ! !
60S ribosomal protein L28 OS=Mus musculus
PA1105 11 6 51,7146 0,486061 1,741991 OX=10090 GN=Rpl28 PE=1 SV=2 304,8121 350,1855 376,0789 359,1339 278,0394 194,5117 1008,041 401,941
Q971R2;A0A1B0OGX81;G3UXTS8;G
3UYQ2;G3UYZ0;G3UZT6;G3V013; 42 6 312,6382 0,486147 1,088613 Large proline-rich protein BAG6 OS=Mus 10017,09 9295,356 8733,8 8346,388 10750,45 7908,691 8211,556 9108,619
Q3UF95;S4R224 musculus OX=10090 GN=Bag6 PE=1 SV=1
Q9QYC1;A0A1Y7VI77;A0A1Y7VKR Pecanex-like protein 1 0S=Mus musculus
5 9 1 37,854 0,486802 4,701732 OX=10090 GN=Pcnx1 PE=1 SV=3 701,9059 94,29586 245,547 30,21444 0 207,868 196,8612 41,23155
Importin subunit alpha-3 0S=Mus musculus
035343;A0A0B4J1E7;D3YTN1 13 8 115,9383 0,487622 1,138583 OX=10090 GN=Kpna4 PE=1 SV=1 3178,071 3181,634 3739,295 2258,943 3295,046 4133,109 3602,341 3040,044
Kelch-like protein 30 0S=Mus musculus
Q8C3F7 7 1 32,7586 0,487672 1,437442 OX=10090 GN=KIhI30 PE=2 SV=1 790,6963 652,1876 307,5261 307,4487 419,7418 468,261 233,7289 309,8798
Lipase maturation factor 0S=Mus musculus
Z4YJR1;DERDSLF6YC79:Q3U3R4 7 2 39,9742  0,48775 1,24795 OX=10090 GN=Lmf1 PE=1 SV=1 1450,651 1114,131 1023,618 800,9327 1120,323 1106,42 1247,11 690,8633
RuvB-like 1 0S=Mus musculus OX=10090
P60122;D3YW60 31 6 235,7607 0,488246 1,169193 GN=Ruvbl1 PE=1 SV=1 8926,877 7141,633 7982,28 7690,476 9392,689 8087,21 5523,255 7432,857
Extended synaptotagmin-1 OS=Mus musculus
Q3U7R1 51 5 355,7227 0,488323 1,217872 OX=10090 GN=Esyt1 PE=1 SV=2 3809,921 3357,095 2755,041 3378,536 1132,695 3816,951 2683,609 3287,916
Kinesin-like protein KIF23 OS=Mus musculus
E9Q5G3;A0ALLISRP4 51 10 312,4695 0,48886 1,305908 OX=10090 GN=Kif23 PE=1 SV=1 7057,57 6522,547 6190,658 8810,291 5952,914 8219,681 3088,236 8995,632
Zinc finger CCHC domain-containing protein 8
8 1 37,2759 0,488976 1,741005 OS=Mus musculus OX=10090 GN=Zcchc8 PE=1 465,4976 361,8673 726,9539 49,70941 445,5058 746,4332 23,58505 765,0761
Q9CYA6 Sv=3
Contactin-2 0S=Mus musculus 0X=10090
Q61330 1 1 4,1062 0,489008 1,758563 GN=Cntn2 PE=1 SV=2 17,13  241,8127 48,78303 240,3421 137,5932 21,31332 138,3884 100,091
P63158;A0A0J9YUD8;A0A0J9YUZ High mobility group protein B1 OS=Mus

29 2 216,9546 0,489569 1,192386

4;D3YVC6;D3YZ18 musculus OX=10090 GN=Hmgb1 PE=1 SV=2 8863,143 6350,764 6792,605 6385,238 8901,93 5307,154 3551,42 6982,137



008914

Q9CZR8;Q9CX33

Q8C7K6
070318;A0A1W2P6I5;A0A1IW2P7
12;A0A1W2P714;Q80UE4;Q80UES
;Q8C928

P46978;D3YZN5

Q9WVR4
Q05512;A0A0R4J0B1;A0AOR4J22
7;E9PYX3;E9Q9N6;E9QMPE;F6UY
70;F6ZEX4;F6ZS70;F7CVZ7;Q3T9A
3

Q9D338
AOA140LHZ9;A0A140LIP8;A0A14
0LJ88;A0A140LJC1;A0A5F8MP73;
AOA5F8MPA3;A0ASF8MPD1;A0A
5F8MPJO;AOA5F8MPS5;Q6DR98
J3QNU6;Q8BWG8

Q8R1I1

Q62465
A3KG93;F67413;F62C60;G8JL40;Q
62Q88
Q80WQ2;A0A1D5RLN5;A0A1D5R
LY2

P62264;D3YVF4;D3Z711

Q8R1N4;A0A0AOMQL8

AOA1Y7VLD2;Q8CDN9

19

12

72

32

31

17

10

29

32

22

28

11

13

15

11

53,3811

145,3997

66,8797

495,9732

218,4292

195,3481

84,7153

68,0938

29,5268

14,7102

30,422

181,6456

169,1943

136,9059

149,0156

60,6606

36,5463

0,489682

0,489696

0,489926

0,49194

0,492438

0,492525

0,492531

0,493368

0,493424

0,493616

0,494065

0,494766

0,495822

0,496572

0,496702

0,496768

0,496826

1,66083

1,159122

1,229699

1,273601

1,138498

1,156391

1,993354

1,348236 0OS=Mus musculus OX=10090 GN=Mrpl|19 PE=1

1,221135

1,2172

1,171634

1,106225

1,207069

1,429399

1,648931

1,93407

1,294515

Fatty-acid amide hydrolase 1 OS=Mus
musculus OX=10090 GN=Faah PE=1 SV=1
Elongation factor Ts, mitochondrial 0S=Mus
musculus OX=10090 GN=Tsfm PE=1 SV=1
Prenylcysteine oxidase-like 0S=Mus musculus
0X=10090 GN=Pcyox1l PE=1 SV=1

Band 4.1-like protein 2 0S=Mus musculus
0X=10090 GN=Epb41I2 PE=1 SV=2
Dolichyl-diphosphooligosaccharide--protein
glycosyltransferase subunit STT3A OS=Mus
musculus OX=10090 GN=Stt3a PE=1 SV=1
Fragile X mental retardation syndrome-related
protein 2 0S=Mus musculus OX=10090
GN=Fxr2 PE=1 SV=1

Serine/threonine-protein kinase MARK2
0S=Mus musculus OX=10090 GN=Mark2 PE=1
Sv=3

39S ribosomal protein L19, mitochondrial

Sv=1

Neuregulin 1 0S=Mus musculus 0X=10090
GN=Nrgl PE=1 SV=2

Beta-arrestin-1 0S=Mus musculus OX=10090
GN=Arrbl PE=1 SV=1

Cytochrome b-c1 complex subunit 9 0S=Mus
musculus OX=10090 GN=Uqcr10 PE=1 SV=1
Synaptic vesicle membrane protein VAT-1
homolog OS=Mus musculus OX=10090
GN=Vatl PE=1 SV=3

Lysine-specific histone demethylase 0S=Mus
musculus OX=10090 GN=Kdm1a PE=1 SV=1
Protein VAC14 homolog OS=Mus musculus
0X=10090 GN=Vac14 PE=1 SV=1

40S ribosomal protein S14 OS=Mus musculus
0X=10090 GN=Rps14 PE=1 SV=3

NudC domain-containing protein 3 0S=Mus
musculus OX=10090 GN=Nudcd3 PE=1 SV=3
Leucine-rich repeat-containing protein 9
0S=Mus musculus OX=10090 GN=Lrrc9 PE=1
Sv=1

79,40744

5187,691

178,8646

3730,372

5895,629

3534,481

1132,761

535,6947

867,229

1806,118

2651,625

28750,84

844,8388

166,8183

7757,566

52,15444

190,2713

675,2621

3733,227

222,9756

2179,806

4978,264

2867,777

816,9933

816,9057

809,4688

3389,458

1651,398

24506,72

675,1634

164,6776

6567,951

43,13038

153,6836

424,3463

3375,817

274,5233

2842,584

3566,926

2369,897

1222,838

615,5325

857,9459

3312,785

1524,357

23672,12

713,6802

265,8232

5882,272

55,02036

330,5295

478,9104

3640,089

238,0043

3669,173

4315,394

3632,369

862,3581

832,142

1179,851

3346,839

1816,799

20214,23

769,3402

305,7047

7733,811

38,03154

347,9234

3860,839

164,2981

3167,323

4441,894

2798,617

1413,274

43,07617

756,5725

3965,791

1724,453

26129,68

1354,029

159,5344

8325,529

169,0929

242,1472

635,5002

6015,266

272,7286

2117,181

5608,148

4069,126

1047,629

1187,941

940,9251

2567,042

2736,873

25543,49

789,2446

287,7102

7227,59

87,99578

227,6414

633,2022

3907,926

258,6078

2125,917

4138,271

3456,995

4847,938

768,3476

215,0099

2430,637

2342,037

21460,76

752,2659

426,2858

21153,39

76,34349

343,8843

441,6312

4521,503

353,6081

2342,977

4978,044

3861,582

734,2423

617,0142

1129,329

3010,586

2152,815

21292,24

729,3146

417,2509

4426,181

30,82425

509,3411



AOAOB4J1F0;P61622

P56480

Q8K298

I11E4X1;H3BJ02

AOA3B2W?7)8

QICRAS5;Q05BZ0

008784;F6R3V4;H3BIX0;H3BKSS;

H3BL37

Q80U49;B9EIX2

Q99KK9;G5E823

Q8K3Y3

P15331

Q8QzT1

Q00422

AOA1BOGR85

Q8BFZ3
Q8C650;A0A0R4J233;A0A1W2P6)
7

Q8BZ98;E9QLL2
Q8K202;G8JL51
Q9QzQ1;D3YUD2;D377B8;D3Z7B
9;D3Z712;E9PYX7;E9Q852;E9Q9C

3;F7C319;Q9R1N9

Q99MD9;B1AU75;B1AU76

158

128

48

16

15

153

44

19

100

25

31

78

41

1

88

25

14

16

15

11

23,7971

636,7873

40,1435

36,0554

821,6624

48,5175

304,3259

88,623

75,2493

39,3849

795,713

280,3943

32,9882

91,3914

437,5628

167,3783

180,5323

13,8226

488,2051

238,0596

0,497481

0,49779

0,497807

0,49791

0,498153

0,498257

0,498408

0,498575

0,498825

0,499139

0,499629

0,500246

0,500342

0,500403

0,500651

0,500689

0,501004

0,501078

0,50148

0,501903

1,710826

1,088786

1,412503

1,838664

1,334033

1,339514

1,326113

1,747272

1,506904

1,267987

1,116615

1,176532

1,121456

1,203187

10,63934

1,192247

1,056574

1,761107

1,169605

1,150323

Integrin alpha-11 OS=Mus musculus OX=10090
GN=Itgall PE=1 SV=1

ATP synthase subunit beta, mitochondrial
0S=Mus musculus OX=10090 GN=Atp5f1b
PE=1 SV=2

Anillin 0S=Mus musculus 0X=10090 GN=AnIn
PE=1 SV=2

Syntaxin 5A OS=Mus musculus OX=10090
GN=Stx5a PE=1 SV=1

Plectin (Fragment) OS=Mus musculus
0X=10090 GN=Plec PE=1 SV=1

Golgi phosphoprotein 3 0S=Mus musculus
0X=10090 GN=Golph3 PE=1 SV=1

Treacle protein 0S=Mus musculus OX=10090
GN=Tcofl PE=1 SV=1

Centrosomal protein of 170 kDa protein B
0S=Mus musculus OX=10090 GN=Cep170b
PE=1SV=2

Histidine--tRNA ligase, mitochondrial 0S=Mus
musculus OX=10090 GN=Hars2 PE=1 SV=1
Protein lin-28 homolog A 0S=Mus musculus
0X=10090 GN=Lin28a PE=1 SV=1

Peripherin 0S=Mus musculus OX=10090
GN=Prph PE=1 SV=2

Acetyl-CoA acetyltransferase, mitochondrial
0S=Mus musculus OX=10090 GN=Acat1 PE=1
Sv=1

GA-binding protein alpha chain 0S=Mus
musculus OX=10090 GN=Gabpa PE=1 SV=2
RIKEN cDNA 2900026A02 gene OS=Mus
musculus OX=10090 GN=2900026A02Rik PE=1
Sv=1

Beta-actin-like protein 2 0S=Mus musculus
0X=10090 GN=Actbl2 PE=1 SV=1

Septin-10 0S=Mus musculus OX=10090
GN=Septin10 PE=1 SV=1

Dynamin-3 OS=Mus musculus OX=10090
GN=Dnm3 PE=1 SV=1

DNA-directed RNA polymerase | subunit RPA49
0S=Mus musculus OX=10090 GN=Polrle PE=1
Sv=2

Afadin 0S=Mus musculus OX=10090 GN=Afdn
PE=1SV=3

Nuclear autoantigenic sperm protein OS=Mus
musculus OX=10090 GN=Nasp PE=1 SV=2

115,2726

143908,7

286,1977

30349,55

921,22

15120,24

1231,054

1134,909

104,4211

50300,97

36940,55

1095,443

12946,87

0,018966

1841,492

877,5504

63,40401

7361,24

3884,732

47,29598

138021

1236,23

6,064169

30480,46

522,2668

10587,45

570,7149

889,2925

132,2503

43416,67

31238,69

1176,873

9175,15

1,159728

1001,466

941,8892

321,5834

8679,875

3175,583

40,10666

117064,2

1200,108

14,6981

34681,39

252,8323

10809,6

991,0758

1086,205

132,2541

38378,23

18710,52

1029,431

10185,44

0,018376

881,5852

879,4939

658,6709

6356,909

2558,223

3,070477

124935,8

1413,314

3,512372

17293,21

445,4461

25669,66

1921,085

62,25541

37549,31

28735,47

960,0625

8879,134

3,634491

919,4629

1020,736

441,6742

4779,236

3687,741

22,30207

126435,5

450,2783

5,556673

27130,11

615,7162

12110,04

800,2476

1428,081

110,0319

45920,89

26848,46

1261,675

12743,92

2,028508

1068,113

947,3561

394,3263

7592,711

3745,616

54,57913

165308,5

1010,068

6,695546

26325,8

670,3257

14166,62

2093,577

956,1677

118,654

55745,92

33538,8

1112,267

8469,343

0,023829

1621,677

1049,982

399,7245

7780,45

3691,557

41,44661

131298,4

1131,244

17,48366

12822,51

634,5721

12159,65

17,32755

3178,876

5,371783

47269,12

34750,58

774,3537

4356,595

48,6343

1460,687

992,0184

634,2509

4757,803

3901,405

44,62237

135235,2

928,8875

2,965559

18280,63

498,9792

12863,29

1301,406

2018,847

111,4661

40492,38

31933,94

1047,361

8661,4

0,717973

1386,323

936,3115

388,243

5378,455

2851,52



008582;A0A2R8VI47

Q9WV54;D37505

F8VPU6

Q9D666;D3YUW9S;Q3TSM1

Q6VGS5

Q6P373

Q9D695

008810;A2AH85;G3UXK8;G3UZ3
4

AOAOU1RNUO

P67778;Q55QG5
Q91YH5;A0A494BAU1;A0A494BA
X8;E9PYT3

P51174;A0A0R4J083
Q8VHMS5;A2AWA40;A2AW41;F7B5
B5;S4R1E9;VOGWWS3
Q5SUD9;Z4YKQ3

P62751

P62821;Q55W86;Q55SW87;Q55W
88

Q8BRH0;G5E8C4

Q8ROGY

P15864

Q8BRM2;A0A087WQS3

23

23

14

31

59

45

13

12

49

24

27

58

45

17

20

15

10

149,7819

169,6853

69,9833

20,8796

173,442

5,2236

9,831

448,2461

315,5926

80,8806

78,4544

342,5736

20,4631

135,932

185,0152

31,6655

356,2773

192,588

17,0854

0,502077

0,502104

0,503034

0,503557

0,503818

0,504311

0,504378

0,504378

0,504481

0,504547

0,504934

0,505022

0,505305

0,505404

0,50588

0,505887

0,505936

0,506985

0,507031

0,507185

1,057666

1,127601

1,644824

1,39262

2,369509

1,28235

1,3011

1,103236

1,038872

1,126632

1,319046

1,174306

1,06225

1,291436

1,179878

1,074006

1,247174

1,717681

3,826505

1,695339

GTP-binding protein 1 0S=Mus musculus
0X=10090 GN=Gtpbp1 PE=1 SV=2

Acid ceramidase OS=Mus musculus OX=10090
GN=Asah1 PE=1 SV=1

Ubiquitinyl hydrolase 1 0S=Mus musculus
0X=10090 GN=Usp9y PE=1 SV=1

SUN domain-containing protein 1 0S=Mus
musculus OX=10090 GN=Sun1 PE=1 SV=2
Protein Daple OS=Mus musculus OX=10090
GN=Ccdc88c PE=1 SV=1

Peroxynitrite isomerase THAP4 OS=Mus
musculus OX=10090 GN=Thap4 PE=1 SV=1
Serpin B7 OS=Mus musculus OX=10090
GN=Serpinb7 PE=2 SV=1

116 kDa U5 small nuclear ribonucleoprotein
component 0S=Mus musculus OX=10090
GN=Eftud2 PE=1 SV=1

Protein FAM71E1 OS=Mus musculus OX=10090
GN=Fam71el PE=4 SV=1

Prohibitin 1 0S=Mus musculus OX=10090
GN=Phb1 PE=1SV=1

Atlastin-3 0S=Mus musculus OX=10090
GN=AtI3 PE=1 SV=1

Long-chain specific acyl-CoA dehydrogenase,
mitochondrial 0S=Mus musculus 0X=10090
GN=Acadl PE=1 SV=2

Heterogeneous nuclear ribonucleoprotein R
0S=Mus musculus OX=10090 GN=Hnrnpr PE=1
Sv=1

Bardet-Biedl syndrome 12 protein homolog
0S=Mus musculus 0X=10090 GN=Bbs12 PE=3
Sv=2

60S ribosomal protein L23a OS=Mus musculus
0X=10090 GN=Rpl23a PE=1 SV=1

Ras-related protein Rab-1A OS=Mus musculus
0X=10090 GN=Rab1A PE=1 SV=3

Protein O-mannosyl-transferase TMTC3
0S=Mus musculus OX=10090 GN=Tmtc3 PE=1
Sv=2

Nuclear pore complex protein Nup133 OS=Mus
musculus OX=10090 GN=Nup133 PE=1 SV=2
Histone H1.2 0S=Mus musculus OX=10090
GN=H1-2 PE=1 SV=2

RAB6-interacting golgin OS=Mus musculus
0X=10090 GN=Gorab PE=1 SV=1

4101,523

12972,59

1693,505

466,865

535,0468

521,4839

142,3373

10712,97

478,1139

34103,59

639,1484

5456,847

9861,295

188,0313

17514,96

2028,874

764,8405

2853,445

71,93538

104,6457

4204,762

9397,235

1898,658

427,4258

3049,866

451,4335

105,1025

10384,75

279,5071

27561,29

441,7199

3708,873

8673,737

252,421

15114,39

1576,715

709,1761

2967,417

177,7949

46,82716

4264,857

9289,187

1401,196

487,9954

338,0055

299,1202

55,26133

6328,063

314,7036

22537,29

572,5287

4154,561

7648,69

391,7261

15189,31

1656,39

413,1357

3445,064

124,5416

88,35344

3997,492

10026,7

2444,919

122,0413

1076,634

631,2965

120,9176

8284,622

574,5143

26023,93

669,4281

3952,761

8512,789

280,1111

11276,11

1428,104

651,3794

11863,16

319,1811

133,9734

4551,454

10458,24

1359,664

389,7633

674,0923

370,0238

84,62155

10316,67

296,4387

26727,48

434,3397

4250,153

8432,244

304,8209

18526

1805,212

110,0413

2366,055

134,2709

290,439

3873,81

10007,18

1720,04

326,1214

1018,412

626,4504

120,4071

10517,33

587,7633

34523,48

556,9185

5285,151

9456,405

137,0335

11938,52

1848,07

929,7824

3388,382

208,8798

78,52862

3567,287

7405,857

1046,738

742,9737

584,2784

655,7339

150,2499

9143,145

24658,26

1082,347

5672,068

7878,977

163,1734

11137,8

1905,213

475,4393

3393,95

2152,836

142,9973

3672,733

9097,224

1566,693

636,0989

149,76

788,5324

167,664

9376,427

701,0169

25020,37

667,1884

4082,961

8872,237

256,2531

9917,404

1624,138

520,1645

3152,551

157,515

121,7523



Q99MI1;F8VPM7;VOGWTE;VIGX
53;V9GXFO;VOGXH3;VIGXP8

E9Q8T1;A0A140LHH8;A0A140LIQ
6;A0A1L1SS37;Q9JJGO

Q6ZQF0
Q8BTI8;A0A087WPS9;A0A087WR
X8;A0A3B2W3Z4

Q64279
Q921M7;A0A2I3BRN5;Q8BHZ0
Q62421;A0A0R4J0B8;J3QQ08;)3
QQ44
Q8BH97;A0A1BOGR86;A0A1BOGR
10;A0A1B0GS22

P17047

A3KGI3;Q66JQ7

P99024;G3UZR1

Q7TSY8

Q56976;F6YH92;F6YSQ2;Q8BZN7

Q99N96;Q9D3F3
P67871;G3UWU5;G3UXG7;G3UX
U2;G3UZA4;G3UZJ5;G3UZX4

Q3V3R1
Q8BP47;A0A494B927;A0A494B94
9;A0A494B996;A0A494B9G0;A0A
494BAWG6;A0A494BAX5;A0A494B
B89;A0A498WGK2

22

44

12

94

20

21

24

188

10

41

13

16

58

36

16

13

12

23

10

109,144

204,4544

48,0744

606,7636

4,8865

146,3662

30,9223

125,7012

26,5323

120,1606

691,776

61,5598

265,2849

66,6765

133,0056

424,0334

269,0125

0,50751

0,507858

0,508011

0,508102

0,508511

0,508607

0,508783

0,509012

0,509281

0,509778

0,509992

0,510525

0,5107

0,51148

0,511525

0,511707

0,511712

1,326061

1,075125

1,130403

1,161957

1,284388

1,08688

1,114186

44,09299

1,266982

2,365651

1,204169

1,250089

1,306993

1,107146

1,206872

1,211736

1,124494

ELKS/Rab6-interacting/CAST family member 1
0S=Mus musculus OX=10090 GN=Erc1 PE=1
Sv=1

Transforming acidic coiled-coil-containing
protein 2 0S=Mus musculus OX=10090
GN=Tacc2 PE=1 SV=1

DNA topoisomerase 2-binding protein 1
0S=Mus musculus OX=10090 GN=Topbp1 PE=1
Sv=2

Serine/arginine repetitive matrix protein 2
0S=Mus musculus 0X=10090 GN=Srrm2 PE=1
Sv=3

Heart- and neural crest derivatives-expressed
protein 1 0S=Mus musculus OX=10090
GN=Hand1 PE=1 SV=1

CYFIP-related Racl interactor B OS=Mus
musculus OX=10090 GN=Cyrib PE=1 SV=1
Endophilin-A3 0S=Mus musculus OX=10090
GN=Sh3gI3 PE=1 SV=1

Reticulocalbin-3 0S=Mus musculus OX=10090
GN=Rcn3 PE=1 SV=1

Lysosome-associated membrane glycoprotein
2 0S=Mus musculus OX=10090 GN=Lamp2
PE=1SV=2

Kinetochore scaffold 1 0S=Mus musculus
0X=10090 GN=Knl1 PE=1 SV=1

Tubulin beta-5 chain 0S=Mus musculus
0X=10090 GN=Tubb5 PE=1 SV=1

Shugoshin 2 0S=Mus musculus 0X=10090
GN=Sgo2 PE=1SV=1

Thyroid hormone receptor-associated protein
3 0S=Mus musculus OX=10090 GN=Thrap3
PE=1SV=1

39S ribosomal protein L1, mitochondrial
0S=Mus musculus OX=10090 GN=Mrpl1 PE=1
SvV=2

Casein kinase Il subunit beta 0S=Mus musculus
0X=10090 GN=Csnk2b PE=1 SV=1
Monofunctional C1-tetrahydrofolate synthase,
mitochondrial 0S=Mus musculus OX=10090
GN=Mthfd1l PE=1 SV=2

Asparagine--tRNA ligase, cytoplasmic OS=Mus
musculus OX=10090 GN=NARS1 PE=1 SV=2

22219,53

5454,984

862,7259

8641,118

7108,23

11791,55

815,6769

4429,71

391,2561

5982,079

4530,976

3116,703

3220,034

630,7498

17990,04

4604,944

14059,4

5641,126

496,5945

6994,78

8701,373

11771,79

898,7897

3920,785

1153,385

8726,738

2889,185

3420,313

2595,592

736,5787

13303,34

4067,78

13965,77

5113,078

750,9398

7136,108

9763,65

9715,608

667,2835

44,82144

8617,537

452,1821

10479,75

3471,262

3034,709

2440,011

702,4196

8002,43

4901,531

9955,773

5880,975

839,9558

6031,011

7314,749

13922,59

830,655

6,126662

6243,178

2450,135

7270,832

2425,158

1390,444

3141,535

576,3566

11603,68

3158,1

19318,58

5758,561

721,6972

6562,55

12283,1

11551,69

621,0699

5706,442

224,1742

9707,648

3263,721

2762,52

2501,018

778,1036

11117,3

5265,589

11038,47

5337,772

969,058

5781,836

8582,565

12939,52

769,549

15,50514

5560,02

406,773

6965,101

3513,113

4380,235

3212,471

628,1812

15759,45

3529,137

4899,842

4279,736

757,6142

6038,053

3585,762

13104,22

769,3211

2208,454

2284,937

611,8266

5484,572

1614,673

988,6872

2695,02

215,6893

11357,39

3904,243

10141,07

5693,519

886,5634

6811,759

11750,42

13706,98

723,2462

22,49487

7301,274

637,0289

6780,601

2261,003

3458,38

2859,67

693,1706

11932,72

3661,716



Kinesin heavy chain isoform 5C 0S=Mus

P28738;A2ARDA 88 11 589,5398 0,512391 1,160421 musculus OX=10090 GN=Kif5c PE=1 SV=3 9450,356 6206,149 8227,099 6315,315 7615,634 7156,256 5220,78 6031,437
Anamorsin 0S=Mus musculus OX=10090
Q8WTY4;E0CYY1;F7BWPL 20 5 138,035 0,512425 1,130262 GN=Ciapin1 PE=1 SV=1 14598,07 12332,51 12917,01 10355,77 13929,44 8510,146 12291,02 10528,03
25 11 168,8029 0,512498 1,17152 Delta-aminolevulinic acid dehydratase 05=Mus 4221,619 4047,292 2739,512 3468,632 4604,324 2776,54 3355,909 3315,069
P10518 musculus OX=10090 GN=Alad PE=1 SV=1
Q08122;E0CXS2;EOCXSI;EOCXUL;
EOCY14;F6TS96;F8WIE2;J3KMT7; 14 1 70,533  0,513561 1,678856 Transducin-like enhancer protein 3 0S=Mus 698,1243 411,9955 339,281 231,3348 752,2687 331,8952 1356,73 380,8187
Q3TY99 musculus OX=10090 GN=Tle3 PE=1 SV=3
P97300;A0A0A0MQNS8;H3BIX4;H Neuroplastin 0S=Mus musculus OX=10090
3BKA7:ZAYLB7 11 1 47,1823 0,513925 1,298603 GN=Nptn PE=1 SV=3 3057,504 2053,536 2169,513 1726,96 2527,568 2528,621 2814,072 1069,241
Ankyrin repeat domain 50 (Fragment) OS=Mus
F7BES4;AGH6)9 4 1 26,5741 0,514007 2,029804 musculus OX=10090 GN=Ankrd50 PE=1 SV=1 67,90573 7,265897 84,71731 964,7828 367,8138 7,849382 0 178,4159
GTP-binding protein SAR1b OS=Mus musculus
Q9CQCY;AOATW2P720 21 5 145,5539 0,514769 1,186016 OX=10090 GN=Sar1b PE=1 SV=1 2299,914 1911,209 2937,461 1723,471 3412,738 2192,289 1840,603 2386,056
Cyclin-dependent kinase inhibitor 1C
1 1 3,6132 0,515301 3,921718 (Fragment) 0S=Mus musculus OX=10090 232,0908 333,1253 267,2027 133,7369 3084,126 165,6555 272,5933 226,6837
AOA140LI83 GN=Cdknlc PE=4 SV=1
Myosin phosphatase Rho-interacting protein
64 5 361,0007 0,515928 2,757092 OS=Mus musculus OX=10090 GN=Mprip PE=1 38,4647 124,8761 1168,859 1475,075 179,4642 111,2249 474,1475 508,2879
Q5SWZ5;F6S510;F6XZM9;P97434 Sv=1
Eukaryotic translation initiation factor 3
19 6 132,8112 0,515933 1,125743 subunit F 0S=Mus musculus OX=10090 7770,384 7725,822 6996,241 5658,768 8219,095 6677,272 5608,373 6515,936
Q9DCH4 GN=Eif3f PE=1 SV=2
Proteasome subunit alpha type-1 OS=Mus
QOR1P4;AOALBOGS70 26 5 177,3105 0,516236 1,115619 musculus OX=10090 GN=Psmal PE=1 SV=1 6210,923 5589,194 4982,844 4667,146 6385,983 3981,512 4185,345 4674,255
Mitogen-activated protein kinase kinase kinase
6 1 29,371  0,51673 12,60514 9 OS=Mus musculus OX=10090 GN=Map3k9 0 85,62883 0 33,23256 0 46,1089 1364,579 43,39562
Q3U1V8;A0A1Y7VKX4 PE=2 SV=2
P97479;A0A0R4J113;A0A0U1RPX Unconventional myosin-Vlla 0S=Mus musculus
7,Q5MJ56 23 2 118,4993 0,517041 1,167693 OX=10090 GN=Myo7a PE=1 SV=2 2207,934 2154,894 1789,938 1633,598 2111,403 2045,331 1835,562 1431,114
Zinc finger protein ZPR1 OS=Mus musculus
Q62384;F8WHU9 4 1 21,2654 0,517328 1,371909 OX=10090 GN=Zpr1 PE=1 SV=1 760,2939 1740,061 2269,985 1328,63 2605,947 2580,525 1708,386 1472,372
P80315;G3UXF3;G3UXG2;G3UYW T-complex protein 1 subunit delta 0S=Mus
5,G5E839 67 22 445,0596 0,517783 1,150699 musculus OX=10090 GN=Cct4 PE=1 SV=3 62035,95 50151,19 47753,6 51587,14 55475,63 47265,18 26596,06 54488,61
Mitochondrial import inner membrane
P62075;A0A1W2P756;A0A1W2P 6 2 46,7514 0,518353 2,574562 translocase subunit Tim13 OS=Mus musculus 273,6328 225,9866 267,7953 920,7376 232,7137 176,5833 1530,688 212,4886
7H2 0X=10090 GN=Timm13 PE=1 SV=1
Pecanex-like protein 3 0S=Mus musculus
Q8VI59 5 1 24,2676 0,518711 1,846544 OX=10090 GN=Pcnx3 PE=1 SV=2 0 86,78403 134,3515 384,4648 47,12005 256,4244 13,93404 465,8197
Transcription activator BRG1 OS=Mus
Q3TKT4;A0AOR4I170 66 4 411,5654 0,518975 1,148548 musculus OX=10090 GN=Smarca4 PE=1 SV=1 14891,42 11438,61 9646,558 9273,409 11837,7 11228,35 9977,679 9910,9
MICOS complex subunit Mic27 OS=Mus

14 1 102,9816 0,519033 1,141016

Q78IK4;B1AV14 musculus OX=10090 GN=Apool PE=1 SV=1 379,536 304,5902 312,3797 402,7202 278,6209 430,7259 367,3364 295,8968
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Enoyl-[acyl-carrier-protein] reductase,
mitochondrial 0S=Mus musculus OX=10090
GN=Mecr PE=1 SV=2

Symplekin 0S=Mus musculus 0X=10090
GN=Sympk PE=1 SV=2

Protein KIBRA OS=Mus musculus OX=10090
GN=Wwcl PE=1SV=1

Transgelin-2 0S=Mus musculus OX=10090
GN=TagIn2 PE=1 SV=4

Ski oncogene 0S=Mus musculus OX=10090
GN=Ski PE=1 SV=2

Phosphoglycerate kinase 1 0S=Mus musculus
0OX=10090 GN=Pgk1 PE=1 SV=4

Ubiquitin carboxyl-terminal hydrolase isozyme

L1 OS=Mus musculus 0X=10090 GN=Uchl1
PE=1SV=1

Uncharacterized protein C7orf50 homolog
0S=Mus musculus OX=10090 PE=1 SV=3
Thioredoxin-related transmembrane protein 1
0S=Mus musculus OX=10090 GN=Tmx1 PE=1
Sv=1

60S acidic ribosomal protein P1 0S=Mus
musculus OX=10090 GN=Rplp1 PE=1 SV=1
GTPase-activating protein and VPS9 domain-
containing protein 1 0S=Mus musculus
0X=10090 GN=Gapvd1 PE=1 SV=2
Dipeptidyl peptidase 8 0S=Mus musculus
0X=10090 GN=Dpp8 PE=1 SV=1
Inositol-1-monophosphatase OS=Mus
musculus OX=10090 GN=Impal PE=1 SV=1
Kinesin-like protein KIF15 OS=Mus musculus
0OX=10090 GN=Kif15 PE=1 SV=1

Protection of telomeres protein 1 0S=Mus
musculus OX=10090 GN=Pot1b PE=1 SV=1
Thimet oligopeptidase 0S=Mus musculus
0X=10090 GN=Thop1 PE=1 SV=1
Transportin-1 0S=Mus musculus OX=10090
GN=Tnpol PE=1 SV=2

Zinc finger and SCAN domain containing
protein 4D OS=Mus musculus OX=10090
GN=Zscan4d PE=2 SV=1

Beta-enolase 0S=Mus musculus 0X=10090
GN=Eno3 PE=1 SV=3

U6 snRNA-associated Sm-like protein LSm3
0S=Mus musculus OX=10090 GN=Lsm3 PE=1
Sv=2

1359,402

4162,023

58325,96

81,49918

13560,52

7689,686

1489,668

54791,51

3775,08

79,58495
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319,5987

1151,684

8401,148

602,3231

56073,94

600,1263

10606,15

8936,254

1435,964

75,64765

50653,36

2339,849

136,0841

1355,829

226,2686

24529,9

806,5248

9263,014

6594,03

633,9813

362,2933

806,4464

12032,89

472,4651

44256,5

870,2093

9926,449

6930,667

525,9409

13,4562

32951,69

2365,468

172,9949

1032,474

159,2375

4593,029

607,9346

7679,133

4413,545

531,0326

439,1328

1136,466

3595,248

74292,08

365,432

12533,09

10173,1

1377,231

17,11025

58184,11

3364,69

7,180247

1442,566

166,3733

28784,9

481,2537

10912,76

10312,02

620,9766

331,9222

1168,917

7203,458

180,514

50588,81

430,3118

8485,175

5688,277

1035,858

27,48578

43848,18

2152,348

356,5566

1013,655

210,098

29486,75

1043,427

9031,26

7373,068

580,4326

281,687

837,2531
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53838,29

528,423

8313,653
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44924,55

1581,898
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1401,018
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5943,757
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420,7352
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6369,793

340,8269

57556,41

321,5459

11080,98

6221,706

1102,288

149,2083

45421,85

2394,643

267,4389

904,8343

150,7277

27606,97

591,2663

9249,963

3618,648

619,4828

556,8181



Heterogeneous nuclear ribonucleoprotein A/B

46 19 262,8896 0,525141 1,060011 OS=Mus musculus OX=10090 GN=Hnrnpab 77873,42 67764,9 60385,27 61462,05 73488,83 75181,67 67317,28 65498,2
Q99020;Q20BD0;Q80XR6 PE=1SVv=1
RNA-binding protein Musashi homolog 1
9 1 61,1458 0,525224 1,302206 OS=Mus musculus OX=10090 GN=Msil PE=1 108,7523 143,1327 355,4872 392,505 231,4277 384,6344 325,035 360,9493
Q61474;A0A0J9YU67;FBWIAS Sv=1
46 17 292,4543 0,525289 1,136649 Lysine--tRNA ligase OS=Mus musculus 11600,76 11329,02 9995,391 8933,119 12644,42 10018,16 6040,458 8123,021
Q99MN1;Q8R2P8 ! ! ! 0X=10090 GN=Kars1 PE=1 SV=1 ! ! ! ! ! ! ! !
ER membrane protein complex subunit 8
11 1 88,5206 0,525664 1,884363 0S=Mus musculus OX=10090 GN=Emc8 PE=1 242,584 1090,38 235,23 0 177,2581 1486,149 0 849,3486
070378;M0QWP2;MOQWYO0 Sv=1
P84078;D3YV25;E9Q2C2;P61205; ADP-ribosylation factor 1 0S=Mus musculus
Q8BSL7 29 12 208,5145 0,525973 1,086329 OX=10090 GN=Arf1 PE=1 SV=2 40871,27 41013,28 42388,25 34119,5 50987,31 41324,27 39814,55 38197,39
Hydroxymethylglutaryl-CoA lyase,
19 3 164,3004 0,526298 1,236553 mitochondrial 0S=Mus musculus OX=10090 1224,838 2241,743 1466,986 2020,781 126,157 2567,611 1648,276 1540,194
P38060 GN=Hmgcl PE=1 SV=2
A disintegrin and metalloproteinase with
1 1 8,2214 0,526409 1,262961 thrombospondin motifs 10 0S=Mus musculus ~ 1881,814 1855,909 1030,562 1935,387 1142,725 2062,453 1016,11 1086,612
P58459 0X=10090 GN=Adamts10 PE=2 SV=3
MAGE family member A13 0S=Mus musculus
Q99PA7 18 8 121,3225 0,527327 1,143391 OX=10090 GN=Magea13 PE=1 SV=1 5481,535 5478,225 4912,356 3688,325 6297,193 3936,236 4699,074 4799,54
Q91WU5;A0A494B985;A0A494B9 Arsenite methyltransferase OS=Mus musculus
D3 26 8 148,4884 0,527623 1,213816 OX=10090 GN=As3mt PE=1 SV=2 1020,166 1070,955 971,6555 1721,899 800,2483 968,2527 1065,756 1367,175
NAD(P) transhydrogenase, mitochondrial
Q61941;E9Q8F4;Q8BGK0;Q8CIV 52 12 351,3419 0,527643 1,115859 0OS=Mus musculus OX=10090 GN=Nnt PE=1 8432,228 5882,639 5737,158 7060,992 6680,708 6873,962 5818,09 6178,178
5 SV=2
Eukaryotic translation initiation factor 3
40 13 275,311 0,527833 1,129966 subunit E 0S=Mus musculus OX=10090 14815,9 14048,78 11782,16 10499,59 14997,63 9724,214 10553,68 10240,3
P60229 GN=Eif3e PE=1 SV=1
Rac GTPase-activating protein 1 0S=Mus
QOWVM1 20 3 114,629 0,527972 1,122986 musculus OX=10090 GN=Racgap1 PE=1 SV=1 1920,673 2137,691 1437,176 1715,024 1818,822 1893,927 1621,945 1594,712
Polyadenylate-binding protein-interacting
F6Y616;D3Z3J6;G3UYES5;G3UZ67; 11 2 59,2434 0,529183 1,847216 protein 1 0S=Mus musculus OX=10090 3614,928 2871,384 2634,296 2207,197 3207,579 2336,372 11295,09 2187,807
G3UZS6;Q8VE62 GN=Paipl PE=1 SV=2
A2A483;A2A482,A2NA84;A27185 9 1 38,707 0,529829 1,343641 Zinc finger, MYND-type-containing 8 0S=Mus 437,5629 796,5328 1198,331 287,9386 1003,443 1043,255 488,1511 1120,345
;E9Q8D1;Q3U1M7;Q3UH28 ! ! ! musculus OX=10090 GN=Zmynd8 PE=1 SV=1 ! ! ! ! ! ! ! !
Eukaryotic translation initiation factor 3
60 21 444,7729 0,530183 1,17071 subunit B 0S=Mus musculus OX=10090 11328,81 8753,531 10886,67 6731,929 10104,26 9343,752 6314,423 6441,05
Q8JZQ9;A0A0G2)G48 GN=Eif3b PE=1 SV=1
U1 small nuclear ribonucleoprotein A 0S=Mus
062189;D37056;D6RI83 17 7 120,089 0,530466 1,142516 musculus OX=10090 GN=Snrpa PE=1 SV=3 19501,27 14559,58 14441,51 14912,65 20431,79 16982,31 17482,33 13130,29
Chromodomain-helicase-DNA-binding protein
7 1 27,9446 0,530838 1,24808 7 OS=Mus musculus OX=10090 GN=Chd7 PE=1 2269,121 1999,45 1536,896 1272,31 1900,522 1649,363 608,4124 1512,636
A2AJK6 Sv=1
TSC22 domain family protein 4 OS=Mus
4 1 24,6245 0,531627 1,434868 34,0599 65,58988 72,52491 100,9856 72,11019 63,88651 86,31663 94,97243

Q9EQN3;D3YZZ4;F6VXN4 musculus 0X=10090 GN=Tsc22d4 PE=1 SV=2



ADP-ribosylation factor-like protein 1 0S=Mus
P61211;F8WIB1 8 ! 44,5069 0,532079 1,161543 musculus OX=10090 GN=Arl1 PE=1 SV=1
Zinc finger CCCH domain-containing protein 18
34 7 203,5198 0,532416 1,112025 OS=Mus musculus OX=10090 GN=Zc3h18 PE=1 7284,772 6368,549 5205,434 5134,393 5965,305 5061,556 4719,604 5829,627
QOP678;G3X8T2;H3BIWO;H3BJJ9 Sv=1
S-phase kinase-associated protein 1 0S=Mus
Q9WTX5;E9PUV4 B 4 110,5074 0,532541 1,400816 musculus OX=10090 GN=Skp1 PE=1 SV=3
Carnitine O-palmitoyltransferase 1, liver
14 3 89,9688 0,532798 1,240817 isoform 0S=Mus musculus OX=10090 1134,97 1907,673 1335,221 1353,507 2189,178 1211,533 1554,421 1057,969
P97742;A0A494BAD3 GN=Cptla PE=1SV=4
Eukaryotic translation initiation factor 1A, X-
13 1 100,3377 0,533148 1,152662 chromosomal 0S=Mus musculus OX=10090 4613,275 3187,728 4693,947 3349,64 4240,695 3519,001 4263,829 3111,586
Q8BMJ3;A0A1Y7VNGY;Q3UT53 GN=Eiflax PE=2 SV=3
Inositol-3-phosphate synthase 1 0S=Mus
musculus OX=10090 GN=Isynal PE=1 SV=1
Mitochondrial Rho GTPase 2 0S=Mus musculus
Q8JZN7 0X=10090 GN=Rhot2 PE=1 SV=1
P57780;A0A1L1SV25;A0A1L1SVIE Alpha-actinin-4 0S=Mus musculus OX=10090
;D3Z0L8;D32761;E9Q2W9 117 16 8239106 0,534439 1,135655 GN=Actn4 PE=1 SV=1
Dual specificity mitogen-activated protein
11 3 61,7431 0,534478 1,819291 kinase kinase 4 0S=Mus musculus OX=10090  314,5313 331,7131 377,6662 312,0231 240,06 447,2139 1397,74 345,439
P47809;B1ATL6 GN=Map2k4 PE=1 SV=2
Heterogeneous nuclear ribonucleoprotein L
58 1 364,2789 0,535539 1,133923 (Fragment) OS=Mus musculus OX=10090 2454,065 1939,731 1268,882 2135,442 2280,493 2318,812 2396,352 1846,813
G5E924;G3UY38;G3UY56 GN=Hnrnpl PE=1 SV=1
40S ribosomal protein S8 0S=Mus musculus
P62242 29 13 209,1081 0,535668 1,14988 OX=10090 GN=Rps8 PE=1 SV=2 31948,9 29282,52 26009,27 24083,57 32793,82 25606,8 15345 23068,19
Cardiac-enriched FHL2-interacting protein
2 1 8,9698  0,535686 1,257339 OS=Mus musculus OX=10090 GN=CEFIP PE=1 1893,39 1409,932 1102,695 999,2099 1666,14 1124,347 460,9074 1047,548
D371D3 Sv=1
Protein shisa-7 0S=Mus musculus OX=10090
GN=Shisa7 PE=1 SV=3
von Willebrand factor A domain-containing
4 1 22,527 0,536012 1,47452 protein 1 0S=Mus musculus 0X=10090 93,08055 151,6159 345,5397 238,7291 181,963 255,7968 245,9009 178,6131
Q8R27Z5 GN=Vwal PE=1SV=1
1-acyl-sn-glycerol-3-phosphate acyltransferase
6 1 33,2984 0,536233 1,350006 alpha OS=Mus musculus OX=10090 GN=Agpatl 497,736 886,406 692,6187 954,0585 50,6119 1476,923 859,9169 787,0736
035083;A0A0R4J263;G3UWV6 PE=1SV=1
Mitogen-activated protein kinase kinase kinase
14 1 80,1655 0,536468 1,225397 3 OS=Mus musculus OX=10090 GN=Map3k3 4656,377 2520,311 3841,945 3553,608 3980,152 2732,657 2485,861 3534,989
Q61084 PE=1SVv=1
Actin-related protein 2 0S=Mus musculus
0X=10090 GN=Actr2 PE=1 SV=1
Bleomycin hydrolase 0S=Mus musculus

Q8R0O16;E9PY26;E9PZH4;E9Q6V3 = 4 169,3306 0,537453 1,16886 0X=10090 GN=BImh PE=1 SV=1

1466,272 1047,732 1548,394 1181,445 1663,564 1853,349 1454,097 1119,939

669,6816 796,3807 783,2919 1314,644 646,1753 659,8683 1784,921 760,999

15 2 76,0745 0,533907 1,256973 8358,961 5973,774 5920,508 3775,704 6314,74 4609,687 3998,784 5560,886

Q9JHUYS

7 2 45,4855 0,534087 1,16089 625,0188 455,4404 455,9592 621,4036 462,6284 425,4612 626,2584 526,0823

27110,75 21923,96 16059,82 18208,81 20229,15 20480,85 16334,86 18940,12

2 1 13,5775 0,535958 1,26675 2712,575 2479,582 2110,622 2605,951 3143,485 1826,064 4317,927 2370,407

Q8C3Q5

26 6 169,6805 0,536831 1,111219 2148,466 1836,932 2417,868 1483,652 2148,231 2234,654 1846,291 1628,232

P61161

1009,699 1299,49 1469,169 1277,025 1679,234 1012,758 362,768 1342,278



Phosphomevalonate kinase OS=Mus musculus

D3YXP6;Q9D1G2 2 1 10,569 0,537729 1,093119 OX=10090 GN=Prmvk PE=1 SV=1 2913,935 2337,119 2871,779 2316,993 2861,564 2152,183 2297,831 2238,918
Q9DAW9;A0A0G2JDV8;A0A0G2JF Calponin-3 0S=Mus musculus OX=10090
C8;A0A0G2JFG3;A0A0G2JFIG 24 9 177,421 0,53791 1,109787 GN=Cnn3 PE=1 SV=1 3949,401 4686,064 5483,932 3900,27 5836,855 4590,201 4304,489 4483,17
Cytoplasmic tRNA 2-thiolation protein 2
7 1 36,8234 0,538014 2,575152 OS=Mus musculus OX=10090 GN=Ctu2 PE=1 943,0196 44,60786 283,0983 487,3916 51,30471 107,3426 220,4116 328,2556
Q3U308;G3UXB4 Sv=1
Heterogeneous nuclear ribonucleoprotein A3
65 27 414,699 0,538222 1,105441 OS=Mus musculus 0X=10090 GN=Hnrnpa3 38752,32 30998,3 31020,55 29709,71 30538,19 34710,7 27293,14 25493,15
Q8BGO05;A2AL12;A2AL13 PE=1SV=1
Sec24-related gene family, member B (S.
29 5 206,5892 0,538711 1,097127 cerevisiae) 0S=Mus musculus OX=10090 1547,875 1713,873 1942,944 1864,993 1392,914 1610,951 1785,885 1863,739
Q80ZX0;F6YINS GN=Sec24b PE=1 SV=1
Ankyrin repeat domain-containing protein 10
3 1 25,8397 0,538743 1,767762 OS=Mus musculus OX=10090 GN=Ankrd10 11,0141 26,85641 28,59266 49,19142 4,45354 27,41236 19,88819 13,6702
Q99LW0;Q8BG46 PE=2 SV=2
Death domain-associated protein 6 (Fragment)
1 1 5,0029 0,538886 1,220632 0S=Mus musculus OX=10090 GN=Daxx PE=1 ~ 268,8909 229,5215 202,3638 298,5971 284,6437 367,6941 230,9661 336,5634
G3Uwl14 Sv=8
Q2KN98;A0A0R4J0J8;A0A1IW2P7 Cytospin-A OS=Mus musculus OX=10090
26 2 127,2101 0,538888 1,165397 196,9261 389,5988 602,7928 291,5514 554,6848 429,5823 343,3774 398,1567
85 GN=Speccll PE=1 SV=1
Phosphoribosyl pyrophosphate synthase-
24 6 174,2652 0,539627 1,263709 associated protein 2 0S=Mus musculus 1837,833 2230,159 2754,558 2090,743 1950,539 1907,333 2030,306 1851,049
Q8R574 0X=10090 GN=Prpsap2 PE=1 SV=1
Uncharacterized protein C170rf80 homolog
10 5 48,8022 0,540286 1,307705 OS=Mus musculus OX=10090 GN=D11Wsu47e 1853,774 1692,5 1894,522 1045,935 1632,661 1886,127 3569,208 1394,733
Q6PIX9;A2A6P6 PE=2 SV=3
60S ribosomal protein L6 0S=Mus musculus
P47911;A0A0J9YU32 48 35 219,8937 0,541171 1,084561 OX=10090 GN=Rpl6 PE=1 SV=3 36335,83 35858,14 35961,9 35380,57 42482,77 30841,49 28541,42 30479,56
Proteasome assembly chaperone 2 0S=Mus
QEST4 3 1 17,1491 0,541217 1,101675 musculus OX=10090 GN=Psmg2 PE=1 SV=1 3224,806 3550,993 4451,516 3261,99 4106,263 2758,197 3358,451 3127,013
Heterogeneous nuclear ribonucleoprotein A1l
76 32 393,6764 0,541245 1,095469 OS=Mus musculus OX=10090 GN=Hnrnpal 82793,33 91644,68 88910,95 91976,87 94340,11 108806,2 84053,99 83758,35
P49312;Q5EBP8 PE=1SV=2
AOA3B2W433;A0A5H1ZRL0;Q8CO Lebercilin-like protein 0S=Mus musculus
X0 3 1 20,9992 0,54142 1,179985 OX=10090 GN=Lca5| PE=3 SV=1 5289,391 4804,155 4030,593 6482,211 4660,032 4448,393 7537,834 3970,07
Exocyst complex component 4 OS=Mus
035382;Q8C391;Q9CXE1 16 2 100,6182 0,542762 1,375754 musculus OX=10090 GN=Exoca PE=1 SV=2 359,7966 531,4832 659,6002 421,0793 305,0558 576,563 1212,828 398,845
Q9D662;A2AN97;A2AN98;A2AN9 Protein transport protein Sec23B OS=Mus
9;A2ANAO 35 8 239,8172 0,543143 1,084483 musculus OX=10090 GN=Sec23b PE=1 SV=1 2780,713 2499,492 2799,192 2476,048 1973,233 2515,743 2859,293 2886,82
[F-actin]-monooxygenase MICAL2 OS=Mus
Q8BMLL 20 3 90,1567 0,543471 1,334954 musculus OX=10090 GN=Mical2 PE=1 SV=2 2009,243 1699,76 974,8583 1003,233 1565,671 1987,956 1391,212 716,4618
Uncharacterized protein 0S=Mus musculus
AOA7NIVRCA 25 2 123,2166 0,543911 1,225267 OX=10090 GN=Eppk1 PE=3 SV=1 414,06 649,5703 474,0881 375,6782 491,4195 415,5572 304,3505 511,8963

E3 ubiquitin-protein ligase UHRF1 OS=Mus
53 14 389,7329 0,544109 1,193541

Q8VDF2;E9Q5Y5 musculus OX=10090 GN=Uhrf1 PE=1 SV=2 4549,24 3717,387 2580,199 3310,078 3376,112 2942,544 4987,106 2764,254



Q9QX47;HI9KV00;HIKVO1;HIKVC

2;H9KV15

Q64378;A0A3B2WBD2

Q99MmM31

Q5QNQ6

P47962;D3YYV8

Q91XY3

Q9oD3P1

P20108

P10287

Q99L45;E0CXI3

Q8BK67;A2AWQ2

Q8CGC7;A0A0A6YWA4;A0A0AGY
WH3

Q9WVK4

Qo9LI7

F6VYQ6
Q923D2;A0A0U1RPU7;E9PZC3;ES
PzC4

Q3V086;061496

Q99K95

P99027;A0A5F8MPY2

E9PV04;A0A0N4SVMS5

Q8BH95

14

21

27

40

10

24

35

47

134

27

13

14

26

47

26

11

13

15

46

10

10

73,0897

116,6309

144,7563

19,7987

248,5128

32,7714

56,3462

150,4964

21,8028

252,8114

291,5516

988,8853

158,9315

53,8839

81,7381

25,2615

71,9964

9,7803

113,1028

296,0124

177,3964

0,544219

0,544327

0,544434

0,544528

0,544792

0,545233

0,545586

0,545648

0,545673

0,546132

0,546545

0,54655

0,547169

0,548055

0,549026

0,549045

0,54965

0,549746

0,550048

0,550563

0,550622

1,202661

1,165602

1,172248

1,276456

1,143779

4,832512

1,494324

1,110433

1,332852

1,065921

1,092509

1,142934

1,140563

1,053866

1,547449

1,103263

1,226164

1,309925

1,111161

2,03194

1,139383

Protein SON OS=Mus musculus OX=10090
GN=Son PE=1 SV=2

Peptidyl-prolyl cis-trans isomerase FKBP5
0S=Mus musculus OX=10090 GN=Fkbp5 PE=1
Sv=1

Heat shock 70 kDa protein 14 0S=Mus
musculus OX=10090 GN=Hspal4 PE=1 SV=2
Oxysterol-binding protein 2 0S=Mus musculus
0X=10090 GN=0Osbp2 PE=1 SV=1

60S ribosomal protein L5 OS=Mus musculus
0X=10090 GN=Rpl5 PE=1 SV=3
Protocadherin gamma A5 OS=Mus musculus
0X=10090 GN=Pcdhga5 PE=2 SV=1
Trichohyalin-like protein 1 0S=Mus musculus
0X=10090 GN=Tchhl1 PE=2 SV=2
Thioredoxin-dependent peroxide reductase,
mitochondrial 0S=Mus musculus OX=10090
GN=Prdx3 PE=1 SV=1

Cadherin-3 0S=Mus musculus OX=10090
GN=Cdh3 PE=1 SV=2

Eukaryotic translation initiation factor 2
subunit 2 0S=Mus musculus 0X=10090
GN=Eif2s2 PE=1 SV=1

Protein RCC2 OS=Mus musculus 0X=10090
GN=Rcc2 PE=1 SV=1

Bifunctional glutamate/proline--tRNA ligase
0S=Mus musculus OX=10090 GN=Eprs1 PE=1
Sv=4

EH domain-containing protein 1 0S=Mus
musculus OX=10090 GN=Ehd1 PE=1 SV=1
Cleavage stimulation factor subunit 3 0S=Mus
musculus OX=10090 GN=Cstf3 PE=1 SV=1
Exosome component 10 0S=Mus musculus
0X=10090 GN=Exosc10 PE=1 SV=1

Flavin reductase (NADPH) OS=Mus musculus
0X=10090 GN=Blvrb PE=1 SV=3

RNA helicase 0S=Mus musculus OX=10090
GN=Ddx4 PE=1 SV=1

Replication termination factor 2 0S=Mus
musculus OX=10090 GN=Rtf2 PE=1 SV=1

60S acidic ribosomal protein P2 OS=Mus
musculus OX=10090 GN=Rplp2 PE=1 SV=3
RNA helicase 0S=Mus musculus OX=10090
GN=Eif4a3l1 PE=3 SV=2

Enoyl-CoA hydratase, mitochondrial 0S=Mus
musculus OX=10090 GN=Echs1 PE=1 SV=1

565,2106

1422,137

9939,346

305,1126

8384,986

921,9844

22759,23

12,99729

7379,469

2721,315

24843,03

6490,11

8391,751

270,3285

424,4681

6655,951

4062,767

17327,91

574,5679

9128,099

736,2993

813,8735

10369,01

606,7137

7970,358

1156,082

21851,57

41,17256

8751,488

2940,827

22777,51

6207,591

7717,381

259,7775

342,5875

3591,56

1382,255

15105,47

134,8582

7762,19

744,6906

1172,694

6892,914

595,5956

6758,018

9,326823

923,1407

15782,99

44,17256

9166,565

3282,942

18765,93

4996,818

7064,246

301,4962

805,7285

4324,239

2420,737

15984,26

350,8149

5436,228

592,3774

705,1137

7103,947

678,4041

5322,485

32,43122

52,91014

19768,74

222,2978

8191,016

2719,023

17645,31

4402,359

7760,705

76,73847

376,3083

462,1691

2228,653

11682,5

1489,673

7218,4

522,0519

1251,596

8754,34

660,4335

8055,781

21,17973

696,1843

21445,72

10216,91

3706,419

23871,4

6338,84

8252,316

80,86503

1077,133

4712,413

2683,464

16779,67

237,0071

7060,221

833,3952

1177,578

7340,882

500,6985

6383,643

968,6718

25370,49

25,50998

8705,072

2515,846

19605,66

4782,384

7743,313

720,096

365,7464

3657,265

1944,173

13807

300,7974

9443,523

291,6821

889,2329

6579,623

811,5779

4985,957

40,01985

1,158522

18722,04

215,9578

7950,956

3400,527

12195,82

3796,027

6913,737

232,6835

3509,971

3784,211

14626,88

162,2353

7166,927

633,6738

1151,11

6589,623

817,4015

5435,934

140,5966

377,7967

21147,2

71,69706

8823,192

2898,367

17850,01

4456,41

7120,956

119,6931

662,0491

4056,728

2446,636

13478,05

554,876

6922,545



Proton-coupled amino acid transporter 1
1 1 7,155  0,550661 1,155849 OS=Mus musculus OX=10090 GN=SIc36al PE=2 2506,237 1656,252 1177,268 1753,205 1754,383 2204,832 1905,28 1916,085
Q8K4D3;Q5F228 Sv=1
Proteolipid protein 2 0S=Mus musculus

Q9R1Q7 9 4 20,4372 0,551378 1,509048 OX=10090 GN=PIp2 PE=1 SV=1 902,9296 1111,218 1145,157 89,6028 832,5206 973,0245 84,44826 987,657
Staphylococcal nuclease domain-containing
95 23 599,1926 0,551551 1,068747 protein 1 0S=Mus musculus OX=10090 19904,79 22858,84 19137,91 20532,82 23833,86 20259,63 19566,78 21679,04
Q78PY7;Q3TJ56 GN=Snd1 PE=1SV=1
NACHT, LRR and PYD domains-containing
26 3 137,5799 0,552454 1,501171 protein 4C OS=Mus musculus OX=10090 2046,603 367,9831 865,2203 602,6589 1071,935 790,8439 135,4279 588,0841
Q3TKR3 GN=NIrp4c PE=2 SV=1
Small ubiquitin-related modifier 1 0S=Mus
P63166;A0A087WRQ4 9 1 38,3474 0,552509 1,095999 musculus OX=10090 GN=Sumo1 PE=1 SV=1 12904,64 10625,74 9049,65 9077,318 11275,12 10571,72 11123,12 9715,405
P62270;A0A1Y7VKY1;A0A3Q4EG 40S ribosomal protein S18 OS=Mus musculus
P3.F6YVP7:SARING 34 19 159,1628 0,552608 1,104741 OX=10090 GN=Rps18 PE=1 SV=3 20141,84 20466,87 20844,78 18098,73 23904,21 19231,72 25061,79 19686,89
Protein disulfide-isomerase A3 OS=Mus
P27773;F6Q404 136 73 691,873 0,553151 1,131921 musculus OX=10090 GN=Pdia3 PE=1 SV=2 72836,62 61682,79 53223,8 52410,36 59183,35 68194,44 29933,01 54853,8
60S ribosomal protein L24 OS=Mus musculus
Q8BP67 20 13 112,5041 0,553669 1,07052 OX=10090 GN=Rpl24 PE=1 SV=2 43899,91 38513,66 40375,32 34571,67 44612,54 35524,1 33422,39 33619,21
Cytochrome c oxidase assembly protein COX15
2 1 12,3922 0,553796 1,321722 homolog OS=Mus musculus OX=10090 80,65016 573,8691 206,4208 458,2077 0 919,5369 259,9625 305,5985
Q8BJO3 GN=Cox15 PE=1 SV=1
Condensin complex subunit 2 0S=Mus
Q8C156 17 5 103,9128 0,55414 1,235509 musculus OX=10090 GN=Ncaph PE=1 SV=1 2082,428 1216,612 1974,689 2268,332 1463,283 1453,731 1455,954 1994,848
Platelet-activating factor acetylhydrolase IB
AOA1L1SVKO;A0A1L1SQ76;A0A1L 10 5 78,8006 0,554648 1,139453 subunit alpha2 (Fragment) OS=Mus musculus ~ 2999,792 2285,551 2966,255 1905,191 2959,632 1690,546 2207,205 2056,355
1SQV7;A0A1L1SRD0;Q61206 0X=10090 GN=Pafah1b2 PE=1 SV=1
Predicted gene 20521 OS=Mus musculus
D3Z5F7 10 1 59,0639 0,554901 1,29108 OX=10090 GN=Gm20521 PE=3 SV=1 333,8581 449,7852 954,5783 615,828 562,6678 439,9121 732,0037 559,4924
Proteasome activator complex subunit 3
18 4 131,0978 0,55503 1,124125 0S=Mus musculus OX=10090 GN=Psme3 PE=1  5396,75 6049,705 6994,551 5608,894 7445,11 4721,442 4933,795 5239,402
P61290;A2A4)1;A2A4)3 Sv=1
38 7 270,6074 0,555053 1,067226 Tubulin—-tyrosine ligase-like protein 12 0S=Mus 9657,207 8386,587 8315,496 7403,663 9398,831 7681,954 7759,071 8820,819
Q3UDE2;F22423 musculus OX=10090 GN=Ttll12 PE=1 SV=1
Mitochondrial import inner membrane
20 6 146,0984 0,555442 1,186302 translocase subunit TIM50 OS=Mus musculus ~ 16179,97 8936,547 9752,71 10323,81 12283,48 10620,51 3378,915 11812,82
Q9oD880 0X=10090 GN=Timm50 PE=1 SV=1
Acyl carrier protein, mitochondrial 0S=Mus
QOCR21;F6ZFT1;F8WJ64 9 3 66,0153 0,555998 1,111149 musculus OX=10090 GN=Ndufab1 PE=1 SV=1 3206,256 2407,021 1930,428 2211,38 2557,616 2610,832 2480,683 3190,219
Guanine nucleotide-binding protein
26 5 185,7277 0,55628 1,090182 G(I)/G(S)/G(T) subunit beta-1 0S=Mus 18602,14 16634,37 18981,14 15732,42 21375,96 18625,11 21098,53 15157,65
P62874;H3BKR2;H3BLF7 musculus 0X=10090 GN=Gnb1 PE=1 SV=3
PRA1 family protein 3 0S=Mus musculus
Q8R5J9 11 3 76,9239 0,556505 1,14115 OX=10090 GN=Arl6ip5 PE=1 SV=2 10735,28 9362,461 8794,432 11856,39 6949,765 11035,85 5748,6 11974,11



Q3UIR3

Q9EP71;A0A2I3BPY7

P00493

Q8BG32;G3UWV7;G3UWW7;G3
UX15;G3UX67;G3UXL5;G3UYH2;
G3UYI14;G3UYL3;G3UYL8;G3UZ28
Q3TEI4;A0A1L1SRV4;AOAILISUR
6

P63028;D3YU75

Q9R1Q8

Q8R127;J3QNN5
Q9JHJO;A0A1L1SQ12;A0A1L1SR4
2
B1AUY3;B1AUX5;B1AUY2;E9PYSE

;Q3TE27,Q80268

AOAOG2JFT8

Q6PEV3;D3Z0K7

G3UXL2;Q9D7G0

Q8N9S3;A2AF81;A2AF82;F6S1R2

Q9D0T1

Q8K2J0;F7AAEO
Q8CD92;A0A3Q4EG57;A0A3Q4E
HV3;A0A3Q4L363

A3KGWO
Q9ESVO0;A0A1Y7VKX7;A0A1Y7VL
U4;F8WIJAO

19

20

38

20

19

21

16

10

40

22

14

11

13

22

11

37,5636

97,0118

141,0332

271,4284

14,459

100,7402

161,3031

119,8528

80,364

63,5113

224,2095

18,1792

121,324

94,7981

85,3458

42,7369

81,3097

14,3171

140,0995

0,557136

0,557547

0,557664

0,557992

0,558855

0,5589

0,559152

0,559307

0,559763

0,559998

0,5603

0,560455

0,560608

0,561578

0,562156

0,562233

0,563361

0,563383

0,563601

1,190953

1,19236

1,185039

1,110431

1,118061

1,152814

1,140293

1,126974

1,259308

1,249403

1,468554

1,375951

1,075123

1,228796

1,106004

1,364796

1,133934

1,284202

1,129364

E3 ubiquitin-protein ligase DTX3L OS=Mus
musculus OX=10090 GN=Dtx3| PE=1 SV=1
Ankycorbin 0S=Mus musculus 0X=10090
GN=Rail4 PE=1 SV=1

Hypoxanthine-guanine
phosphoribosyltransferase 0S=Mus musculus
0X=10090 GN=Hprt1 PE=1 SV=3

26S proteasome non-ATPase regulatory
subunit 11 0S=Mus musculus OX=10090
GN=Psmd11 PE=1 SV=3

Uncharacterized protein C150rf39 homolog
0S=Mus musculus OX=10090 PE=1 SV=2
Translationally-controlled tumor protein
0S=Mus musculus OX=10090 GN=Tpt1 PE=1
Sv=1

Transgelin-3 0S=Mus musculus OX=10090
GN=TagIn3 PE=1 SV=1

Saccharopine dehydrogenase-like
oxidoreductase 0S=Mus musculus 0X=10090
GN=Sccpdh PE=1 SV=1

Tropomodulin-3 0S=Mus musculus OX=10090
GN=Tmod3 PE=1 SV=1

Rho GTPase-activating protein 4 0S=Mus
musculus OX=10090 GN=Arhgap4 PE=1 SV=1
Protein RUFY3 OS=Mus musculus 0X=10090
GN=Rufy3 PE=1SV=1

WAS/WASL-interacting protein family member
2 0S=Mus musculus OX=10090 GN=Wipf2 PE=1
Sv=1

Ribose-phosphate diphosphokinase 0S=Mus
musculus OX=10090 GN=Prps1I3 PE=3 SV=1
Activator of 90 kDa heat shock protein ATPase
homolog 2 0S=Mus musculus OX=10090
GN=Ahsa2 PE=1 SV=2

NHP2-like protein 1 0S=Mus musculus
0X=10090 GN=Snu13 PE=1 SV=4
1-phosphatidylinositol 4,5-bisphosphate
phosphodiesterase delta-3 0S=Mus musculus
0X=10090 GN=Plcd3 PE=1 SV=2
Tetratricopeptide repeat protein 27 0S=Mus
musculus OX=10090 GN=Ttc27 PE=1 SV=2
Outer dense fiber protein 2 0S=Mus musculus
0X=10090 GN=0df2 PE=1 SV=1
ATP-dependent RNA helicase DDX24 OS=Mus
musculus OX=10090 GN=Ddx24 PE=1 SV=2

173,4179

484,5

2161,834

14738,5

21182,24

1914,801

6563,861

2927,952

6597,096

295,8796

140,4036

8868,164

3478,858

348,0227

20098,05

1619,026

3963,59

2024,401

9432,406

189,2893

328,3069

1464,35

12908,83

19572,37

2510,872

4828,269

2960,727

4407,977

386,5321

118,0522

31407,02

3232,872

208,7212

15715,18

1522,717

3138,601

2255,194

8015,323

336,7476

579,5216

2031,423

12046,79

22559,45

3076,703

4724,986

2101,057

4390,108

379,0093

138,8876

58416,53

3274,962

224,8943

13842,64

1335,711

2647,075

1812,113

6054,473

220,8805

335,3246

777,7889

10729,81

16867,91

1969,623

3884,48

2975,919

2617,692

530,5532

197,3949

36898,44

2823,859

315,4238

13454,21

1249,923

2389,26

2451,179

8273,207

166,1257

485,9764

2420,479

15105,01

26250,5

1556,818

5806,612

2608,596

6240,696

373,115

125,9507

15917,41

3696,623

253,4475

17653,31

1377,054

2892,087

2000,525

8153,445

200,095

261,998

1378,23

11577,16

16817,58

2253,285

4853,617

3665,974

4557,043

303,4742

96,15753

39155,51

2715,684

166,9937

20183,19

2946,252

3551,685

1815,461

9801,3

178,1754

331,6489

2047,214

10497,35

18061,69

2117,182

5927,167

2689,874

3481,193

828,092

267,5763

48687,37

2648,646

324,7586

15026,66

953,0265

2756,041

220,4893

7026,45

228,3761

369,3128

1780,268

11061,94

18366,16

2582,621

4454,521

2858,962

3546,698

470,435

264,8385

56863,33

2950,153

254,2608

16936,88

1084,461

2580,879

2920,685

10904,81



Mitochondrial 2-oxoglutarate/malate carrier

17 2 112,8941 0,565364 1,219192 protein 0S=Mus musculus 0X=10090 973,7682 618,726 778,5787 588,2727 769,1563 975,364 617,4107 875,1881
Q9CR62;Q55X46 GN=Slc25al11 PE=1 SV=3
14-3-3 protein beta/alpha 0S=Mus musculus
45 8 255,7784 0,56545 1,150958 6776,763 8087,818 8786,376 6816,849 10755,08 7420,08 5951,665 8725,036

Q9CQV8;A2A5N1 0X=10090 GN=Ywhab PE=1 SV=3
Procollagen-lysine 5-dioxygenase OS=Mus

E9Q718 26 2 153,0512 0,566425 1,204277 musculus OX=10090 GN=Plod2 PE=1 SV=1 457,2331 247,7515 737,6142 933,1353 574,5415 930,8905 629,4658 726,1452
Q80XR5;A0A140LIK3;P26369;Q3K Splicing factor U2AF subunit 0S=Mus musculus
amv4 18 7 150,1462 0,566669 1,209664 OX=10090 GN=U2af2 PE=1 SV=1 10472,05 14687,29 7044,66 8577,533 8732,13 10692,67 8307,358 7193,589
Integrator complex subunit 4 0S=Mus
Q8CIV8 1 1 4,4062 0,566818 1,414419 musculus OX=10090 GN=Intsd PE=1 SV=1 0 7,518731 63,6166 46,32885 16,04805 20,15653 26,98529 22,19042
Rab GTPase-activating protein 1 0S=Mus
A2AWA9;A2AWA7 11 1 54,7525 0,567449 1,687908 musculus OX=10090 GN=Rabgap1 PE=1 SV=1 9,12674 437,4468 862,8565 656,6442 358,2709 97,54197 433,8273 629,2025
NADH dehydrogenase [ubiquinone] iron-sulfur
20 6 144,0871 0,568061 1,161106 protein 3, mitochondrial 0S=Mus musculus 14988,81 10770,59 8690,682 10261,14 8106,084 12494,06 8952,89 8954,403
Q9DCT2 0X=10090 GN=Ndufs3 PE=1 SV=2
Zinc finger and BTB domain-containing protein
Q52KG4;A0A1BOGRT4;A0A1B0OGS 2 1 9,6802 0,568178 1,31901 45 0S=Mus musculus 0OX=10090 GN=Zbtb45 41,87258 134,479 101,5615 39,05978 16,58799 83,28288 97,78433 43,46737
85 PE=2 SV=1
IST1 homolog OS=Mus musculus OX=10090
Q9CX00 7 1 44,0828 0,568254 1,234131 GN=Ist1 PE=1 SV=1 1962,794 1834,588 2100,805 1443,127 2306,672 2055,525 510,3996 1247,736
Glucose-6-phosphate 1-dehydrogenase X
44 12 263,3449 0,568352 1,104271 OS=Mus musculus OX=10090 GN=G6pdx PE=1 7616,461 6982,769 6451,146 6232,418 7593,878 6033,268 4291,244 6788,228
Q00612;A3KG36 Sv=3
8 2 51,6228 0,56915 1,058018 WASH complex subunit 5 0S=Mus musculus 3153,645 3109,834 2687,895 2627,511 3012,226 3076,671 2653,744 2852,542
Q8C2E7 ! ! ! 0X=10090 GN=Washc5 PE=1 SV=2 ! ! ! ! ! ! ! !
ER membrane protein complex subunit 2
18 3 124,2078 0,569316 1,292176 0S=Mus musculus OX=10090 GN=Emc2 PE=1  3575,619 3259,961 4155,317 2530,896 5161,045 4833,255 1625,453 4255,551
Q9CRD2 Sv=1
JmjC domain-containing protein 8 0S=Mus
Q3TA59;A0A3B2W707 5 1 26,3475 0,569491 1,45327 musculus OX=10090 GN=Jmjd8 PE=2 SV=3 213,4414 677,5375 389,913 920,2017 153,7359 625,5815 285,7973 449,4651
Ninein 0S=Mus musculus OX=10090 GN=Nin
Q61043;A0A1Y7VNCS;F8WJ43 81 7 526,6577 0,569562 1,298595 PE=1SV=a 5769,677 4578,816 3652,65 4258,629 9603,931 5227,941 4092,528 4018,706
E9Q8I9;A0A0J9YVHO;A0ASF8MP Protein furry homolog OS=Mus musculus
N1 18 3 84,1299 0,569925 1,171796 OX=10090 GN=Fry PE=1 SV=1 1069,987 900,9616 805,9537 1032,658 719,2762 1250,666 1103,814 1258,576
Tyrosine-protein kinase Yes 0S=Mus musculus
Q04736 12 1 59,8208 0,569981 1,464469 OX=10090 GN=Yes1 PE=1 SV=3 7480,734 12853,79 3853,062 7718,657 10315,43 3935,877 13918,49 7760,038
Tyrosine-protein kinase Fer 0S=Mus musculus
P70451,Q3T2J5 11 1 61,8797 0,570662 2,056769 OX=10090 GN=Fer PE=1 SV=2 6,171336 27,38487 30,69609 10,91927 0 77,67383 26,44505 12,17522
Plexin-B2 OS=Mus musculus OX=10090
B2RXSA 45 4 248,6168 0,570982 1,257384 GN=Plxnb2 PE=1 SV=1 2837,278 2676,256 1924,741 1699,528 3131,444 1633,941 2549,267 13439

Cation channel sperm-associated auxiliary
4 1 24,1053 0,571266 1,133136 subunit delta 0S=Mus musculus OX=10090 1056,017 892,7313 736,2931 1043,01 934,8134 809,8953 1210,135 1269,547
E9Q9F6 GN=Catsperd PE=1 SV=1



Cell division cycle 7-related protein kinase
8 1 46,2388 0,571464 1,249145 0S=Mus musculus OX=10090 GN=Cdc7 PE=1 271,208 338,2684 148,2122 312,4205 152,165 369,2854 124,022 423,981
Q9Z0H0;G3UVV7;Q66JY4 Sv=2
Microcephalin 0S=Mus musculus OX=10090

Q7TT79 7 3 24,4947 0,571495 1,686943 GN=Mcph1 PE=1 SV=1 2045,562 2297,524 1492,588 1649,63 1718,578 1617,44 5931,637 1300,197
DNA-(apurinic or apyrimidinic site)
14 2 106,4723 0,571852 1,478048 endonuclease (Fragment) OS=Mus musculus 1267,992 1375,517 1224,865 1215,387 3420,745 927,6253 1172,237 1341,492
F6QA74;D32124;D326R9;P28352 0X=10090 GN=Apex1 PE=1 SV=1
Neutral amino acid transporter A 0S=Mus
035874:Q555P3 3 1 14,0429 0,572515 1,347107 musculus OX=10090 GN=Slc1ad PE=1 SV=1 17,6162 52,77916 19,55399 58,54646 0,147286 54,80927 27,47713 27,79939
9 3 70,7935 0,572907 1,166606 405 ribosomal protein 524 0S=Mus musculus 6203,002 5742,783 6854,91 4389,235 7904,441 4628,932 2272,177 5657,01
P62849;A0A286YEB7 ! ! ! 0X=10090 GN=Rps24 PE=1 SV=1 ! ! ! ! ! ! ! !
ABRA C-terminal-like protein (Fragment)
5 3 45,6958 0,573378 1,332238 0S=Mus musculus OX=10090 GN=Abracl PE=1 1128,204 1270,51 1532,259 1150,574 3104,744 1208,842 1365,384 1081,487
AOA1W2P7X0;E9QMV2;Q4KML4A Sv=1
RalBP1-associated Eps domain-containing
054916;D3Z2E3;E9Q632;F6R6F1; 9 1 48,6406 0,57359 5,419024 protein 1 0S=Mus musculus OX=10090 2,720417 5,72456 49,86849 225,4458 17,35229 28,23245 742,5421 46,42051
F6YT69 GN=Repsl PE=1 SV=2
Ras-related protein Rab-8B OS=Mus musculus
P61028 15 1 80,5825 0,573877 1,365798 OX=10090 GN=Rab8b PE=1 SV=1 253,1823 109,9553 191,6108 42,8528 268,8523 163,7811 41,32868 228,7927
6 1 46,6423  0,57397 1,251481 dCTP pyrophosphatase 1 05=Mus musculus 126,1148 75,33597 27,57674 18,05834 41,22087 101,5658 41,53995 73,10483
Q9QyY93 ! ! ! 0X=10090 GN=Dctpp1l PE=1 SV=1 ! ! ! ! ! ! ! !
10 2 53,4407 0,574006 1,204022 TBC1 domain family member 31 0S=Mus 164,4313 149,6703 167,5337 90,10843 204,0251 109,6452 108,5384 106,2797
Q6NXY1;F6T4B0 ! ! ! musculus OX=10090 GN=Tbc1d31 PE=1 SV=1 ! ! ! ! ! ! ! !
17 5 109,6187 0,575225 2,022767 Nucleolar protein 16 0S=Mus musculus 1178,46 1050,444 1138,402 495,2251 1069,225 548,6591 3821,158 773,9498
Q9CPT5;D3Z7M5 ! ! ! 0X=10090 GN=Nop16 PE=1 SV=1 ! ! ! ! ! ! ! !
26 1 117,3873 0,575394 1,125264 Ankyrin3 (Fragment) 0S=Mus musculus 1302,163 1180,34 962,1012 986,1129 933,3625 1239,074 663,0924 1101,962
S4R2K9;A0A1W2P812;S4R1S2 ! ! ! 0X=10090 GN=Ank3 PE=1 SV=1 ! ! ! ! ! ! ! !
Growth factor receptor-bound protein 2
5 2 23,8251 0,575489 1,062884 OS=Mus musculus OX=10090 GN=Grb2 PE=1 1373,827 1222,798 1225,225 1170,498 1325,236 1155,823 1256,764 1422,322
B1AT92;Q60631 Sv=1
Reproductive homeobox 3F (Fragment)
2 1 8,8487  0,575537 1,420602 OS=Mus musculus OX=10090 GN=Rhox3f PE=4 1508,951 724,8682 981,3689 2220,867 1501,182 657,2201 850,934 1232,076
VOGWT1 Sv=1
Predicted gene, 21725 0OS=Mus musculus
ASHG57 2 1 8,9 0,57559 1,251274 OX=10090 GN=Srsy PE=2 SV=1 555,4526 161,2528 370,2256 277,7532 340,3664 457,0994 228,6146 313,8943
6 1 25,6531 0,575871 1,389929 Something about silencing protein 10 05=Mus 111,56 164,874 80,40819 113,2091 163,4434 185,3532 57,92495 100,8002
Q9JI13 ! ! ! musculus OX=10090 GN=Utp3 PE=1 SV=1 ! ! ! ! ! ! ! !
3 1 13,7898 0,57588 1,332823 Adenylate cyclase type 2 05=Mus musculus 672,4318 230,1216 739,8192 478,485 433,9784 854,6123 802,7561 735,3814
Q80TL1;Q3Vv1Q3 ! ! ! 0X=10090 GN=Adcy2 PE=1 SV=2 ! ! ! ! ! ! ! !
Sodium/potassium-transporting ATPase
71 15 501,3009 0,575883 1,133056 subunit alpha-1 0S=Mus musculus OX=10090  28873,89 23488,38 16965,25 22107,95 20405,97 28886,29 21677,32 22423,58
Q8VDN2 GN=Atplal PE=1 SV=1
Protein phosphatase 1H OS=Mus musculus
Q3UYCO 2 1 13,4442 0,576111 11,1543 OX=10090 GN=Ppm1h PE=1 SV=1 2413,44 1955,318 1370,192 2131,838 1852,227 1819,886 1893,733 1252,822



Q6URWG6;A0A140LHX1;A0A140LI 142 15 088.9872 0576849 114804 Myosin-14 0S=Mus musculus OX=10090
60;K3W4R2 ! ’ ! GN=Myh14 PE=1 SV=1
Dihydrolipoyllysine-residue acetyltransferase

component of pyruvate dehydrogenase

2539,608 2295,074 2087,964 1557,393 2236,096 2751,498 1679,48 1882,689

41 14 280,7672 0,577185 1,114447 . . 30277,61 25035,11 18537,08 22144,13 24187,55 26879,19 22492,3 25665,29
complex, mitochondrial 0S=Mus musculus
Q8BMF4 0OX=10090 GN=Dlat PE=1 SV=2
Elongator complex protein 3 0S=Mus musculus
Q9CZX0;A0A286YDBS 31 3 180,3967 0,577234 1,07037 OX=10090 GN=Elp3 PE=1 SV=1 4021,653 3202,426 2872,196 3158,14 3584,361 3416,586 3259,687 3533,51
070585;G3UXK0;G3UY34;G3UYK
9;G3UYM7;G3UZ87;G3UZJ3;Q8C 8 3 56,6524 0,577592 2,499345 Dystrobrevin beta 0S=Mus musculus 326,7444 2031,623 492,5005 344,5537 3025,255 2103,33 2724,401 133,4742
829;Q8KONO 0X=10090 GN=Dtnb PE=1 SV=3
Peptidyl-prolyl cis-trans isomerase FKBP4
58 21 399,6545 0,577886 1,106382 OS=Mus musculus OX=10090 GN=Fkbp4 PE=1  28533,17 27829,16 27126,54 24480,49 33096,06 23151,46 16734,78 24605,47
P30416;F6S2D5;F7CAT1 SV=5
22 1 181,5673 0,57791 1,707041 Myosin regulatory light chain 128 OS=Mus 17,2671 13,99774 15,38252 30,11987 18,49249 21,85741 42,74202 47,95287
Q3THE2;Q9CQ19 ! ! ! musculus OX=10090 GN=MyI12b PE=1 SV=2 ! ! ! ! ! ! ! !
Trafficking protein particle complex subunit 12
7 2 27,8425 0,578386 2,418255 0S=Mus musculus OX=10090 GN=Trappc12 270,489 53,12857 275,8852 83,73348 258,1347 98,92032 1175,719 119,4659
Q8K2L8;Q8C0C3 PE=1 SV=2
V-type proton ATPase 16 kDa proteolipid
5 3 31,6256 0,578927 1,108361 subunit c 0S=Mus musculus OX=10090 9013,381 10058,36 7362,181 9811,454 7317,075 10923,46 8961,939 9818,035
P63082;E9Q9C5 GN=Atp6vOc PE=1 SV=1
Nitric oxide synthase-interacting protein
Q9D6T0;A0A1B0OGS48;A0A1BOGS 17 2 93,9992 0,579233 1,305243 0S=Mus musculus OX=10090 GN=Nosip PE=1  206,3578 105,2549 70,78915 582,7134 204,539 148,3113 547,364 359,4952
R8;A0A1BOGTO7 Sv=1
Moesin 0S=Mus musculus OX=10090 GN=Msn
71 18 516,501 0,579373 1,090614 19395,32 14572,54 12177,32 13898,79 16326,15 15905,03 14877,57 16140,33
P26041 PE=1SV=3
Death domain-containing 1 0S=Mus musculus
AOAS71BGOLE9PZX1 11 1 67,1107 0,579467 1,670085 OX=10090 GN=Dthd1 PE=4 SV=1 3199,696 4234,92 1507,95 1222,912 3335,455 2658,181 9219,813 1763,762
Hepatoma-derived growth factor-related
12 2 74,4092 0,580089 1,155106 protein 2 0S=Mus musculus OX=10090 3538,59 2017,349 1990,735 983,1406 2372,614 2510,108 2680,577 2289,539
Q3UuMuU9 GN=Hdgfl2 PE=1 SV=1
Replication factor C subunit 4 0S=Mus
Q99J62;D6RGM1;Q3U184 14 1 93,1003 0,580171 1,290707 musculus OX=10090 GN=Rfca PE=1 SV=1 4004,594 3580,976 2038,375 1266,499 3627,027 2575,564 2706,593 2708,742

Exocyst complex component 8 0S=Mus

Q6PGF7 10 1 59,135 0,580351 1,277216 musculus OX=10090 GN=Exoc8 PE=1 SV=1 1727,777 1559,692 2422,978 1128,471 1237,289 1704,513 1585,289 827,4566
Nuclear pore complex protein Nup93 OS=Mus
Q8BJ71;A0A1DSRLQ0 47 10 298,4125 0,580443 1,093813 musculus OX=10090 GN=Nup93 PE=1 SV=1 8893,028 8441,257 6874,569 7127,751 8678,275 8373,1 8150,131 7212,945
Ectonucleoside triphosphate
4 1 17,9004 0,581326 1,739128 diphosphohydrolase 3 0S=Mus musculus 1931,632 3391,02 2103,683 1522,405 5665,427 3586,679 3458,385 744,2963
Q8BFW6 0X=10090 GN=Entpd3 PE=1 SV=1
Q9QY06;A0A1D5RLD1;A0A1D5RL Unconventional myosin-IXb OS=Mus musculus
W4:E9QKVE 25 3 117,1203 0,581405 1,376074 OX=10090 GN=Myo9b PE=1 SV=2 218,143 208,192 296,3569 121,1771 239,8829 169,4167 421,6863 174,9102
Golgin subfamily A member 3 0S=Mus
18 6 80,1771 0,581444 1,103016 5265,358 4894,974 4748,894 4003,215 4389,05 4662,42 3149,176 4945,475

P55937;A0A0R4J1H6;E9QP99 musculus OX=10090 GN=Golga3 PE=1 SV=3



DNA repair endonuclease XPF OS=Mus
Q9QzD4;F7A043 4 ! 19,8396  0,581872 5,296572 musculus OX=10090 GN=Ercc4 PE=1 SV=3
Ubiquitin domain-containing protein UBFD1
7 2 40,9292 0,581964 1,184594 OS=Mus musculus OX=10090 GN=Ubfd1 PE=1  19021,95 16883 12170,45 12851,44 168459 15144,84 7768,842 13014,24
Q78JW9;A0A0U1RQS55 Sv=2
U5 small nuclear ribonucleoprotein 40 kDa
19 6 121,5465 0,582114 1,107634 protein 0S=Mus musculus OX=10090 4676,267 4359,755 3194,156 3922,462 3996,687 4429,273 3242,658 3444,804
Q6PEO1 GN=Snrnp40 PE=1 SV=1
U2 small nuclear ribonucleoprotein A' 0S=Mus
P57784;G5E883 15 3 112,7519 0,582288 1,162884 musculus OX=10090 GN=Snrpal PE=1 SV=2

BolA-like protein 1 0S=Mus musculus

52,7388 246,9216 4,836358 273,6813 51,16401 143,3099 45,97191 8,236961

3058,801 2668,854 1915,894 3158,096 3017,469 3249,174 3300,77 2993,651

Q9D8S9 2 1 9,7895 0,582383 1,116205 OX=10090 GN=Bolal PE=1 SV=1 523,2186 471,5441 398,2614 467,0388 541,0304 513,754 290,7535 328,4394
Tubulin beta-4B chain 0S=Mus musculus
P63372 160 1 666,2981 0,583277 1,344716 OX=10090 GN=TubbAb PE=1 SV=1 15,7083 33,95614 51,31731 34,44193 22,80604 10,61825 5,596122 61,68762
1 1 4,5821 0,583907 1,592068 MAGE family member A4 (Fragment) OS=Mus 55,53728 116,504 148,6992 199,9538 71,31487 45,24162 38,17371 278,9312
F27493 ! ! ! musculus OX=10090 GN=Magea4 PE=4 SV=1 ! ! ! ! ! ! ! !
39S ribosomal protein L46, mitochondrial
17 2 103,4207 0,584134 1,141614 OS=Mus musculus OX=10090 GN=Mrpl46 PE=1 7109,664 5747,352 6495,35 4497,514 7455,413 4786,409 6177,927 5869,671
Q9EQI8 Sv=1
Transmembrane protein 33 0S=Mus musculus
Q9CR67;A0A0R4J1Z3;Q9CZM3 12 5 94,3219 0,584154 1,164457 OX=10090 GN=Tmem33 PE=1 SV=1 5999,251 4968,437 3291,899 4830,417 4573,519 5206,044 2858,708 3755,638
Acidic leucine-rich nuclear phosphoprotein 32
035381;D3YYE1;D3Z7M9;F6UFG 16 1 106,9012 0,584936 1,325802 family member A OS=Mus musculus OX=10090 925,5537 1121,613 1385,726 516,7597 809,7544 865,0704 830,9755 473,2666
6 GN=Anp32a PE=1 SV=1
37 9 216,4081 0,585824 1,136932 NADP-dependent malic enzyme OS=Mus 5980,027 6215,502 6564,865 6654,269 5663,448 8764,371 6033,842 6311,031
P06801;Q3TQP6 ! ! ! musculus OX=10090 GN=Me1l PE=1 SV=2 ! ! ! ! ! ! ! !
Heterogeneous nuclear ribonucleoprotein D-
25 8 158,8527 0,586299 1,067234 like 05=Mus musculus OX=10090 GN=Hnrnpdl 13768,85 13248,37 10926,82 11605,89 13134,9 14302,73 119154 12284,54
Q97130;D3YTQ3;F6VQHS PE=1SVv=1
H3BK24;E9QKE9;H3BJL7;H3BJQY; Homeobox protein cut-like 0S=Mus musculus
H3BKF6;H3BLO9;H3BLSO 18 1 102,4476 0,586514 1,229731 OX=10090 GN=Cux1 PE=1 SV=2 2006,546 1586,03 1624,988 757,306 1863,892 1378,419 283,6418 1530,119
Endosome/lysosome-associated apoptosis and
5 1 27,9399 0,587509 2,078482 autophagy regulator family member 2 0S=Mus 300,653 340,23 144,1416 316,4737 385,6032 175,2109 1245,809 181,88
Q3uzv7 musculus OX=10090 GN=Elapor2 PE=1 SV=1
40S ribosomal protein S16 0S=Mus musculus
P14131 30 21 166,1477 0,587768 1,072211 OX=10090 GN=Rps16 PE=1 SV=4 32297,93 26949,73 26260,52 25795,29 32670,93 26252,29 28003,15 27865,33
Ras-related protein Rab-5C OS=Mus musculus
P35278;A2A5F5: A2A5F6,Q8C266 20 4 126,5513 0,587923 1,062445 OX=10090 GN=Rab5¢ PE=1 SV=2 3581,837 3003,906 2976,223 3324,635 3337,684 3085,078 2509,851 3196,583
PRAME-like 28 OS=Mus musculus OX=10090
A2ASIO 2 2 9,7142  0,588099 2,201692 GN=Pramel28 PE=3 SV=1 2508,413 481,5047 747,2821 324,8048 365,0732 314,0511 246,8736 918,9492
Coactosin-like protein 0S=Mus musculus
Q9cal6 9 1 57,3632 0,588161 1,243912 OX=10090 GN=Cotl1 PE=1 SV=3 2359,879 1903,562 2309,151 2592,57 2015,612 1596,212 1993,281 2376,556

1-phosphatidylinositol 4,5-bisphosphate
33 3 196,5331 0,58847 1,181911 phosphodiesterase 0S=Mus musculus 878,3378 614,9393 484,4089 605,7693 507,9675 640,2549 470,837 566,7693
Q91UZ1;V9GXQ9 0X=10090 GN=PIcb4 PE=1 SV=1



Q99JR1

Q9EQKS5;D3Z2N7;E9Q3X0

Q9R0Q6;A0A0G2JF52
BOEJ22;E9QLM4

Q9RroQ1

Q8JZRO
Q8C483;A2AFS0;A2AFS1;P26638
Q8BI72;A0A117Q4A1
AOA2I3BR81;A0A2I13BQR1;A0A213
BRLO;Q91X76
Q9ROK7;Q3UHHO0;S4R1C4
Q6P5E4;G3UY35;G3UY73;G3UYG
7,G3UzZU8
Q6P5F6;A0A087WQF7;A0A087W
RC8

P01898

P62855
Q9CQM9;A0A1B0GS58;A0A1BOG
TO4

QOVAV2

Q7TMM9
Q8VH51;B7ZD61;B72D63;E9Q8F0

;F7AA45

Q9JMK2

Q8VEK3

20

37

11

28

24

12

58

105

20

158

29

86

35

43

126,3576

256,6629

33,2388

43,4721

69,1184

163,9253

350,7593

162,9895

63,5236

337,1052

873,0735

18,1986

55,0863

45,6538

170,1026

27,0603

646,2543

222,7865

50,0157

513,1154

0,588743

0,588799

0,589667

0,589874

0,589949

0,590119

0,590121

0,590643

0,590886

0,590986

0,591294

0,591309

0,591651

0,591723

0,591891

0,591911

0,592012

0,592949

0,593088

0,593312

1,097328

1,298212

1,141915

1,120178

2,59111

1,171426

1,08449

1,170532

1,150265

1,149384

1,123283

1,084055

1,219833

1,241077

1,162796

2,262095

1,125557

1,078324

1,581315

Sideroflexin-1 0S=Mus musculus OX=10090
GN=Sfxnl PE=1 SV=3

Major vault protein 0S=Mus musculus
0X=10090 GN=Mvp PE=1 SV=4

Actin-related protein 2/3 complex subunit 1A
0S=Mus musculus OX=10090 GN=Arpcla PE=1
Sv=1

Mismatch repair endonuclease PMS2 0S=Mus
musculus OX=10090 GN=Pms2 PE=1 SV=1
Synaptotagmin-like protein 4 0S=Mus
musculus OX=10090 GN=Sytl4 PE=1 SV=1
Long-chain-fatty-acid--CoA ligase 5 0S=Mus
musculus OX=10090 GN=Acsl5 PE=1 SV=1
Seryl-tRNA synthetase OS=Mus musculus
0X=10090 GN=Sars PE=1 SV=1
CDKN2A-interacting protein 0S=Mus musculus
0X=10090 GN=Cdkn2aip PE=1 SV=1
5'-nucleotidase domain-containing 2 0S=Mus
musculus OX=10090 GN=Nt5dc2 PE=1 SV=1
Plasma membrane calcium-transporting
ATPase 2 0S=Mus musculus 0X=10090
GN=Atp2b2 PE=1 SV=2
UDP-glucose:glycoprotein glucosyltransferase
1 0S=Mus musculus OX=10090 GN=Uggt1 PE=1
Sv=4

Zinc transporter ZIP10 OS=Mus musculus
0X=10090 GN=SIc39a10 PE=1 SV=1

H-2 class | histocompatibility antigen, Q10
alpha chain 0S=Mus musculus 0X=10090
GN=H2-Q10 PE=1 SV=3

40S ribosomal protein S26 0S=Mus musculus
0X=10090 GN=Rps26 PE=1 SV=3
Glutaredoxin-3 0S=Mus musculus OX=10090
GN=GIrx3 PE=1 SV=1

Exophilin-5 0S=Mus musculus OX=10090
GN=Exph5 PE=1 SV=1

Tubulin beta-2A chain 0S=Mus musculus
0X=10090 GN=Tubb2a PE=1 SV=1
RNA-binding protein 39 0S=Mus musculus
0X=10090 GN=Rbm39 PE=1 SV=2

Casein kinase | isoform epsilon 0S=Mus
musculus OX=10090 GN=Csnkle PE=1 SV=2
Heterogeneous nuclear ribonucleoprotein U

5705,962

6862,52

2087,96

2315,278

271,2554

2666,71

30182,59

5297,071

10629,73

264,0883

20395,19

2024,208

1174,775

38605,44

2194,945

106,2367

14278,82

7766,399

505,8172

1,114838 0S=Mus musculus OX=10090 GN=Hnrnpu PE=1 77494,29

Sv=1

5975,036

17106,65

1787,229

3080,908

171,5241

2430,55

30444,66

3725,173

9997,615

142,4749

16953,91

1718,879

1223,147

22275,18

1427,941

562,2963

12353,17

6345,64

311,442

68822,43

5627,994

12852,95

1361,453

3248,73

275,3142

2363,862

32067,76

3056,441

8752,537

128,274

14962,84

1759,726

1074,333

36886,92

2235,619

171,5146

13027,37

6168,554

334,0659

56032,84

4907,945

6417,326

1542,113

2778,451

2009,92

2056,062

24710,15

2494,454

9816,973

216,0738

16101,08

1767,194

556,9579

16579,97

1190,533

46,00815

11490,16

7878,5

829,4968

52843,39

6010,563

23230,57

1593,71

2891,873

300,4792

2777,502

35775,75

3907,875

4211,525

159,3189

18278,35

1450,308

1317,465

42264,45

2001,709

99,27395

15842,82

5958,693

392,1308

65938,43

6922,222

12664,9

1707,862

2907,754

426,8854

1884,153

23707,71

3729,975

10922,46

283,9325

18356,56

2083,35

1043,96

19216,63

1518,568

24,15089

10749,46

6490,368

373,7644

73713,24

4219,148

3214,409

1447,212

2294,478

100,2733

732,0855

24785,22

5855,212

9977,783

181,7623

14136,03

1913,783

968,8326

8726,005

1242,194

176,3329

6722,895

6354,94

1173,228

48905,13

4709,825

8388,765

1382

2130,935

225,198

2730,7

24644,72

3390,082

8964,603

219,3889

14679,56

2064,529

794,1758

21928,59

1570,473

112,7417

12128,57

7309,747

289,3378

58926,33



CCR4-NOT transcription complex subunit 11
7 1 30,5494 0,593745 1,100996 0S=Mus musculus OX=10090 GN=Cnot11 PE=1 4440,831 4158,686 3552,483 3110,164 3775,174 3829,518 3464,114 3401,938
Q9CWN7 Sv=1
UDP-N-acetylglucosamine--peptide N-
acetylglucosaminyltransferase 110 kDa subunit

32 7 160,178 0,594145 1,085879 0S=Mus musculus OX=10090 GN=Ogt PE=1 1069,641 1346,316 981,6376 1034,675 1255,983 1143,861 992,2886 921,1439
Q8CGY8 Sv=2
FYVE, RhoGEF and PH domain-containing
6 1 34,0211 0,594379 2,623014 protein 5 0S=Mus musculus 0X=10090 0 21,7497 461,6084 203,2323 159,5247 78,05685 82,93116 180,8544
Q80uUzo GN=Fgd5 PE=1 SV=2
40S ribosomal protein $28 0S=Mus musculus
P62858:G3UYV7 14 9 73,7653 0,594464 1,184898 OX=10090 GN=Rps28 PE=1 SV=1 8448,353 9995,6 8213,613 6612,814 10771,77 6626,691 5248,52 7788,668
14 8 109,8453 0,594886 1,141402 Adenylate kinase isoenzyme 1 0S=Mus 15605,85 13748,51 13525,53 9657,072 15769,06 11365,59 10763,13 10796,28
Q9R0OY5;A0A0A6YXWS;Z4YNI7 ! ! ! musculus OX=10090 GN=Ak1 PE=1 SV=1 ! ! ! ! ! ! ! !
D3YX27;D3YX28;F6TCVO;F6XURS; 16 9 111,9447 0,594989 1,08178 Serine protease HTRA2, mitochondrial 0S=Mus 8338,953 7387,775 6189,491 5792,188 7447,313 7329,785 8361,969 6835,341
Q9JIY5;S4R1B3 musculus OX=10090 GN=Htra2 PE=1 SV=1
Q99MT2;A0A087WQGS8;A0A087 MutS protein homolog 4 0S=Mus musculus
WQNO 5 1 37,1809 0,59525 1,166535 OX=10090 GN=Mshd PE=2 SV=1 2374,711 1803,08 2466,812 2546,208 2620,868 1900,358 305,7028 3051,801

Endonuclease G, mitochondrial 0S=Mus

008600 4 2 19,1611 0,596179 1,135639 musculus OX=10090 GN=Endog PE=1 SV=1 867,2125 631,9479 697,0342 904,8231 657,9794 905,3426 670,0251 497,2901
Ubiquilin-1 0S=Mus musculus OX=10090
Q8R317;A0A286YE09 25 7 203,406 0,596186 1,142525 GN=Ubgln1 PE=1 SV=1 1502,027 1365,48 1397,984 823,9072 1442,776 1157,422 963,8328 1227,002
Guanine nucleotide-binding protein G(i)
P08752;A0A0A6YWA9;A2A610;A 31 5 269,8933 0,596204 1,14419 subunit alpha-2 0S=Mus musculus 0X=10090  9259,107 8707,081 6405,059 6594,118 5740,828 9560,101 5922,187 6982,172
2AE31 GN=Gnai2 PE=1 SV=5
Phosphatidylinositol-3,5-bisphosphate 3-
7 1 35,5959 0,596378 1,470317 phosphatase 0S=Mus musculus OX=10090 76,27754 10,51624 102,3221 90,19097 72,93421 15,88705 23,02917 167,2217
Q6P572 GN=Mtmr2 PE=1 SV=1
Vasodilator-stimulated phosphoprotein
16 4 79,2057 0,596825 1,142786 OS=Mus musculus OX=10090 GN=Vasp PE=1 3237,552 2315,658 2819,533 2480,899 3367,957 2483,752 1416,218 2229,605
P70460 Sv=4
PS9997,A0A087WP68;FEYRWA;H 9 1 44,6575 0,596969 1,686567 Lysine-specific demethylase 2A 0S=Mus 1,669541 25,29961 0,435763 90,11567 0,028553 19,77705 0,91097 48,96378
3BL82 ! ! ! musculus OX=10090 GN=Kdm2a PE=1 SV=2 ! ! ! ! ! ! ! !
Q9D1R9;A0AOG2IEYE;A0ADG2IG 11 4 75,3261 0,59706 1,055667 605 ribosomal protein L34 0S=Mus musculus 15591,25 14383,72 13271,17 13569,71 15361,08 13736,13 14566,61 13394,98
Y8 ! ! ! 0X=10090 GN=Rpl34 PE=1 SV=2 ! ! ! ! ! ! ! !
AP-1 complex subunit mu-1 OS=Mus musculus
P35585 19 5 140,8911 0,597154 1,182516 OX=10090 GN=Ap1m1 PE=1 SV=3 4001,153 3608,887 2603,43 2816,353 3911,323 3219,11 4479,695 2487,555
2 1 8,8097 0,597211 1,147351 Predicted gene, 21820 0S=Mus musculus 5559,74 5001,626 4315,542 4331,652 4700,715 5702,559 1326,358 5236,405
J3KMU2 ! ! ! 0X=10090 GN=Gm21820 PE=4 SV=1 ! ! ! ! ! ! ! !
Reticulon-4-interacting protein 1,
6 1 33,577 0,597333 1,23691 mitochondrial 0S=Mus musculus OX=10090 60,3548 45,77081 32,86158 126,006 39,5688 87,65296 39,70528 110,3686
Q924D0;A0A0R4J0S3;D32792 GN=Rtn4ipl PE=1 SV=2
Heterochromatin protein 1-binding protein 3
Q3TEA8;A2AM63;A2AM65;A2AM 23 5 132,4406 0,597416 1,103166 OS=Mus musculus 0X=10090 GN=Hp1bp3 PE=1 5665,559 4593,709 3577,812 3988,288 4562,466 5083,828 4441,972 4722,693

69;A2AM70;Z4YKA3;Z4YKB8 Sv=1



QoDoL4

Q8vCcD7
B1ARA3;B1ARA5;P61255
Q68ED2;G5E8D5

Q9QzC2
LON7N1;A0A0J9YUN5;E9Q3T3
P10630;A0A338P6X5;E9Q561;Q8
BTU6

P59017

Q8BYAO

Q05CL8;A2AMDO

Q9CQ48;E0CYQ2

Q91X20;D6RI55;E9PU93

Q9oQxx4

Q97276

Q08943;A2AW05

Q91VW5;A0A1D5RLC6;A0A1IDS5R

LV4;A0A1D5RMES;E9Q088

D3YZ60;Q9CYZ6

Q00899

Q6PCN7;E9PVX5;G3UVU1

Q8CFW1

19

14

47

35

11

46

35

16

27

38

172

10

11

11

26

iy

13,48

27,2013

111,1825

86,4673

30,3869

260,4429

276,2799

93,1999

281,353

205,4876

27,0797

80,2924

156,9912

17,136

268,3399

1046,1725

9,8885

9,2253

31,1086

18,1774

0,597544

0,597802

0,598012

0,598089

0,598206

0,598671

0,598778

0,598881

0,59927

0,599715

0,599754

0,599881

0,600551

0,602117

0,6022

0,603031

0,60375

0,604053

0,604226

0,604252

1,143471

1,113114

1,104458

1,205262

1,237929

1,132367

1,095269

1,182551

1,194197

1,522268

1,147607

1,13513

1,106166

1,133114

1,129905

1,130853

1,203407

1,569234

1,090505

1,242177

AarF domain-containing protein kinase 1
0S=Mus musculus OX=10090 GN=Adck1 PE=1
Sv=1

Lysine-specific demethylase 4C 0S=Mus
musculus OX=10090 GN=Kdm4c PE=1 SV=1
60S ribosomal protein L26 (Fragment) OS=Mus
musculus OX=10090 GN=Rpl26 PE=1 SV=1
Metabotropic glutamate receptor 7 0S=Mus
musculus 0X=10090 GN=Grm7 PE=1 SV=1
Plexin-C1 OS=Mus musculus OX=10090
GN=PlIxncl PE=1 SV=1

Kinesin-like protein KIF14 OS=Mus musculus
0X=10090 GN=Kif14 PE=1 SV=1

Eukaryotic initiation factor 4A-Il 0S=Mus
musculus OX=10090 GN=Eif4a2 PE=1 SV=2
Bcl-2-like protein 13 OS=Mus musculus
0X=10090 GN=Bcl2I13 PE=1 SV=2
Tubulin-specific chaperone D 0S=Mus
musculus OX=10090 GN=Tbcd PE=1 SV=1
La-related protein 7 0S=Mus musculus
0X=10090 GN=Larp7 PE=1 SV=2

NudC domain-containing protein 2 0S=Mus
musculus OX=10090 GN=Nudcd2 PE=1 SV=1
Set1/Ash2 histone methyltransferase complex
subunit ASH2 0S=Mus musculus OX=10090
GN=Ash2| PE=1 SV=1

Calcium-binding mitochondrial carrier protein
Aralar2 0S=Mus musculus OX=10090
GN=Slc25a13 PE=1 SV=1

Mitochondrial carnitine/acylcarnitine carrier
protein 0S=Mus musculus OX=10090
GN=SIc25a20 PE=1 SV=1

FACT complex subunit SSRP1 OS=Mus
musculus OX=10090 GN=Ssrp1 PE=1 SV=2
Golgin subfamily A member 4 0S=Mus
musculus OX=10090 GN=Golga4 PE=1 SV=2
Required for excision 1-B domain-containing
protein 0S=Mus musculus OX=10090
GN=Rex1bd PE